Sequence Listing 

> SMITH, VICTORIA 

<120> METHODS AND COMPOSITIONS FOR DETECTING DYSPLASIA 

<130> P2000R1 

<140> US 10/712, 124 
<141> 2003-11-13 

<150> US 60/425,813 
<151> 2002-11-13 

<160> 123 

<210> 1 

<211> 1334 

<212> DNA 

<213> Homo sapien 



<400> 1 



cgccgcgtgc 


gcctgcagac 


gctccgctcg 


ctgccttctc 


tcctggcagg 


50 


cgctgccttt 


tctccccgtt 


aaagggcact 


tgggctgaag 


gatcgctttg 


100 


agatctgagg 


aacccgcagc 


gctttgaggg 


acctgaagct 


gtttttcttc 


150 


gttttccttt 


gggttcagtt 


tgaacgggag 


gtttttgatc 


cctttttttc 


200 


agaatggatt 


atttgctcat 


gattttctct 


ctgctgtttg 


tggcttgcca 


250 


aggagctcca 


gaaacagcag 


tcttaggcgc 


tgagctcagc 


gcggtgggtg 


300 


agaacggcgg 


ggagaaaccc 


actcccagtc 


caccctggcg 


gctccgccgg 


350 


tccaagcgct 


gctcctgctc 


gtccctgatg 


gataaagagt 


gtgtctactt 


400 


ctgccacctg 


gacatcattt 


gggtcaacac 


tcccgagcac 


gttgttccgt 


450 


atggacttgg 


aagccctagg 


tccaagagag 


ccttggagaa 


tttacttccc 


500 


acaaaggcaa 


cagaccgtga 


gaatagatgc 


caatgtgcta 


gccaaaaaga 


550 


caagaagtgc 


tggaattttt 


gccaagcagg 


aaaagaactc 


agggctgaag 


600 


acattatgga 


gaaagactgg 


aataatcata 


agaaaggaaa 


agactgttcc 


650 


aagcttggga 


aaaagtgtat 


ttatcagcag 


tt'agtgagag 


gaagaaaaat 


700 


cagaagaagt 


tcagaggaac 


acctaagaca 


aaccaggtcg 


gagaccatga 


750 


gaaacagcgt 


caaatcatct 


tttcatgatc 


ccaagctgaa 


aggcaatccc 


800 


tccagagagc 


gttatgtgac 


ccacaaccga 


gcacattggt 


gacagacctt 


850 


cggggcctgt 


ctgaagccat 


agcctccacg 


gagagccctg 


tggccgactc 


900 


tgcactctcc 


accctggctg 


ggatcagagc 


aggagcatcc 


tctgctggtt 


950 


cctgactggc 


aaaggaccag 


cgtcctcgtt 


caaaacattc 


caagaaaggt 


1000 



taaggagttc ccccaaccat cttcactggc ttccatcagt ggtaactgct 1050 

ttggtctctt ctttcatctg gggatgacaa tggacctctc agcagaaaca 1100 

cacagtcaca ttcgaattcg ggtggcatcc tccggagaga gagagaggaa 1150 

ggagattcca cacaggggtg gagtttctga cgaaggtcct aagggagtgt 1200 

ttgtgtctga ctcaggcgcc tggcacattt cagggagaaa ctccaaagtc 1250 

cacacaaaga ttttctaagg aatgcacaaa ttgaaaacac actcaaaaga 1300 

caaacatgca agtaaagaaa aaaaaaaaaa aaaa 1334 

<210> 2 

<211> 212 

<212> PRT 

<213> Homo sapien 

<400> 2 

Met Asp Tyr Leu Leu Met lie Phe Ser Leu Leu Phe Val Ala Cys 
15 10 15 

Gin Gly Ala Pro Glu Thr Ala Val Leu Gly Ala Glu Leu Ser Ala 
20 25 30 

Val Gly Glu Asn Gly Gly Glu Lys Pro Thr Pro Ser Pro Pro Trp 
35 40 45 

Arg Leu Arg Arg Ser Lys Arg Cys Ser Cys Ser Ser Leu Met Asp 
50 55 60 

Lys Glu Cys Val Tyr Phe Cys His Leu Asp lie lie Trp Val Asn 

65 70 75 

Thr Pro Glu His Val Val Pro Tyr Gly Leu Gly Ser Pro Arg Ser 
80 85 90 

Lys Arg Ala Leu Glu Asn Leu Leu Pro Thr Lys Ala Thr Asp Arg 
95 100 105 

Glu Asn Arg Cys Gin Cys Ala Ser Gin Lys Asp Lys Lys Cys Trp 
110 115 120 

Asn Phe Cys Gin Ala Gly Lys Glu Leu Arg Ala Glu Asp lie Met 
125 130 135 

Glu Lys Asp Trp Asn Asn His Lys Lys Gly Lys Asp Cys Ser Lys 
140 145 150 

Leu Gly Lys Lys Cys lie Tyr Gin Gin Leu Val Arg Gly Arg Lys 
155 160 165 

lie Arg Arg Ser Ser Glu Glu His Leu Arg Gin Thr Arg Ser Glu 
170 175 180 

Thr Met Arg Asn Ser Val Lys Ser Ser Phe His Asp Pro Lys Leu 
185 190 195 

Lys Gly Asn Pro Ser Arg Glu Arg Tyr Val Thr His Asn Arg Ala 



2 



200 205 210 

His Trp 

<210> 3 

<211> 1701 

<212> DNA 

<213> Homo sapien 

<400> 3 

ccgcatccta gccgccgact cacacaaggc aggtgggtga ggaaatccag 50 

agttgccatg gagaaaattc cagtgtcagc attcttgctc cttgtggccc 100 

tctcctacac tctggccaga gataccacag tcaaacctgg agccaaaaag 150 

gacacaaagg actctcgacc caaactgccc cagaccctct ccagaggttg 200 

gggtgaccaa ctcatctgga ctcagacata tgaagaagct ctatataaat 250 

ccaagacaag caacaaaccc ttgatgatta ttcatcactt ggatgagtgc 300 

ccacacagtc aagctttaaa gaaagtgttt gctgaaaata aagaaatcca 350 

gaaattggca gagcagtttg tcctcctcaa tctggtttat gaaacaactg 400 

acaaacacct ttctcctgat ggccagtatg tccccaggat tatgtttgtt 450 

gacccatctc tgacagttag agccgatatc actggaagat attcaaatcg 500 

tctctatgct tacgaacctg cagatacagc tctgttgctt gacaacatga 550 

agaaagctct caagttgctg aagactgaat tgtaaagaaa aaaaatctcc 600 

aagcccttct gtctgtcagg ccttgagact tgaaaccaga agaagtgtga 650 

gaagactggc tagtgtggaa gcatagtgaa cacactgatt aggttatggt 700 

ttaatgttac aacaactatt ttttaagaaa aacaagtttt agaaatttgg 750 

tttcaagtgt acatgtgtga aaacaatatt gtatactacc atagtgagcc 800 

atgattttct aaaaaaaaaa ataaatgttt tgggggtgtt ctgttttctc 850 

caacttggtc tttcacagtg gttcgtttac caaataggat taaacacaca 900 

caaaatgctc aaggaaggga caagacaaaa ccaaaactag ttcaaatgat 950 

gaagaccaaa gaccaagtta tcatctcacc acaccacagg ttctcactag 1000 

atgactgtaa gtagacacga gcttaatcaa cagaagtatc aagccatgtg 1050 

ctttagcata aaagaatatt tagaaaaaca tcccaagaaa atcacatcac 1100 

tacctagagt caactctggc caggaactct aaggtacaca ctttcattta 1150 

gtaattaaat tttagtcaga ttttgcccaa cctaatgctc tcagggaaag 1200 

cctctggcaa gtagctttct ccttcagagg tctaatttag tagaaaggtc 1250 
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atccaaagaa catctgcact cctgaacaca ccctgaagaa atcctgggaa 1300 

ttgaccttgt aatcgatttg tctgtcaagg tcctaaagta ctggagtgaa 1350 

ataaattcag ccaacatgtg actaattgga agaagagcaa agggtggtga 1400 

cgtgttgatg aggcagatgg agatcagagg ttactagggt ttaggaaacg 14 50 

tgaaaggctg tggcatcagg gtaggggagc attctgccta acagaaatta 1500 

gaattgtgtg ttaatgtctt cactctatac ttaatctcac attcattaat 1550 

atatggaatt cctctactgc ccagcccctc ctgatttctt tggcccctgg 1600 

actatggtgc tgtatataat gctttgcagt atctgttgct tgtcttgatt 1650 

aacttttttg gataaaacct tttttgaaca gaaaaaaaaa aaaaaaaaaa 1700 

a 1701 

<210> 4 

<211> 175 

<212> PRT 

<213> Homo sapien 

<400> 4 

Met Glu Lys lie Pro Val Ser Ala Phe Leu Leu Leu Val Ala Leu 
15 10 15 

Ser Tyr Thr Leu Ala Arg Asp Thr Thr Val Lys Pro Gly Ala Lys 
20 25 30 

Lys Asp Thr Lys Asp Ser Arg Pro Lys Leu Pro Gin Thr Leu Ser 
35 40 45 

Arg Gly Trp Gly Asp Gin Leu lie Trp Thr Gin Thr Tyr Glu Glu 
50 55 60 

Ala Leu Tyr Lys Ser Lys Thr Ser Asn Lys Pro Leu Met lie lie 

65 70 75 

His His Leu Asp Glu Cys Pro His Ser Gin Ala Leu Lys Lys Val 
80 85 90 

Phe Ala Glu Asn Lys Glu lie Gin Lys Leu Ala Glu Gin Phe Val 
95 100 105 

Leu Leu Asn Leu Val Tyr Glu Thr Thr Asp Lys His Leu Ser Pro 
110 115 120 

Asp Gly Gin Tyr Val Pro Arg lie Met Phe Val Asp Pro Ser Leu 
125 130 135 

Thr Val Arg Ala Asp lie Thr Gly Arg Tyr Ser Asn Arg Leu Tyr 
140 145 150 

Ala Tyr Glu Pro Ala Asp Thr Ala Leu Leu Leu Asp Asn Met Lys 
155 160 165 

Lys Ala Leu Lys Leu Leu Lys Thr Glu Leu 
170 175 
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<210> 5 
<211> 3236 
<212> DNA 
<213> Homo sapien 

<400> 5 
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ccatggccca 


tgagatgggc 


cacaacctgg 


gcatggacca 


tgatgagaac 


1050 


gtccagggct 


gccgctgcca 


ggaacgcttc 


gaggccggcc 


gctgcatcat 


1100 


ggcaggcagc 


attggctcca 


gtttccccag 


gatgttcagt 


gactgcagcc 


1150 


aggcctacct 


ggagagcttt 


ttggagcggc 


cgcagtcggt 


gtgcctcgcc 


1200 


aacgcccctg 


acctcagcca 


cctggtgggc 


ggccccgtgt 


gtgggaacct 


1250 


gtttgtggag 


cgtggggagc 


agtgcgactg 


cggccccccc 


gaggactgcc 


1300 


ggaaccgctg 


ctgcaactct 


accacctgcc 


agctggctga 


gggggcccag 


1350 
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tgtgcgcacg 


gtacctgctg 


ccaggagtgc 


aaggtgaagc 


cggctggtga 


1400 


gctgtgccgt 


cccaagaagg 


acatgtgtga 


cctcgaggag 


ttctgtgacg 


1450 


gccggcaccc 


tgagtgcccg 


gaagacgcct 


tccaggagaa 


cggcacgccc 


1500 


tgctccgggg 


gctactgcta 


caacggggcc 


tgtcccacac 


tggcccagca 


1550 


gtgccaggcc 


ttctgggggc 


caggtgggca 


ggctgccgag 


gagtcctgct 


1600 


tctcctatga 


catcctacca 


ggctgcaagg 


ccagccggta 


cagggctgac 


1650 


atgtgtggcg 


ttctgcagtg 


caagggtggg 


cagcagcccc 


tggggcgtgc 


1700 


catctgcatc 


gtggatgtgt 


gccacgcgct 


caccacagag 


gatggcactg 


1750 


cgtatgaacc 


agtgcccgag 


ggcacccggt 


gtggaccaga 


gaaggtttgc 


1800 


tggaaaggac 


gttgccagga 


cttacacgtt 


tacagatcca 


gcaactgctc 


1850 


tgcccagtgc 


cacaaccatg 


gggtgtgcaa 


ccacaagcag 


gagtgccact 


1900 


gccacgcggg 


ctgggccccg 


ccccactgcg 


cgaagctgct 


gactgaggtg 


1950 


cacgcagcgt 


ccgggagcct 


ccccgtcctc 


gtggtggtgg 


ttctggtgct 


2000 


cctggcagtt 


gtgctggtca 


ccctggcagg 


catcatcgtc 


taccgcaaag 


2050 


cccggagccg 


catcctgagc 


aggaacgtgg 


ctcccaagac 


cacaatgggg 


2100 


cgctccaacc 


ccctgttcca 


ccaggctgcc 


agccgcgtgc 


cggccaaggg 


2150 


cggggctcca 


gccccatcca 


ggggccccca 


agagctggtc 


cccaccaccc 


2200 


acccgggcca 


gcccgcccga 


cacccggcct 


cctcggtggc 


tctgaagagg 


2250 


ccgccccctg 


ctcctccggt 


cactgtgtcc 


agcccaccct 


tcccagttcc 


2300 


tgtctacacc 


cggcaggcac 


caaagcaggt 


catcaagcca 


acgttcgcac 


2350 


ccccagtgcc 


cccagtcaaa 


cccggggctg 


gtgcggccaa 


ccctggtcca 


2400 


gctgagggtg 


ctgttggccc 


aaaggttgcc 


ctgaagcccc 


ccatccagag 


2450 


gaagcaagga 


gccggagctc 


ccacagcacc 


ctaggggggc 


acctgcgcct 


2500 


gtgtggaaat 


ttggagaagt 


tgcggcagag 


aagccatgcg 


ttccagcctt 


2550 


ccacggtcca 


gctagtgccg 


ctcagcccta 


gaccctgact 


ttgcaggctc 


2600 


agctgctgtt 


ctaacctcag 


taatgcatct 


acctgagagg 


ctcctgctgt 


2650 


ccacgccctc 


agccaattcc 


ttctccccgc 


cttggccacg 


tgtagcccca 


2700 


gctgtctgca 


ggcaccaggc 


tgggatgagc 


tgtgtgcttg 


cgggtgcgtg 


2750 


tgtgtgtacg 


tgtctccagg 


tggccgctgg 


tctcccgctg 


tgttcaggag 


2800 


gccacatata 


cagcccctcc 


cagccacacc 


tgcccctgct 


ctggggcctg 


2850 


ctgagccggc 


tgccctgggc 


acccggttcc 


aggcagcaca 


gacgtggggc 


2900 
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atccccagaa agactccatc ccaggaccag gttcccctcc gtgctcttcg 2950 

agagggtgtc agtgagcaga ctgcacccca agctcccgac tccaggtccc 3000 

ctgatcttgg gcctgtttcc catgggattc aagagggaca gccccagctt 3050 

tgtgtgtgtt taagcttagg aatgcccttt atggaaaggg ctatgtggga 3100 

gagtcagcta tcttgtctgg ttttcttgag acctcagatg tgtgttcagc 3150 

agggctgaaa gcttttattc tttaataatg agaaatgtat attttactaa 3200 

taaattattg accgagttct gtagattctt gttaga 3236 

<210> 6 

<211> 824 

<212> PRT 

<213> Homo sapien 

<400> 6 

Met Arg Gly Leu Gly Leu Trp Leu Leu Gly Ala Met Met Leu Pro 

1 5 10 . 15 

Ala lie Ala Pro Ser Arg Pro Trp Ala Leu Met Glu Gin Tyr Glu 
20 25 30 

Val Val Leu Pro Arg Arg Leu Pro Gly Pro Arg Val Arg Arg Ala 
35 40 45 

Leu Pro Ser His Leu Gly Leu His Pro Glu Arg Val Ser Tyr Val 
50 55 60 

Leu Gly Ala Thr Gly His Asn Phe Thr Leu His Leu Arg Lys Asn 

65 70 75 

Arg Asp Leu Leu Gly Ser Gly Tyr Thr Glu Thr Tyr Thr Ala Ala 
80 85 90 

Asn Gly Ser Glu Val Thr Glu Gin Pro Arg Gly Gin Asp His Cys 
95 100 105 

Leu Tyr Gin Gly His Val Glu Gly Tyr Pro Asp Ser Ala Ala Ser 
110 115 120 

Leu Ser Thr Cys Ala Gly Leu Arg Gly Phe Phe Gin Val Gly Ser 
125 130 135 

Asp Leu His Leu lie Glu Pro Leu Asp Glu Gly Gly Glu Gly Gly 
140 145 150 

Arg His Ala Val Tyr Gin Ala Glu His Leu Leu Gin Thr Ala Gly 
155 160 165 

Thr Cys Gly Val Ser Asp Asp Ser Leu Gly Ser Leu Leu Gly Pro 
170 175 180 

Arg Thr Ala Ala Val Phe Arg Pro Arg Pro Gly Asp Ser Leu Pro 
185 190 195 

Ser Arg Glu Thr Arg Tyr Val Glu Leu Tyr Val Val Val Asp Asn 
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200 



205 



210 



Ala Glu Phe Gin Met Leu Gly Ser Glu Ala Ala Val Arg His Arg 
215 220 225 

Val Leu Glu Val Val Asn His Val Asp Lys Leu Tyr Gin Lys Leu 
230 235 240 

Asn Phe Arg Val Val Leu Val Gly Leu Glu lie Trp Asn Ser Gin 
245 250 255 

Asp Arg Phe His Val Ser Pro Asp Pro Ser Val Thr Leu Glu Asn 
260 265 270 

Leu Leu Thr Trp Gin Ala Arg Gin Arg Thr Arg Arg His Leu His 
275 280 285 

Asp Asn Val Gin Leu lie Thr Gly Val Asp Phe Thr Gly Thr Thr 
290 295 300 

Val Gly Phe Ala Arg Val Ser Ala Met Cys Ser His Ser Ser Gly 
305 310 315 

Ala Val Asn Gin Asp His Ser Lys Asn Pro Val Gly Val Ala Cys 
320 325 330 

Thr Met Ala His Glu Met Gly His Asn Leu Gly Met Asp His Asp 
335 340 345 

Glu Asn Val Gin Gly Cys Arg Cys Gin Glu Arg Phe Glu Ala Gly 
350 355 360 

Arg Cys lie Met Ala Gly Ser lie Gly Ser Ser Phe Pro Arg Met 
365 370 375 

Phe Ser Asp Cys Ser Gin Ala Tyr Leu Glu Ser Phe Leu Glu Arg 
380 385 390 

Pro Gin Ser Val Cys Leu Ala Asn Ala Pro Asp Leu Ser His Leu 

395 400 405 

Val Gly Gly Pro Val Cys Gly Asn Leu Phe Val Glu Arg Gly Glu 



Gin Cys Asp Cys Gly Pro Pro Glu Asp Cys Arg Asn Arg Cys Cys 
425 430 435 

Asn Ser Thr Thr Cys Gin Leu Ala Glu Gly Ala Gin Cys Ala His 
440 445 450 

Gly Thr Cys Cys Gin Glu Cys Lys Val Lys Pro Ala Gly Glu Leu 
455 460 465 

Cys Arg Pro Lys Lys Asp Met Cys Asp Leu Glu Glu Phe Cys Asp 
470 475 480 

Gly Arg His Pro Glu Cys Pro Glu Asp Ala Phe Gin Glu Asn Gly 
485 490 495 

Thr Pro Cys Ser Gly Gly Tyr Cys Tyr Asn Gly Ala Cys Pro Thr 



410 



415 



420 



500 



505 



510 
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Leu Ala Gin Gin Cys Gin Ala Phe Trp Gly Pro Gly Gly Gin Ala 

515 520 525 

Ala Glu Glu Ser Cys Phe Ser Tyr Asp lie Leu Pro Gly Cys Lys 

530 535 540 

Ala Ser Arg Tyr Arg Ala Asp Met Cys Gly Val Leu Gin Cys Lys 

545 550 555 

Gly Gly Gin Gin Pro Leu Gly Arg Ala lie Cys lie Val Asp Val 

560 565 570 

Cys His Ala Leu Thr Thr Glu Asp Gly Thr Ala Tyr Glu Pro Val 

575 580 585 

Pro Glu Gly Thr Arg Cys Gly Pro Glu Lys Val Cys Trp Lys Gly 

590 595 600 

Arg Cys Gin Asp Leu His Val Tyr Arg Ser Ser Asn Cys Ser Ala 

605 610 615 

Gin Cys His Asn His Gly Val Cys Asn His Lys Gin Glu Cys His 

620 625 630 

Cys His Ala Gly Trp Ala Pro Pro His Cys Ala Lys Leu Leu Thr 

635 640 645 

Glu Val His Ala Ala Ser Gly Ser Leu Pro Val Leu Val Val Val 

650 655 660 

Val Leu Val Leu Leu Ala Val Val Leu Val Thr Leu Ala Gly lie 

665 670 675 

lie Val Tyr Arg Lys Ala Arg Ser Arg lie Leu Ser Arg Asn Val 

680 685 690 

Ala Pro Lys Thr Thr Met Gly Arg Ser Asn Pro Leu Phe His Gin 

695 700 705 

Ala Ala Ser Arg Val Pro Ala Lys Gly Gly Ala Pro Ala Pro Ser 

710 715 720 

Arg Gly Pro Gin Glu Leu Val Pro Thr Thr His Pro Gly Gin Pro 

725 730 735 

Ala Arg His Pro Ala Ser Ser Val Ala Leu Lys Arg Pro Pro Pro 

740 745 750 

Ala Pro Pro Val Thr Val Ser Ser Pro Pro Phe Pro Val Pro Val 

755 760 765 

Tyr Thr Arg Gin Ala Pro Lys Gin Val lie Lys Pro Thr Phe Ala 

770 775 780 

Pro Pro Val Pro Pro Val Lys Pro Gly Ala Gly Ala Ala Asn Pro 

785 790 795 

Gly Pro Ala Glu Gly Ala Val Gly Pro Lys Val Ala Leu Lys Pro 

800 805 810 
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Pro lie Gin Arg Lys Gin Gly Ala Gly Ala Pro Thr Ala Pro 
815 820 

<210> 7 

<211> 1938 

<212> DNA 

<213> Homo sapien 

<400> 7 
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y uv^v^duy uy u 


y "-yy ^yyv^t-L- 


J J VJ 


L.^L.^yL.y L.l_>L. 


yctyociy ^yyy 


l-y^^ ^y t'^dy^^ 


uy^L-wd^uyw 


u L.i^v^v_<ody^^y 


O L/ 


CL u ^ a ^ \^ ci ci ci 


crcraacrr'p"f"at" 


aa rrrri" oa a n o 
yayy i^v^ddy^ 


<»yyyyy^*>^v^d 


w^dyv_» udydv^ 


650 


Y cc\' T^c^" ccc\ 


ciyyciv^yv— '\_^ci a. 


yy L. v^d y wd ^ 


\^ ^yddyyd^d 


t p ^5 t ccf^ c'c^ 

L-^d L_ v— \^ d 




ccccagctac 


ctccaggagg 


act cccacTcra 


ccracattcrca 


ctcctccaac 


750 


tcagcagacc 


catcaccttc 


tcccgctaca 


tccggcccat 


ctgcctccct 


800 


gcagccaacg 


cct cctt ccc 


caacggcctc 


cact gcact g 


t cact ggctg 


850 




gccccct cag 


t gagcct cct 


gacgcccaag 


ccact gcagc 


900 


aactcgaggt 


gcctctgatc 


agtcgtgaga 


cgtgtaactg 


cctgtacaac 


950 


atcgacgcca 


agcctgagga 


gccgcacttt 


gtccaagagg 


acatggtgtg 


1000 


tgctggctat 


gtggaggggg 


gcaaggacgc 


ctgccagggt 


gactctgggg 


1050 


gcccactctc 


ctgccctgtg 


gagggtctct 


ggtacctgac 


gggcattgtg 


1100 


agctggggag 


atgcctgtgg 


ggcccgcaac 


aggcctggtg 


tgtacactct 


1150 


ggcctccagc 


tatgcctcct 


ggatccaaag 


caaggtgaca 


gaactccagc 


1200 


ctcgtgtggt 


gccccaaacc 


caggagtccc 


agcccgacag 


caacctctgt 


1250 


ggcagccacc 


tggccttcag 


ctctgcccca 


gcccagggct 


tgctgaggcc 


1300 
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catccttttc 


ctgcctctgg 


gcctggctct 


gggcctcctc 


tccccatggc 


1350 


tcagcgagca 


ctgagctggc 


cctacttcca 


ggatggatgc 


atcacactca 


1400 


aggacaggag 


cctggtcctt 


ccctgatggc 


ctttggaccc 


agggcctgac 


1450 


ttgagccact 


ccttccttca 


ggactctgcg 


ggaggctggg 


gccccatctt 


1500 


gatctttgag 


cccattcttc 


tgggtgtgct 


ttttgggacc 


atcactgaga 


1550 


gtcaggagtt 


ttactgcctg 


tagcaatggc 


cagagcctct 


ggcccctcac 


1600 


ccaccatgga 


ccagcccatt 


ggccgagctc 


ctggggagct 


cctgggaccc 


1650 


ttggctatga 


aaatgagccc 


tggctcccac 


ctgtttctgg 


aagactgctc 


1700 


ccggcccgcc 


tgcccagact 


gatgagcaca 


tctctctgcc 


ctctccctgt 


1750 


gttctgggct 


ggggccacct 


ttgtgcagct 


tcgaggacag 


gaaaggcccc 


1800 


aatcttgccc 


actggccgct 


gagcgccccc 


gagccctgac 


tcctggactc 


1850 


cggaggactg 


agcccccacc 


ggaactgggc 


tggcgcttgg 


atctggggtg 


1900 


ggagtaacag 


ggcagaaatg 


attaaaatgt 


ttgagcac 1938 





<210> 8 

<211> 343 

<212> PRT 

<213> Homo sapien 

<400> 8 

Met Ala Gin Lys Gly Val Leu Gly Pro Gly Gin Leu Gly Ala Val 

15 10 15 

Ala lie Leu Leu Tyr Leu Gly Leu Leu Arg Ser Gly Thr Gly Ala 

20 25 30 

Glu Gly Ala Glu Ala Pro Cys Gly Val Ala Pro Gin Ala Arg lie 

35 40 45 

Thr Gly Gly Ser Ser Ala Val Ala Gly Gin Trp Pro Trp Gin Val 

50 55 60 

Ser lie Thr Tyr Glu Gly Val His Val Cys Gly Gly Ser Leu Val 

65 70 75 

Ser Glu Gin Trp Val Leu Ser Ala Ala His Cys Phe Pro Ser Glu 

80 85 90 

His His Lys Glu Ala Tyr Glu Val Lys Leu Gly Ala His Gin Leu 

95 100 105 

Asp Ser Tyr Ser Glu Asp Ala Lys Val Ser Thr Leu Lys Asp lie 

110 115 120 

lie Pro His Pro Ser Tyr Leu Gin Glu Gly Ser Gin Gly Asp lie 

125 130 135 

Ala Leu Leu Gin Leu Ser Arg Pro lie Thr Phe Ser Arg Tyr lie 

140 145 150 
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Arg Pro lie Cys Leu Pro 

155 

Leu His Cys Thr Val Thr 
170 

Ser Leu Leu Thr Pro Lys 
185 

lie Ser Arg Glu Thr Cys 
200 

Pro Glu Glu Pro His Phe 
215 

Tyr Val Glu Gly Gly Lys 

230 

Pro Leu Ser Cys Pro Val 
245 

Val Ser Trp Gly Asp Ala 
260 

Tyr Thr Leu Ala Ser Ser 
275 

Thr Glu Leu Gin Pro Arg 

290 

Pro Asp Ser Asn Leu Cys 
305 

Pro Ala Gin Gly Leu Leu 
320 

Leu Ala Leu Gly Leu Leu 
335 

<210> 9 

<211> 7650 

<212> DNA 

<213> Homo sapien 

<400> 9 



acacacacgc 


gccctcaccc 


gccaccgccg 


ccgcggccgc 


cgccgcaccc 


50 


ggacagcgag 


cggctgaggc 


cgccagggcc 


caaaggacag 


cggcccagac 


100 


aggggctggc 


ggcccggccg 


gccccggctc 


accgactcgg 


gcagcatcca 


150 


cctgccccag 


ccaacaccct 


tctctcgccc 


caggtccttt 


ctcagcctcc 


200 


agctgggctg 


tccccaagct 


gagctgaggc 


tcttctcctc 


cgatccccac 


250 


ctctgcccgg 


acatccacca 


tggggacagc 


caccaggagg 


aagccacacc 


300 


tgctgctggt 


agctgctgtg 


gcccttgtct 


cctcttcagc 


ttggagttca 


350 


gccctgggat 


cccaaaccac 


cttcgggcct 


gtctttgaag 


accagcccct 


400 



Ala Ala 
Gly Trp 
Pro Leu 
Asn Cys 
Val Gin 
Asp Ala 
Glu Gly 
Cys Gly 
Tyr Ala 
Val Val 
Gly Ser 
Arg Pro 
Ser Pro 



Asn Ala 
160 

Gly His 
175 

Gin Gin 
190 



Ser Phe 



Val Ala 



Leu Glu 



Leu Tyr 
205 



Asn lie 



Glu Asp 
220 

Cys Gin 
235 

Leu Trp 
250 

Ala Arg 
265 

Ser Trp 
280 

Pro Gin 
295 

His Leu 
310 

lie Leu 
325 

Trp Leu 
340 



Met Val 
Gly Asp 
Tyr Leu 
Asn Arg 
lie Gin 
Thr Gin 
Ala Phe 
Phe Leu 



Pro Asn Gly 
165 

Pro Ser Val 
180 

Val Pro Leu 
195 

Asp Ala Lys 
210 

Cys Ala Gly 
225 

Ser Gly Gly 
240 

Thr Gly lie 
255 

Pro Gly Val 
270 

Ser Lys Val 
285 

Glu Ser Gin 
300 

Ser Ser Ala 
315 

Pro Leu Gly 
330 



Ser Glu His 
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cagtgtgcta 


ttcccagagg 


agt ccacgga 


ggagcaggtg 


t tgctggcat 


450 


QccqcgcccQ 


ggccagccct 


ccagccacct 


atcaqtqqaa 


qatqaatqqt 


500 


accgagatga 


agctggagcc 


aggt t cccgt 


caccagct gg 


t qqaaaocaa 


550 


cctggtcatc 


at gaacccca 


ccaaggcaca 


aaat accqqq 


gt ct accagt 


600 


gcctggcctc 


caacccagtg 


ggcaccgt tg 


t cagcaggga 


ggceat cct c 


650 


cgctt cggct 


ttctgcagga 


attctccaag 


qaqqaqcqaa 


acccagt gaa 


700 


agctcatgaa 




t gatgttgcc 


ct gt aaccca 


cct gee cact 


750 


acccaggctt 


gt cctaccgc 


t ggct cct ca 


acgagt tccc 


caacttcate 


800 


ccgacggscg 


ggcgtcactt 


catcrtcccaa 


C_-i Sw- ^ — ' d ^ W ^ Q-A 


acctcft'acat' 

d ^ V_ ^ d CI l_ 


850 


tgcccgaacc 


aatacctcaa 


acct crcracaa 

C* Var V« ^— ^ \j \^ M M 


ctaptcctat 


ttcfcrccacca 


900 


gccacat gga 


cttctccacc 


aacracrcatct 

<m4. ^ ^4 ^ 


t'pacrr*aacrtt 


tcrctcacfr'tr' 


950 


aacctggctg 


ctaaacratac 

\A U &4 l_ 


cccrcf ot" r't' +■ 1" 

X^ U V- W 


^ V^d V^N^ d^ V»d 


*— d CI u u ^ 


1000 


gtt cccagca 


gagacct at g 


cact ggtggg 


ac acre a crate 


aecctcrcracrt 


1050 


gctt cgcctt 


tgggaaccct 


gt cccccgga 


tcaaataaccr 
\^ d. d >^ I— >j ^ 


d d. a ' ■ d 


1100 


ggct ccct gt 


ccccac^d't.ci 

\^ V-^ *w ^ <>— 


CleiCCeiCeiOCt' 

^ d V-* Q4. ' CL \-A V-f 


y^cty^ v_«v^ d ^ V — 


U ^d U CI V.x'V-'' 


1150 


cagcgt cage 


tttgaggatg 


acrcrcrcacct a 

^ ^A. \^ \mf ^ 


ccracrt'a+'aacr 

^ ^ k» ^ ^ ^ d ^ 


ncrrnariaact" 

^ u ci <^ ci a ^ 


1200 


ccaagggccg 


aaacaccata 

\^ ^M'- WL Xm* 




teat cert crca 


U U ^ l_ L. 


1250 


gagt ggct aa 


aagt ga t ct c 


^ d CL d. ^ d 


crctcrar'attcr 


yv-. I— ci o L- 


1300 




t gt gcagccg 


ccggcaagcc 


ceggcet aca 


crt crccrr' t crcrc 


1350 


t QCQQaaCOQ 


ggagcct ct g 


gcct cccaga 


accgggt gga 


ggtgttggct 


1400 


aaaaacctac 


ggttct ccaa 


get gagcct g 


ga a gact egg 


crcatcrtacca 


1450 




gagaat aagc 


acggt accat 


etacgecage 


crccaacrctacr 

^ ^ ^ ^ ^ 


1500 


ccgtgcaagc 


act cgc ccct 


gact t caggc 


tgaat cccgt 


Qscrcrcatctcr 

^4 Cp* ^ ^ %4 ^ Vii^ Vi* U 


1550 


atccccgcgg 


cccQcqaqaq 


agagat cctt 


ateccctgee 


agceceggge 


1600 


agctccaaag 


Qccqt qqtQC 


tctggagcaa 


aggcacggag 


attttggtca 


1650 


acagcagcag 


agtgactgta 


actccagatg 


gea cctt gat 


cataagaaac 


1700 


atcagccggt 


cagatgaagg 


caaatacacc 


tgctttgctg 


agaacttcat 


1750 


gggcaaagcc 


aacagcactg 


gaatcctatc 


tgtgcgagat 


gcaaccaaaa 


1800 


tcactctagc 


cccctcaagt 


gccgacatca 


acttgggtga 


caacctgace 


1850 


ctacagtgcc 


atgcctccca 


cgaccccacc 


atggacctca 


cettcacctg 


1900 
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gaccctggac 


gacttcccca 


tcgactttga 


ggagaactaa 


tgtgaaggag 


accattgggg 


cagctgcgcc 


atggggggaa 


gtacacgtgc 


cagcgcgtcc 


aaggaggcca 


cagtcctggt 


caggaggtgt 


ggtggtgagg 


gacattggcg 


tggagccgtg 


gcttcgacaa 


ccacagcccc 


agctcgcact 


ccacctgcag 


ggaagtggaa 


caaacatcga 


gggcaatgcc 


gagactgcac 


tggatggact 


atgagttccg 


ggtcatagcc 


ggagcctagt 


gggccctcca 


gcaaaatccg 


cggtggcacc 


ctcaggactc 


agcggaggag 


atcgtcaact 


ggacgcccat 


gtcacgggag 


cggctacctg 


ctgtccttcc 


gcaggcaggg 


cccgggtgcc 


tggcgccgat 


gcccagtact 


gtccggccct 


acacgccctt 


tgaggtcaag 


cggggatggg 


cccgagagcc 


tcactgcact 


agcccagggt 


ggcccctacc 


aaggtgtggg 


gagatgaacg 


tgacctggga 


acccgtgcag 


cctggggtat 


gagatccgct 


actggaaagc 


cggaccgagt 


gaggacagca 


gggctggaca 


ctgcatccca 


acaccaagta 


ccatgtgacc 


tggcactggg 


cctgccagcc 


cttctgccaa 


ctccgcggcg 


acctcct ggc 


aacatctcct 


cttagcatta 


agtgggaccc 


tgtggtccct 


caccggctat 


aagatgctgt 


accagaatga 


tccacctcac 


cggcaagaac 


tggatagaaa 


ggccatgccc 


tggtacaaat 


tcggaccaca 


ccctgcagaa 


gtccacatcg 


tgaggaatgg 


agaacatggc 


agtccgccca 


gcaccacacc 


tccgtggcga 


tgctgatcct 


cataggctcc 


cccctccctc 


tgcgccgcag 


ctggacgcca 



taagcctgga gggcactacc 1950 
atctgaccat cctgaacgcc 2000 
atggcccaga cggtggtgga 2050 
ccgaggtccg ccaggtcccc 2100 
acaccaccat ccagctcagc 2150 
atcgctaagt acaccctgca 2200 
gcaggttcgg accaatcctg 2250 
aggtgctggg cctcaccccc 2300 
agcaacattc tgggcactgg 2350 
gaccagggaa gcagccccct 2400 
gtggagcccc cggagagctc 2450 
taccagaacg gagacggctt 2500 
cagcactcac tggcagaccg 2550 
ttgtctacag caacgagagc 2600 
atccgcagct acaaccgccg 2650 
cgtgtactca gctgaggaag 2700 
ccaaaggggt ctcatcctca 2750 
caggacatga atggtatcct 2800 
tggggacaaa gaagcagctg 2850 
ccagtgcccg agtcagcggc 2900 
gtgagggcct acaaccgggc 2950 
cgccacgacc atgaagcccc 3000 
ggactttctc aagctctagt 3050 
ttccgaaatg agtctgcagt 3100 
cttacacctg actcccacgc 3150 
tcccagtgcc tgaagacatt 3200 
gggcccggag gggatgggat 3250 
aggcacaagc atgatggtgg 3300 
ctggcaccgt catttcccac 3350 
ctggagctct gatcctggaa 34 00 
cctccgacgg acacagccag 3450 
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ccccttcctg ctgccaaggt ggcctgacac tgtgccagag agtggctggt 3500 
tttaaatacc tactttaaac agtgcccttt ttgtaggagg taggatattt 3550 
tatattctgc cgcaggatag aacccacgca aggattttct ttaaattgag 3600 
aggcaccagg cagtaacttc catgatgaca ctgacgccta tacctgagct 3650 
ctaggctgcc tggagggaag gaacaggccc atgggaagaa gggggtttta 3700 
aaaacatgtc ttcaactcag cagagatggc cctctgggac cctatacgga 3750 
ctccgccact tgagagcagt cctaggcccg gcaggaacac cagacatgaa 3800 
caggttgaag aactggagcg aagtgcacac ctcaccatcc ttcagtctaa 3850 
ggaagaaggg caagccctgg gaccaagagc tctcccgcct tctccctcga 3900 
gcagcagcaa ggaccctgac gctgtccccg ataactccct aggggctcct 3950 
gcctgcccaa gcggctgaga accagcgccc cgatgcctga ggctgggagc 4 000 
ctgagcccct tcagctttga ggggggtgat actccaggct gtttggggtg 4 050 
ggagccaaaa agagttgaga ggccagggcc cttggtggaa aggggcacca 4100 
gccttggtct gagatagtca caacccaggt gacgatgccc tctcagccaa 4150 
cactgccaac ctgaccctgt catcccgatt gacagcgcca cttcaggtgg 4200 
ctgggtgact aaagggcttg tcttggtggg gtctcccacc cctccaagac 4250 
ccattctgca cagtccctcc agggtttggg caggagatgg ccaatcatgc 4300 
gcccacctct ccagtgctgc ctgcagtcag ctcggcctcc ccgacctgca 4350 
gccccagact ctgctctccc agcactgact cactcctgcc tgggagggga 4400 
atgcagcatt catgctgtgt gtcctggtat tgggaggttt ctgggaaggg 4450 
cagaggataa atgtggccct gcctgctccc aggtatacct aggaccacct 4500 
ggccagatcc gctcccagac ggccttggac tgcttgcatt tccccggaga 4550 
aaaaggggtt aataaatggg ccatcctttc ctgagctctg ggtatactac 4 600 
cagtcacaga acgtcagagc tggaagaagc cttagagctc aacttcttca 4 650 
agcccctcac tttacagatg aggaaatgga ggtggtccag agagggtctg 4700 
ggattcccaa ggtcacacag cccagaagag atggggctgg gttaagaact 4750 
cgagtcttcc acctttctgt tcaaggctgt ttgtctaccc agaggaagga 4800 
ggcactgctg aatggctatg gcctggctaa gaaggtgatt agtcagtagg 4850 
gtgtgaaaat tctacttcaa ggggttcgga ttggtgatca tggggattgg 4 900 
catggctggg ttcccgtcca aggtgtgggc agagcttcta ccaaacttca 4 950 
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acatggaggg 


ctgacttgaa 


gctccctgtc 


cccctcactc 


ttgccccaag 


5000 


aaaagaggcc 


aaagcaagag 


cagattccct 


aggcaagagc 


agcagcacaa 


5050 


ctaggaaacc 


ccaaagccca 


tgctccgaca 


ggtggccctt 


cacagggggc 


5100 


agcgggacag 


gcatcttgaa 


gggcatatgt 


cctcggaagc 


tccgagcctg 


5150 


ttttctgtag 


tttatagtta 


gagctctatt 


ttgttatggt 


tttttaaact 


5200 


tttaagtcct 


gctctatttt 


cctgggcagg 


tttatgttga 


tgtttaccca 


5250 


ctacaatttt 


ttaaaaatat 


aagctcacat 


gccttttccc 


tgccacagcc 


5300 


aaacccccac 


tgcaccctac 


ccacccaccc 


ctagcccagg 


tcagctttcc 


5350 


tggagctggc 


taatgaaagc 


ctcctcacct 


cttcccaacc 


cttacaagca 


5400 


agggtgctag 


gggctcagct 


atacgaccat 


tctccctgac 


agggagtcca 


5450 


aacttggcct 


agcatccctc 


ctggcccccc 


tctggccacg 


acttggcctg 


5500 


tgcctggtt c 


tctatcagaa 


aggggatgct 


gaacaaaacc 


tccttccaag 


5550 


ttttatccaa 


ttcgttcctc 


attgcctcgg 


gctgcgtcag 


gggaagcagg 


5600 


ggacaggtgt 


ccagttgctg 


ggccgaggga 


ggagctggtt 


tggcatagga 


5650 


cctaaccagt 


gaagctagag 


gctacagcca 


ctaaacttgc 


ttcaggccaa 


5700 


cgatagttac 


tcacaagtaa 


gtaccttaat 


gctaatgagg 


tccactaaaa 


5750 


aggggaggaa 


ggcagacctc 


ctgggagacc 


cacgaagggt 


ttttagccag 


5800 


ggaaaactga 


gccccaggaa 


aacctaacca 


ctgggcaggc 


agaatttgtt 


5850 


tgagggatag 


aacgacaaca 


aaataaatgt 


tcctgcagcc 


tgagatttca 


5900 


ggtagagtac 


tgactaaggt 


ttaataagac 


aataggtgac 


ctgaggacat 


5950 


gcaagcttgt 


aaaatgcaac 


agcctcctgc 


tagagtgact 


tgtacatgag 


6000 


cttgcttgca 


gaagactaga 


ttagatgttt 


ctcaggatcc 


cctcctgcgc 


6050 


aggggttctc 


tgattttcgt 


gttctctgcc 


cagatgggct 


gggggagttg 


6100 


agagtgtgct 


tattttcact 


gcgatcatga 


gaccacagtt 


ctgggttatc 


6150 


tcctctcata 


catcaagccc 


cagaggaggc 


ggcaagagga 


acagccacaa 


6200 


acaagtactt 


taccccacag 


cttagtggcc 


agtaaacacc 


ctggggacta 


6250 


ggaaaaggaa 


ccaactgtag 


gcacctctcc 


agggcctagg 


gagacaagtg 


6300 


tcctctcttc 


tgcatacatt 


tgggctcccc 


ttacagagcc 


ctttgccctg 


6350 


gctctctggt 


ccttgttgct 


ctaacagtcc 


agatgtacac 


ccagcctcag 


6400 


ggggaaggca 


gctctctcca 


gacagagtct 


cagggcccag 


caaggtcagg 


6450 


ttatctgctt 


tcattcaggg 


caacaaatga 


tacaaatggt 


gccagggagt 


6500 
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u \^ ^ CI CI ^ CI 






tttttctttt 


cataaagtaa 


6550 


C3clC3<^3CCf3 


gact gaggt t 


aaacat caga 


aaaaaacct c 


tggaatgacc 


6600 


1 1 CCt C3tt C 


caggaggccc 


tggaataagg 


aagaggct t c 


tttctgaggg 


6650 


aoct 1 1 aacra 

W ^ ^ 


aat t t t gaca 


get gtt gaca 


tgggatttgg 


gaaaggt gaa 


6700 


get gt gactg 


gaggggcagg 


agatggt cca 


agtgtccat c 


caga gat gag 


6750 


d \^ a d CI 


1" r'aaacrt crtt 

CL G CL ^4 ^ ^ ^ 


CL ^ \^ d ^ d 


a crt" ct t cicracr 

d ^ ^ ^ ^ ^ CL ^ 


atrrr'arT'ti" 

CL ^ \^ \^ CL L^ L- 


6800 




dr'arT't'i'ai'O' 

^ C4. w ^ a u- 


crcra a CT rr* a t" i" 


a a crcrQcrcrct p 
d d ^ y y \g y ^ 


alT'tacreraai" 

d I- l» d ^ ^ d d 


6850 


t ct crcrt t aca 

w L- ^ w \^ t-i t-i 


gc cc a gt get 


catcccagcg 


tatcrctcrcct 


ctttacrcicrca 

Ik* ^ 1^ d ^ ^ d. 


6900 


^ N-- V_» V — CI ^ ^ 


V CI ^ N CI \-J \^ 


i~rfl~;^pi~r'1~nrr 


\^ CL d. \^ d ^ V,^ 


d Cl d d ^ ^ Vw' I— d 


6950 


CTfia a 1" rf 1" 1" 1" n 


api~r'pp't"1"aa 


^ <w> ^ ^ N-f \^ V_« 


3rTP'1~aparTan 

d u \^ d V-'d U d u 


d d ^ ^ ^ ^ ^ 


7000 




^ ^ ^ Cl U d CI l_ u U 


U d S-i U ^ ^ d d 


■hrrrrpl" P3l""l~rr 

L. u U ^ L. v^d ^ u 




7050 






^v^ClV^L.^<^^CLL. 


^ci^ci^ ^yy ^y 


/^"t" rrl" r*+~ 


7 1 nn 


pI" CTcro 1" era ca 


CCCeiCCCt'eiCI 

d CL ^ 


crr'ttpr'I'r'pt" 


cina 1" ci1" era 1" (7 
^ ^ d u. ^ ^ y ^ ^ y 


rrrrrra 1" 1~ err* pa 


7150 


npici^ nnr'f' cf' 


d ^ w d ^ CL d d d 


rTrfr'.^t"'t~anrr't~ 

VJ\JV-^d L- L.d<^^^ I— 
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gagaggctca 


cagcttggca 


aatgctaggg 


cttcatcaga 


ccactgactt 


7500 


gactcagtgt 


ttgttaaaat 


ggaaccactc 


ccgttggcct 


actgtttctc 


7550 


tcctgtactt 


cttgtaatga 


tagttattta 


ttgactctgg 


tagcaggcag 


7600 


ttcttaaata 


aagatggttt 


ctcaacctgt 


tggggaaaaa 


aaaaaaaaaa 


7650 



<210> 10 

<211> 1040 

<212> PRT 

<213> Homo sapien 

<400> 10 

Met Gly Thr Ala Thr Arg Arg Lys Pro His Leu Leu Leu Val Ala 
15 10 15 

Ala Val Ala Leu Val Ser Ser Ser Ala Trp Ser Ser Ala Leu Gly 
20 25 30 

Ser Gin Thr Thr Phe Gly Pro Val Phe Glu Asp Gin Pro Leu Ser 
35 40 45 
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Val Leu Phe Pro Glu Glu Ser Thr Glu Glu Gin Val Leu Leu Ala 
50 55 60 



Cys Arg Ala Arg Ala Ser Pro Pro Ala Thr Tyr Arg Trp Lys Met 
65 70 75 

Asn Gly Thr Glu Met Lys Leu Glu Pro Gly Ser Arg His Gin Leu 
80 85 90 

Val Gly Gly Asn Leu Val lie Met Asn Pro Thr Lys Ala Gin Asp 
95 100 105 

Ala Gly Val Tyr Gin Cys Leu Ala Ser Asn Pro Val Gly Thr Val 
110 115 120 

Val Ser Arg Glu Ala lie Leu Arg Phe Gly Phe Leu Gin Glu Phe 

125 130 135 

Ser Lys Glu Glu Arg Asp Pro Val Lys Ala His Glu Gly Trp Gly 
140 145 150 

Val Met Leu Pro Cys Asn Pro Pro Ala His Tyr Pro Gly Leu Ser 
155 160 165 

Tyr Arg Trp Leu Leu Asn Glu Phe Pro Asn Phe lie Pro Thr Asp 
170 175 180 

Gly Arg His Phe Val Ser Gin Thr Thr Gly Asn Leu Tyr lie Ala 
185 190 195 

Arg Thr Asn Ala Ser Asp Leu Gly Asn Tyr Ser Cys Leu Ala Thr 
200 205 210 

Ser His Met Asp Phe Ser Thr Lys Ser Val Phe Ser Lys Phe Ala 
215 220 225 

Gin Leu Asn Leu Ala Ala Glu Asp Thr Arg Leu Phe Ala Pro Ser 
230 235 240 

lie Lys Ala Arg Phe Pro Ala Glu Thr Tyr Ala Leu Val Gly Gin 
245 250 255 

Gin Val Thr Leu Glu Cys Phe Ala Phe Gly Asn Pro Val Pro Arg 

260 265 270 

lie Lys Trp Arg Lys Val Asp Gly Ser Leu Ser Pro Gin Trp Thr 
275 ,280 285 

Thr Ala Glu Pro Thr Leu Gin lie Pro Ser Val Ser Phe Glu Asp 
290 295 300 

Glu Gly Thr Tyr Glu Cys Glu Ala Glu Asn Ser Lys Gly Arg Asp 
305 310 315 " 

Thr Val Gin Gly Arg lie lie Val Gin Ala Gin Pro Glu Trp Leu 
320 325 330 

Lys Val lie Ser Asp Thr Glu Ala Asp lie Gly Ser Asn Leu Arg 
335 340 345 
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Trp Gly Cys 
Leu Arg Asn 
Leu Ala Gly 
Gly Met Tyr 
Ala Ser Ala 
Leu Asn Pro 
lie Leu lie 
Leu Trp Ser 
Thr Val Thr 
Ser Asp Glu 
Lys Ala Asn 
lie Thr Leu 
Leu Thr Leu 
Thr Phe Thr 
Pro Gly Gly 
Asp Leu Thr 
Thr Cys Met 
Thr Val Leu 
Val Arg Asp 
Gly Phe Asp 
Arg Thr Pro 



Ala Ala Ala 
350 

Gly Glu Pro 
365 

Asp Leu Arg 

380 

Gin Cys Val 
395 

Glu Leu Ala 
410 

Val Arg Arg 
425 

Pro Cys Gin 
440 

Lys Gly Thr 

455 

Pro Asp Gly 
470 

Gly Lys Tyr 
485 

Ser Thr Gly 
500 

Ala Pro Ser 
515 

Gin Cys His 
530 

Trp Thr Leu 
545 

His Tyr Arg 
560 

lie Leu Asn 
575 

Ala Gin Thr 
590 

Val Arg Gly 
605 

lie Gly Asp 
620 

Asn His Ser 
635 

Pro Ala Gly 



Gly Lys Pro 
Leu Ala Ser 
Phe Ser Lys 
Ala Glu Asn 
Val Gin Ala 
Leu lie Pro 
Pro Arg Ala 
Glu lie Leu 
Thr Leu lie 
Thr Cys Phe 
lie Leu Ser 
Ser Ala Asp 
Ala Ser His 
Asp Asp Phe 
Arg Thr Asn 
Ala Gin Leu 
Val Val Asp 
Pro Pro Gly 
Thr Thr lie 
Pro lie Ala 
Lys Trp Lys 



Arg Pro Thr 
355 

Gin Asn Arg 
370 

Leu Ser Leu 
385 

Lys His Gly 
400 

Leu Ala Pro 
415 

Ala Ala Arg 
430 

Ala Pro Lys 
445 

Val Asn Ser 

460 

lie Arg Asn 
475 

Ala Glu Asn 
490 

Val Arg Asp 
505 

lie Asn Leu 
520 

Asp Pro Thr 
535 

Pro lie Asp 
550 

Val Lys Glu 
565 

Arg His Gly 
580 

Ser Ala Ser 
595 

Pro Pro Gly 
610 

Gin Leu Ser 
625 

Lys Tyr Thr 
640 

Gin Val Arg 



Val Arg Trp 
360 

Val Glu Val 
375 

Glu Asp Ser 
390 

Thr lie Tyr 
405 

Asp Phe Arg 
420 

Gly Gly Glu 
435 

Ala Val Val 
450 

Ser Arg Val 
465 

lie Ser Arg 
480 

Phe Met Gly 
495 

Ala Thr Lys 
510 

Gly Asp Asn 
525 

Met Asp Leu 
540 

Phe Asp Lys 
555 

Thr lie Gly 
570 

Gly Lys Tyr 
585 

Lys Glu Ala 
600 

Gly Val Val 
615 

Trp Ser Arg 
630 

Leu Gin Ala 
645 

Thr Asn Pro 
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650 655 660 

Ala Asn lie Glu Gly Asn Ala Glu Thr Ala Gin Val Leu Gly Leu 

665 670 675 

Thr Pro Trp Met Asp Tyr Glu Phe Arg Val lie Ala Ser Asn lie 

680 685 690 

Leu Gly Thr Gly Glu Pro Ser Gly Pro Ser Ser Lys lie Arg Thr 

695 700 705 

Arg Glu Ala Ala Pro Ser Val Ala Pro Ser Gly Leu Ser Gly Gly 

710 715 720 

Gly Gly Ala Pro Gly Glu Leu lie Val Asn Trp Thr Pro Met Ser 

725 730 735 

Arg Glu Tyr Gin Asn Gly Asp Gly Phe Gly Tyr Leu Leu Ser Phe 

740 745 750 

Arg Arg Gin Gly Ser Thr His Trp Gin Thr Ala Arg Val Pro Gly 

755 760 765 

Ala Asp Ala Gin Tyr Phe Val Tyr Ser Asn Glu Ser Val Arg Pro 

770 775 780 

Tyr Thr Pro Phe Glu Val Lys lie Arg Ser Tyr Asn Arg Arg Gly 

785 790 795 

Asp Gly Pro Glu Ser Leu Thr Ala Leu Val Tyr Ser Ala Glu Glu 

800 805 810 

Glu Pro Arg Val Ala Pro Thr Lys Val Trp Ala Lys Gly Val Ser 

815 820 825 

Ser Ser Glu Met Asn Val Thr Trp Glu Pro Val Gin Gin Asp Met 

830 835 840 

Asn Gly lie Leu Leu Gly Tyr Glu lie Arg Tyr Trp Lys Ala Gly 

845 850 855 

Asp Lys Glu Ala Ala Ala Asp Arg Val Arg Thr Ala Gly Leu Asp 

860 865 870 

Thr Ser Ala Arg Val Ser Gly Leu His Pro Asn Thr Lys Tyr His 

875 880 885 

Val Thr Val Arg Ala Tyr Asn Arg Ala Gly Thr Gly Pro Ala Ser 

890 895 900 

Pro Ser Ala Asn Ala Thr Thr Met Lys Pro Pro Pro Arg Arg Pro 

905 910 915 

Pro Gly Asn lie Ser Trp Thr Phe Ser Ser Ser Ser Leu Ser lie 

920 925 930 

Lys Trp Asp Pro Val Val Pro Phe Arg Asn Glu Ser Ala Val Thr 

935 940 945 

Gly Tyr Lys Met Leu Tyr Gin Asn Asp Leu His Leu Thr Pro Thr 

950 955 960 
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Leu His Leu Thr Gly 

965 

Asp lie Gly His Ala 
980 

Gly Asp Gly lie Pro 
995 

Thr Ser Met Met Val 
1010 

Pro Gly Thr Val lie 
1025 

Gly Ser Leu Glu Leu 
1040 

<210> 11 
<211> 1168 

<212> DNA 

<213> Homo sapien 

<400> 11 



oacfctcfcraacr 

^ CL \^ \^ \^ \^ d a ^ 


\^ '•^ CLy^ Ci\^ \^ Oi CL 


i> v-r ^ a CL ^ <u>ci 






•J \j 


^ V — V — \^ V_J \^ d L- 




i~ n ^ ^ cy c c a 








tctgagctcc 


agcctcaagg 


ctgtcccccg 


accccgtagc 


cgctgcctat 


150 


gtaggcagca 


ccggcccgtc 


cagctatgtg 


cacctcatcg 


cacctgccgg 


200 


gaggccttgg 


atgttctggc 


caagacagtg 


gccttcctca 


ggaacctgcc 


250 


atccttctgg 


cagctgcctc 


cccaggacca 


gcggcggctg 


ctgcagggtt 


300 


gctggggccc 


cctcttcctg 


cttgggttgg 


cccaagatgc 


tgtgaccttt 


350 


gaggtggctg 


aggccccggt 


gcccagcata 


ctcaagaaga 


ttctgctgga 


400 


ggagcccagc 


agcagtggag 


gcagtggcca 


actgccagac 


agaccccagc 


450 


cctccctggc 


tgcggtgcag 


tggcttcaat 


gctgtctgga 


gtccttctgg 


500 


agcctggagc 


ttagccccaa 


ggaatatgcc 


tgcctgaaag 


ggaccatcct 


550 


cttcaacccc 


gatgtgccag 


gcctccaagc 


cgcctcccac 


attgggcacc 


600 


tgcagcagga 


ggctcactgg 


gtgctgtgtg 


aagtcctgga 


accctggtgc 


650 


ccagcagccc 


aaggccgcct 


gacccgtgtc 


ctcctcacgg 


cctccaccct 


700 


caagtccatt 


ccgaccagcc 


tgcttgggga 


cctcttcttt 


cgccctatca 


750 


ttggagatgt 


tgacatcgct 


ggccttcttg 


gggacatgct 


tttgctcagg 


800 


tgacctgttc 


cagcccaggc 


agagatcagg 


tgggcagagg 


ctggcagtgc 


850 


tgattcagcc 


tggccatccc 


cagaggtgac 


ccaatgctcc 


tggaggggca 


900 



Lys Asn Trp lie Glu lie Pro Val Pro Glu 
970 975 

Leu Val Gin lie Arg Thr Thr Gly Pro Gly 
985 990 

Ala Glu Val His lie Val Arg Asn Gly Gly 
1000 1005 

Glu Asn Met Ala Val Arg Pro Ala Pro His 
1015 1020 

Ser His Ser Val Ala Met Leu lie Leu lie 
1030 1035 
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agcctgtata gacagcactt ggctccttag gaacagctct tcactcagcc 950 

acaccccaca ttggacttcc ttggtttgga cacagtgctc cagctgcctg 1000 

ggaggctttt ggtggtcccc acagcctctg ggccaagact cctgtccctt 1050 

cttgggatga gaatgaaagc ttaggctgct tattggacca gaagtcctat 1100 

cgactttata cagaactgaa ttaagttatt gatttttgta ataaaaggta 1150 

tgaaacacta aaaaaaaa 1168 

<210> 12 

<211> 257 

<212> PRT 

<213> Homo sapien 

<400> 12 

Met Ser Thr Ser Gin Pro Gly Ala Cys Pro Cys Gin Gly Ala Ala 
15 10 15 

Ser Arg Pro Ala lie Leu Tyr Ala Leu Leu Ser Ser Ser Leu Lys 

20 25 30 

Ala Val Pro Arg Pro Arg Ser Arg Cys Leu Cys Arg Gin His Arg 
35 40 45 

Pro Val Gin Leu Cys Ala Pro His Arg Thr Cys Arg Glu Ala Leu 
50 55 60 

Asp Val Leu Ala Lys Thr Val Ala Phe Leu Arg Asn Leu Pro Ser 
65 70 75 

Phe Trp Gin Leu Pro Pro Gin Asp Gin Arg Arg Leu Leu Gin Gly 

80 85 90 

Cys Trp Gly Pro Leu Phe Leu Leu Gly Leu Ala Gin Asp Ala Val 
95 100 105 

Thr Phe Glu Val Ala Glu Ala Pro Val Pro Ser lie Leu Lys Lys 
110 115 120 

lie Leu Leu Glu Glu Pro Ser Ser Ser Gly Gly Ser Gly Gin Leu 
125 130 135 

Pro Asp Arg Pro Gin Pro Ser Leu Ala Ala Val Gin Trp Leu Gin 
140 145 150 

Cys Cys Leu Glu Ser Phe Trp Ser Leu Glu Leu Ser Pro Lys Glu 
155 160 165 

Tyr Ala Cys Leu Lys Gly Thr lie Leu Phe Asn Pro Asp Val Pro 
170 175 180 

Gly Leu Gin Ala Ala Ser His lie Gly His Leu Gin Gin Glu Ala 
185 190 195 

His Trp Val Leu Cys Glu Val Leu Glu Pro Trp Cys Pro Ala Ala 
200 205 210 

Gin Gly Arg Leu Thr Arg Val Leu Leu Thr Ala Ser Thr Leu Lys 
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215 220 225 

Ser lie Pro Thr Ser Leu Leu Gly Asp Leu Phe Phe Arg Pro lie 
230 235 240 

lie Gly Asp Val Asp lie Ala Gly Leu Leu Gly Asp Met Leu Leu 
245 250 255 

Leu Arg 

<210> 13 

<211> 1998 

<212> DNA 

<213> Homo sapien 

<400> 13 



cggcgcgatg 


cgcggagacc 


cccgcggggg 


cggcggcggc 


cgtgagcccc 


oU 


gat gaggccc 


gagcgt cccc 


ggccgcgcgg 


cagcgccccc 


ggcccgatgg 


lUU 


agaccccgcc 


gtgggaccca 


gcccgcaacg 


actcgctgcc 


gcccacgctg 


loU 


accccggccg 


tgcccccct a 


cgt gaagctt 


ggcctcaccg 


tcgtctacac 


o rk r» 
zUU 


cgt gt t ct ac 


gcgct get ct 


t cgt gt teat 


ct acgt gcag 


ctctggct gg 


o n 


tgctgcgtta 


ccgccacaag 


cggctcagct 


accagagcgt 


CuuCCuCuutl 


"3 n r» 


4" 4~ /*T "f" 'i~ 

ci,CL.gccucu 


tctgggcctc 


cctgcggacc 


gt cct ct t ct 


ccttctactt 


"5 R n 




4— r> ft a 


^ 4" z"* f "H o 

aL.ucgcu.Ca.y 


4" ^ ^ 4* 


uuccggcugc 






^o^Lg ug ugo 


z"' "H ft f a /^"H 4- "f- 

c L.gca.y L. L. L. u 


LCaCCCtCaC 


gctgaugaac 


fl o u 




cgcaggugaL. 


4~ "i" "H a o ^ ft f f> 
L.X-L.Ca.aa.gCC 


a.d.gi.caaaaL. 


^ 4" 4" 4~ "a 

aT-ccLCcaga 


n n 
o u u 


attactcaaa 


taccggttgc 


ccctctacct 


ggcctccctc 


ttcatcagcc 


550 


ttgttttcct 


gttggtgaat 


ttaacctgtg 


ctgtgctggt 


aaagacggga 


600 


aattgggaga 


ggaaggttat 


cgtctctgtg 


cgagtggcca 


ttaatgacac 


650 


gctcttcgtg 


ctgtgtgccg 


tctctctctc 


catctgtctc 


tacaaaatct 


700 


ctaagatgtc 


cttagccaac 


atttacttgg 


agtccaaggg 


ctcctccgtg 


750 


tgtcaagtga 


ctgccatcgg 


tgtcaccgtg 


atactgcttt 


acacctctcg 


800 


ggcctgctac 


aacctgttca 


tcctgtcatt 


ttctcagaac 


aagagcgtcc 


850 


attcctttga 


ttatgactgg 


tacaatgtat 


cagaccaggc 


agatttgaag 


900 


aatcagctgg 


gagatgctgg 


atacgtatta 


tttggagtgg 


tgttatttgt 


950 


ttgggaactc 


ttacctacca 


ccttagtcgt 


ttatttcttc 


cgagttagaa 


1000 


atcctacaaa 


ggaccttacc 


aaccctggaa 


tggtccccag 


ccatggattc 


1050 


agtcccagat 


cttatttctt 


tgacaaccct 


cgaagatatg 


acagtgatga 


1100 
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tgaccttgcc 


tggaacattg 


cccctcaggg 


acttcaggga 


ggttttgctc 


1150 


cagattacta 


tgattgggga 


caacaaacta 


acagcttcct 


ggcacaagca 


1200 


ggaactttgc 


aagactcaac 


tttggatcct 


gacaaaccaa 


gccttgggta 


1250 


gcatcagtta 


acagttttat 


ggacgattcc 


tcagatgaaa 


agcttcagaa 


1300 


aagcatagtg 


acagctgaat 


ttttagggca 


cttttcctta 


agaaatagaa 


1350 


cttgattttt 


atttgttaca 


ggtttccaat 


ggccccatag 


gaataagcaa 


1400 


taatgtagac 


tgataaaccc 


ttattttagt 


actaaagagg 


gagccttgct 


1450 


atttcagtgg 


gtataattta 


aactttttaa 


agaaaatctg 


tacttttata 


1500 


aagatgtatt 


ttgtataact 


taaataataa 


tgctaaagta 


tactagggtt 


1550 


tttttttctt 


gagaatgtta 


ctgcaatcat 


gttgtagttt 


gcacagactt 


1600 


ttatgcataa 


ttcactttaa 


aaatatagaa 


tatatggtct 


aatagttttt 


1650 


taaagctttt 


ggactaaagt 


attccacaaa 


tcttacctct 


ttaggtcact 


1700 


gatggtcact 


ccgattctga 


gtgccacatt 


ggtagactcc 


taaaatacag 


1750 


ttgacaactt 


agccaattgc 


aactccagtg 


ttgataatta 


aaatgaaatg 


1800 


gtaaagcagc 


agactgtaag 


gtctttagag 


attttttttt 


aaggttcagg 


1850 


ccgtaggttc 


ctcaaggaat 


ctcttaagtt 


ttgcccaaag 


actggtactt 


1900 


cctttcagta 


gggcgctaat 


gtatacacat 


taatgataag 


ttgataacat 


1950 


taaaaatgta 


gctgacttat 


cctattaaac 


ctcctctgct 


atgttcac 1998 



<210> 14 
<211> 399 

<212>- PRT 

<213> Homo sapien 

<400> 14 

Met Arg Pro Glu Arg Pro Arg Pro Arg 
1 5 

Met Glu Thr Pro Pro Trp Asp Pro Ala 
20 

Pro Thr Leu Thr Pro Ala Val Pro Pro 

35 

Thr Val Val Tyr Thr Val Phe Tyr Ala 
50 

Tyr Val Gin Leu Trp Leu Val Leu Arg 
65 

Ser Tyr Gin Ser Val Phe Leu Phe Leu 
80 

Leu Arg Thr Val Leu Phe Ser Phe Tyr 



Gly Ser 
10 

Arg Asn 
25 

Tyr Val 
40 

Leu Leu 
55 

Tyr Arg 
70 

Cys Leu 
85 

Phe Lys 



Ala Pro 
Asp Ser 
Lys Leu 
Phe Val 
His Lys 
Phe Trp 
Asp Phe 



Gly Pro 
15 

Leu Pro 
30 

Gly Leu 
45 

Phe He 
60 

Arg Leu 
75 

Ala Ser 
90 

Val Ala 



24 



95 100 105 

Ala Asn Ser Leu Ser Pro Phe Val Phe Trp Leu Leu Tyr Cys Phe 

110 115 120 

Pro Val Cys Leu Gin Phe Phe Thr Leu Thr Leu Met Asn Leu Tyr 

125 130 135 

Phe Thr Gin Val lie Phe Lys Ala Lys Ser Lys Tyr Ser Pro Glu 

140 145 150 

Leu Leu Lys Tyr Arg Leu Pro Leu Tyr Leu Ala Ser Leu Phe lie 

155 160 165 

Ser Leu Val Phe Leu Leu Val Asn Leu Thr Cys Ala Val Leu Val 

170 175 180 

Lys Thr Gly Asn Trp Glu Arg Lys Val lie Val Ser Val Arg Val 

185 190 195 

Ala lie Asn Asp Thr Leu Phe Val Leu Cys Ala Val Ser Leu Ser 

200 205 210 

lie Cys Leu Tyr Lys lie Ser Lys Met Ser Leu Ala Asn lie Tyr 

215 220 225 

Leu Glu Ser Lys Gly Ser Ser Val Cys Gin Val Thr Ala lie Gly 

230 235 240 

Val Thr Val lie Leu Leu Tyr Thr Ser Arg Ala Cys Tyr Asn Leu 

245 250 255 

Phe lie Leu Ser Phe Ser Gin Asn Lys Ser Val His Ser Phe Asp 

260 265 270 

Tyr Asp Trp Tyr Asn Val Ser Asp Gin Ala Asp Leu Lys Asn Gin 

275 280 285 

Leu Gly Asp Ala Gly Tyr Val Leu Phe Gly Val Val Leu Phe Val 

290 295 300 

Trp Glu Leu Leu Pro Thr Thr Leu Val Val Tyr Phe Phe Arg Val 

305 310 315 

Arg Asn Pro Thr Lys Asp Leu Thr Asn Pro Gly Met Val Pro Ser 

320 325 330 

His Gly Phe Ser Pro Arg Ser Tyr Phe Phe Asp Asn Pro Arg Arg 

335 340 345 

Tyr Asp Ser Asp Asp Asp Leu Ala Trp Asn lie Ala Pro Gin Gly 

350 355 360 

Leu Gin Gly Gly Phe Ala Pro Asp Tyr Tyr Asp Trp Gly Gin Gin 

365 370 375 

Thr Asn Ser Phe Leu Ala Gin Ala Gly Thr Leu Gin Asp Ser Thr 

380 385 390 

Leu Asp Pro Asp Lys Pro Ser Leu Gly 
395 
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<210> 15 

<211> 2320 

<212> DNA 

<213> Homo sapien 

<400> 15 
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tatr'acttcft 


1000 


gatgtactct 


tggtttgcat 


tggccgacga 


ccctttacta 


agaatttggg 


1050 


actagaagag 


ctgggaattg 


aactagatcc 


tagaggtaga 


attccagtca 


1100 


ataccagatt 


tcaaactaaa 


attccaaata 


tctatgccat 


tggtgatgta 


1150 


gttgctggtc 


caatgctggc 


tcacaaagca 


gaggatgaag 


gcattatctg 


1200 


tgttgaagga 


atggctggtg 


gtgctgtgca 


cattgactac 


aattgtgtgc 


1250 


catcagtgat 


ttacacacac 


cctgaagttg 


cttgggttgg 


caaatcagaa 


1300 


gagcagttga 


aagaagaggg 


tattgagtac 


aaagttggga 


aattcccatt 


1350 
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tgctgctaac 


agcagagcta 


agacaaatgc 


tgacacagat 


ggcatggtga 


1400 


agatccttgg 


gcagaaatcg 


acagacagag 


tactgggagc 


acatattctt 


1450 


ggaccaggtg 


ctggagaaat 


ggtaaatgaa 


gctgctcttg 


ctttggaata 


1500 


tggagcatcc 


tgtgaagata 


tagctagagt 


ctgtcatgca 


catccgacct 


1550 


tatcagaagc 


ttttagagaa 


gcaaatcttg 


ctgcgtcatt 


tggcaaatca 


1600 


atcaactttt 


gaattagaag 


attatatatt 


tttttttctg 


aaatttcctg 


1650 


ggagcttttg 


tagaagtcac 


attcctgaac 


aggatattct 


cacagctcca 


1700 


agaatttcta 


ggactgaatt 


atgaaacttt 


tggaaggtat 


ttaataggtt 


1750 


tggacaaaat 


ggaatactct 


tatatctata 


ttttacataa 


atttagtatt 


1800 


ttgtttcagt 


gcactaatat 


gtaagacaaa 


aaggactact 


tattgtagtc 


1850 


atcctggaat 


atctccgtca 


actcatattt 


tcatgctgtt 


catgaaagat 


1900 


tcaatgcccc 


tgaatttaaa 


tagctcttt t 


ctctgataca 


gaaaagttga 


1950 


attttacatg 


gctggagcta 


gaatttgata 


tgtgaacagt 


tgtgtttgaa 


2000 


gcacagtgat 


caagttattt 


ttaatttggt 


tttcacattg 


gaaacaagtc 


2050 


agtcattcag 


atatgattca 


aatgtctata 


aaccaaactg 


atgtaagtaa 


2100 


atggtctctc 


acttgtttta 


tttaacctct 


aaattctttc 


attttagggg 


2150 


tagcatttgt 


gttgaagagg 


ttttaaagct 


tccattgttg 


tctgcaactc 


2200 


tgaagggtaa 


ttatatagtt 


acccaaatta 


agagagtcta 


tttacggaac 


2250 


tcaaatacgt 


gggcattcaa 


atgtattaca 


gtggggaatg 


aagatactga 


2300 


aataaacgrc 


ttaaatattc 


2320 









<210> 16 

<211> 509 

<212> PRT 

<213> Homo sapien 

<400> 16 

Met Gin Ser Trp Ser Arg Val Tyr Cys Ser Leu Ala Lys Arg Gly 

15 10 15 

His Phe Asn Arg lie Ser His Gly Leu Gin Gly Leu Ser Ala Val 

20 25 30 

Pro Leu Arg Thr Tyr Ala Asp Gin Pro lie Asp Ala Asp Val Thr 

35 40 45 

Val lie Gly Ser Gly Pro Gly Gly Tyr Val Ala Ala lie Lys Ala 

50 55 60 

Ala Gin Leu Gly Phe Lys Thr Val Cys lie Glu Lys Asn Glu Thr 

65 70 75 
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Leu Gly Gly 
Leu Leu Asn 
Phe Ala Ser 
Asp Lys Met 
Gly Gly lie 
Asn Gly Tyr 
Lys Ala Asp 
lie Ala Thr 
Asp Glu Asp 
Lys Val Pro 
Val Glu Leu 
Ala Val Glu 
Glu lie Ser 
Lys Phe Lys 
Asp Gly Lys 
Ala Glu Val 
Arg Pro Phe 
Leu Asp Pro 
Lys lie Pro 
Met Leu Ala 
Gly Met Ala 



Thr Cys Leu 
80 

Asn Ser His 
95 

Arg Gly lie 
110 

Met Glu Gin 
125 

Ala His Leu 
140 

Gly Lys lie 
155 

Gly Gly Thr 
170 

Gly Ser Glu 

185 

Thr lie Val 
200 

Glu Lys Met 
215 

Gly Ser Val 
230 

Phe Leu Gly 

245 

Lys Asn Phe 
260 

Leu Asn Thr 
275 

He Asp Val 
290 

lie Thr Cys 
305 

Thr Lys Asn 
320 

Arg Gly Arg 
335 

Asn He Tyr 
350 

His Lys Ala 
365 

Gly Gly Ala 



Asn Val Gly 
Tyr Tyr His 
Glu Met Ser 
Lys Ser Thr 
Phe Lys Gin 
Thr Gly Lys 
Gin Val He 
Val Thr Pro 
Ser Ser Thr 
Val Val He 
Trp Gin Arg 
His Val Gly 
Gin Arg He 
Lys Val Thr 
Ser He Glu 
Asp Val Leu 
Leu Gly Leu 
He Pro Val 
Ala He Gly 
Glu Asp Glu 
Val His He 



Cys He Pro 
85 

Met Ala His 
100 

Glu Val Arg 
115 

Ala Val Lys 
130 

Asn Lys Val 
145 

Asn Gin Val 
160 

Asp Thr Lys 
175 

Phe Pro Gly 
190 

Gly Ala Leu 
205 

Gly Ala Gly 
220 

Leu Gly Ala 
235 

Gly Val Gly 
250 

Leu Gin Lys 
265 

Gly Ala Thr 
280 

Ala Ala Ser 
295 

Leu Val Cys 
310 

Glu Glu Leu 
325 

Asn Thr Arg 
340 

Asp Val Val 
355 

Gly He He 
370 

Asp Tyr Asn 



Ser Lys Ala 
90 

Gly Thr Asp 
105 

Leu Asn Leu 
120 

Ala Leu Thr 
135 

Val His Val 
150 

Thr Ala Thr 
165 

Asn He Leu 
180 

He Thr He 

195 

Ser Leu Lys 
210 

Val lie Gly 
225 

Asp Val Thr 
240 

He Asp Met 
255 

Gin Gly Phe 
270 

Lys Lys Ser 
285 

Gly Gly Lys 
300 

He Gly Arg 
315 

Gly He Glu 
330 

Phe Gin Thr 
345 

Ala Gly Pro 
360 

Cys Val Glu 
375 

Cys Val Pro 
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380 385 390 

Ser Val lie Tyr Thr His Pro Glu Val Ala Trp Val Gly Lys Ser 

395 400 405 

Glu Glu Gin Leu Lys Glu Glu Gly lie Glu Tyr Lys Val Gly Lys 

410 415 420 

Phe Pro Phe Ala Ala Asn Ser Arg Ala Lys Thr Asn Ala Asp Thr 

425 430 435 

Asp Gly Met Val Lys lie Leu Gly Gin Lys Ser Thr Asp Arg Val 

440 445 450* 

Leu Gly Ala His lie Leu Gly Pro Gly Ala Gly Glu Met Val Asn 

455 460 465 

Glu Ala Ala Leu Ala Leu Glu Tyr Gly Ala Ser Cys Glu Asp lie 

470 475 480 

Ala Arg Val Cys His Ala His Pro Thr Leu Ser Glu Ala Phe Arg 

485 490 495 

Glu Ala Asn Leu Ala Ala Ser Phe Gly Lys Ser lie Asn Phe 
500 505 

<210> 17 
<211> 2090 . 

<212> DNA 

<213> Homo sapien 

<400> 17 



gttctgggcc 


taggggaggc 


gggccgaggg 


cgtctgagct 


gaggcccgcg 


50 


tcgatcctgg 


gttggaggag 


gtggcggccg 


ctgaggctgc 


ggcgtgaaga 


100 


cggcgggcat 


ggtggggcgg 


gagaaagagc 


tctctataca 


ctttgttccc 


150 


gggagctgtc 


ggctggtgga 


ggaggaagtt 


aacatcccta 


ataggagggt 


200 


tctggttact 


ggtgccactg 


ggcttcttgg 


cagagctgta 


cacaaagaat 


250 


ttcagcagaa 


taattggcat 


gcagttggct 


gtggtttcag 


aagagcaaga 


300 


ccaaaatttg 


aacaggttaa 


tctgttggat 


tctaatgcag 


ttcatcacat 


350 


cattcatgat 


tttcagcccc 


atgttatagt 


acattgtgca 


gcagagagaa 


400 


gaccagatgt 


tgtagaaaat 


cagccagatg 


ctgcctctca 


acttaatgtg 


450 


gatgcttctg 


ggaatttagc 


aaaggaagca 


gctgctgttg 


gagcatttct 


500 


catctacatt 


agctcagatt 


atgtatttga 


tggaacaaat 


ccaccttaca 


550 


gagaggaaga 


cataccagct 


cccctaaatt 


tgtatggcaa 


aacaaaatta 


600 


gatggagaaa 


aggctgtcct 


ggagaacaat 


ctaggagctg 


ctgttttgag 


650 


gattcctatt 


ctgtatgggg 


aagttgaaaa 


gctcgaagaa 


agtgctgtga 


700 


ctgttatgtt 


tgataaagtg 


cagttcagca 


acaagtcagc 


aaacatggat 


750 



29 



cactggcagc 


agaggttccc 


cacacatgtc 


aaaaat at aa 


ccactgtgtg 


800 


ccggcagcta 


gcagagaaga 


gaatgctgga 


tccatcaatt 


aagggaacct 


850 


ttcactggt c 


tggcaatgaa 


cagatgacta 


agtatgaaat 


ggcatgtgca 


900 


attgcagatg 


ccttcaacct 


ccccagcagt 


cact taagac 


ctattactga 


950 


cagccctgtc 


ctaggagcac 


aacgt ccgag 


aaatgctcag 


cttgactgct 


1000 


ccaaattgga 


gaccttgggc 


attggccaac 


gaacaccatt 


tcgaattgga 


1050 


atcaaagaat 


cactttggcc 


tttcctcatt 


gacaagagat 


ggagacaaac 


1100 


ggtcttt cat 


tagtttattt 


gtgttgggtt 


cttttttttt 


tttaaatgaa 


1150 


aagt at agt a 


tgt ggcac t t 


t tt aaagaac 


aaaggaaat a 


gttttgtatg 


1200 


agt actt t aa 


t tgtgact ct 


t aggat ct t t 


caggt aaat g 


atgctcttgc 


1250 


act agtgaaa 


1 1 gt ct aaag 


aaactaaagg 


gcagt cat gc 


cct gt t t gca 


1300 


gtaatttttc 


tttttatcat 


tttgtttgtc 


\^ \^ \U \A Vh^ t-* V— ' 


t t aaaat tt o 


1350 


agt at agt aa 


at tat gat cc 


ttaaatattt 


gagagt cagg 


at gaagcaga 


1400 


tctgctgtag 


act 1 1 1 caga 


t gaaat t gtt 


cat t ct cgt a 


acctccatat 


1450 


tt t caggat t 


t t tgaagct g 


ttgacctttt 


cat gtt gat t 


attttaaatt 


1500 


gtgtgaaat a 


gtat aaaaat 


cat tggtgt t 


catt at tt gc 


t t t gcctgag 


1550 


ct cagat caa 


aatgtttgaa 


craaacrcraact 

\M *mA. ^ %^ \^ w 


ttatttttac 


aacrtt acat a 

U 1-A I— C-4. V,' W M 


1600 


cagtttttat 


crcttcracrata 


w ^ Ct a \^ CL 


ttatatatat 


^ ^ a o. w V-^ I— 


1650 


acagcttgat 


gcctcctgct 


tttatagcag 


tt tatgggga 


gcacttgaaa 


1700 


qaacqtat at 


acat gt at t t 


tttttctagg 


caaacatt ga 


at gcaaacgt 


1750 


gtattttttt 


aatataaata 


tataactgtc 


cttttcatcc 


catgttgccg 


1800 


ct aagt gat a 


tttcatatgt 


gtggt t at ac 


tcataataat 


aaacct t at a 


1850 


agtcttttca 


ccattcatga 


ataataataa 


atatgtactg 


ctggcatgta 


1900 


atgcttagtt 


ttcttgtatt 


tacttctttt 


tttaaatgta 


aggaccaaac 


1950 


ttctaaacta 


attgttcttt 


tgttgcttta 


atttttaaaa 


attacattct 


2000 


tctgatgtaa 


catgtgatac 


atacaaaaga 


atatagttta 


atatgtattg 


2050 


aaataaaaca 


caataaaatt 


aaaaaaaaaa 


aaaaaaaaaa 


2090 





<210> 18 

<211> 334 

<212> PRT 

<213> Homo sapien 

<400> 18 
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Met Val Gly Arg Glu Lys Glu Leu Ser lie His Phe Val Pro Gly 
15 10 15 

Ser Cys Arg Leu Val Glu Glu Glu Val Asn lie Pro Asn Arg Arg 
20 25 30 

Val Leu Val Thr Gly Ala Thr Gly Leu Leu Gly Arg Ala Val His 
35 40 45 

Lys Glu Phe Gin Gin Asn Asn Trp His Ala Val Gly Cys Gly Phe 
50 55 60 

Arg Arg Ala Arg Pro Lys Phe Glu Gin Val Asn Leu Leu Asp Ser 
65 70 75 

Asn Ala Val His His lie lie His Asp Phe Gin Pro His Val lie 
80 85 90 

Val His Cys Ala Ala Glu Arg Arg Pro Asp Val Val Glu Asn Gin 
95 100 105 

Pro Asp Ala Ala Ser Gin Leu Asn Val Asp Ala Ser Gly Asn Leu 

110 115 120 

Ala Lys Glu Ala Ala Ala Val Gly Ala Phe Leu lie Tyr lie Ser 
125 130 135 

Ser Asp Tyr Val Phe Asp Gly Thr Asn Pro Pro Tyr Arg Glu Glu 
140 145 150 

Asp lie Pro Ala Pro Leu Asn Leu Tyr Gly Lys Thr Lys Leu Asp 
155 160 165 

Gly Glu Lys Ala Val Leu Glu Asn Asn Leu Gly Ala Ala Val Leu 

170 175 180 

Arg lie Pro lie Leu Tyr Gly Glu Val Glu Lys Leu Glu Glu Ser 
185 190 195 

Ala Val Thr Val Met Phe Asp Lys Val Gin Phe Ser Asn Lys Ser 
200 205 210 

Ala Asn Met Asp His Trp Gin Gin Arg Phe Pro Thr His Val Lys 
215 220 225 

Asp Val Ala Thr Val Cys Arg Gin Leu Ala Glu Lys Arg Met Leu 
230 235 240 

Asp Pro Ser lie Lys Gly Thr Phe His Trp Ser Gly Asn Glu Gin 
245 250 255 

Met Thr Lys Tyr Glu Met Ala Cys Ala lie Ala Asp Ala Phe Asn 
260 265 270 

Leu Pro Ser Ser His Leu Arg Pro lie Thr Asp Ser Pro Val Leu 
275 280 285 

Gly Ala Gin Arg Pro Arg Asn Ala Gin Leu Asp Cys Ser Lys Leu 
290 295 300 

Glu Thr Leu Gly lie Gly Gin Arg Thr Pro Phe Arg lie Gly lie 
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305 310 315 

Lys Glu Ser Leu Trp Pro Phe Leu lie Asp Lys Arg Trp Arg Gin 
320 325 330 

Thr Val Phe His 

<210> 19 

<211> 2380 

<212> DNA 

<213> Homo sapien 

<400> 19 



gaggaggagg 


gaaaaggcga 


gcaaaaagga 


agagtgggag 


gaggagggga 


50 


agcggcgaag 


gaggaagagg 


aggaggagga 


agaggggagc 


acaaaggatc 


100 


caggtctccc 


gacgggaggt 


taataccaag 


aaccatgtgt 


gccgagcggc 


150 


tgggccagtt 


catgaccctg 


gctttggtgt 


tggccacctt 


tgacccggcg 


200 


cgggggaccg 


acgccaccaa 


cccacccgag 


ggt ccccaag 


acaggagctc 


250 


ccagcagaaa 


ggccgcctgt 


ccctgcagaa 


tacagcggag 


atccagcact 


300 


gtttggtcaa 


cgctggcgat 


gtggggtgtg 


gcgtgtttga 


atgtttcgag 


350 


aacaactctt 


gtgagattcg 


gggcttacat 


gggatttgca 


tgacttttct 


400 


gcacaacgct 


ggaaaatttg 


atgcccaggg 


caagtcattc 


atcaaagacg 


450 


ccttgaaatg 


taaggcccac 


get ctgcggc 


acaggttcgg 


ctgcataagc 


500 


cggaagtgcc 


cggccatcag 


ggaaatggtg 


tcccagttgc 


agcgggaatg 


550 


ctacctcaag 


cacgacctgt 


gcgcggctgc 


ccaggagaac 


acccgggtga 


600 


tagtggagat 


gatccatttc 


aaggacttgc 


tgctgcacga 


accctacgtg 


650 


gacctcgtga 


acttgctgct 


gacctgtggg 


gaggaggtga 


aggaggccat 


700 


cacccacagc 


gtgcaggttc 


agtgtgagca 


gaactgggga 


agcctgtgct 


750 


ccatcttgag 


cttctgcacc 


tcggccatcc 


agaagcctcc 


cacggcgccc 


800 


cccgagcgcc 


agccccaggt 


ggacagaacc 


aagctctcca 


gggcccacca 


850 


cggggaagca 


ggacatcacc 


tcccagagcc 


cagcagtagg 


gagactggcc 


900 


gaggtgccaa 


gggtgagcga 


ggtagcaaga 


gccacccaaa 


cgcccatgcc 


950 


cgaggcagag 


tcgggggcct 


tggggctcag 


ggaccttccg 


gaagcagcga 


1000 


gtgggaagac 


gaacagtctg 


agtattctga 


tatccggagg 


tgaaatgaaa 


1050 


ggcctggcca 


cgaaatcttt 


cctccacgcc 


gtccattttc 


ttatctatgg 


1100 


acattccaaa 


acatttacca 


ttagagaggg 


gggatgtcac 


acgcaggatt 


1150 


ctgtggggac 


tgtggacttc 


atcgaggtgt 


gtgttcgcgg 


aacggacagg 


1200 
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tgagatggag acccctgggg ccgtggggtc tcaggggtgc ctggtgaatt 1250 

ctgcacttac acgtactcaa gggagcgcgc ccgcgttatc ctcgtacctt 1300 

tgtcttcttt ccatctgtgg agtcagtggg tgtcggccgc tctgttgtgg 1350 

gggaggtgaa ccagggaggg gcagggcaag gcagggcccc cagagctggg 1400 

ccacacagtg ggtgctgggc ctcgccccga agcttctggt gcagcagcct 1450 

ctggtgctgt ctccgcggaa gtcagggcgg ctggattcca ggacaggagt 1500 

gaatgtaaaa ataaatatcg cttagaatgc aggagaaggg tggagaggag 1550 

gcaggggccg agggggtgct tggtgccaaa ctgaaattca gtttcttgtg 1600 

tggggccttg cggttcagag ctcttggcga gggtggaggg aggagtgtca 1650 

tttctatgtg taatttctga gccattgtac tgtctgggct gggggggaca 1700 

ctgtccaagg gagtggcccc tatgagttta tattttaacc actgcttcaa 1750 

atctcgattt cacttttttt atttatccag ttatatctac atatctgtca 1800 

tctaaataaa tggctttcaa acaaagcaac tgggtcatta aaaccagctc 1850 

aaagggggtt taaaaaaaaa aaaaccagcc catcctttga ggctgatttt 1900 

tctttttttt aagttctatt ttaaaagcta tcaaacagcg acatagccat 1950 

acatctgact gcctgacatg gactcctgcc cacttggggg aaaccttata 2000 

cccagaggaa aatacacacc tggggagtac atttgacaaa tttcccttag 2050 

gatttcgtta tctcaccttg accctcagcc aagattggta aagctgcgtc 2100 

ctggcgattc caggagaccc agctggaaac ctggcttctc catgtgaggg 2150 

gatgggaaag gaaagaagag aatgaagact acttagtaat tcccatcagg 2200 

aaatgctgac cttttacata aaatcaagga gactgctgaa aatctctaag 2250 

ggacaggatt ttccagatcc taattggaaa tttagcaata aggagaggag 2300 

tccaagggga caaataaagg cagagagaga gagagagaga gggagaggaa 2350 

gaaaagagag agagaaaaga gcctcgtgcc 2380 

<210> 20 

<211> 302 

<212> PRT 

<213> Homo sapien 

<400> 20 

Met Cys Ala Glu Arg Leu Gly Gin Phe Met Thr Leu Ala Leu Val 
15 10 15 

Leu Ala Thr Phe Asp Pro Ala Arg Gly Thr Asp Ala Thr Asn Pro 
20 25 30 
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Pro Glu Gly Pro Gin Asp Arg Ser Ser Gin Gin Lys Gly Arg Leu 
35 40 45 



Ser Leu Gin Asn Thr Ala Glu lie Gin His Cys Leu Val Asn Ala 
50 • 55 60 

Gly Asp Val Gly Cys Gly Val Phe Glu Cys Phe Glu Asn Asn Ser 
65 70 75 

Cys Glu lie Arg Gly Leu His Gly lie Cys Met Thr Phe Leu His 
80 85 90 

Asn Ala Gly Lys Phe Asp Ala Gin Gly Lys Ser Phe lie Lys Asp 
95 100 105 

Ala Leu Lys Cys Lys Ala His Ala Leu Arg His Arg Phe Gly Cys 
110 115 120 

lie Ser Arg Lys Cys Pro Ala lie Arg Glu Met Val Ser Gin Leu 
125 130 135 

Gin Arg Glu Cys Tyr Leu Lys His Asp Leu Cys Ala Ala Ala Gin 
140 145 150 

Glu Asn Thr Arg Val lie Val Glu Met lie His Phe Lys Asp Leu 
155 160 165 

Leu Leu His Glu Pro Tyr Val Asp Leu Val Asn Leu Leu Leu Thr 
170 175 180 

Cys Gly Glu Glu Val Lys Glu Ala lie Thr His Ser Val Gin Val 
185 190 195 

Gin Cys Glu Gin Asn Trp Gly Ser Leu Cys Ser lie Leu Ser Phe 

200 205 210 

Cys Thr Ser Ala lie Gin Lys Pro Pro Thr Ala Pro Pro Glu Arg 
215 220 225 

Gin Pro Gin Val Asp Arg Thr Lys Leu Ser Arg Ala His His Gly 
230 235 240 

Glu Ala Gly His His Leu Pro Glu Pro Ser Ser Arg Glu Thr Gly 
245 250 255 

Arg Gly Ala Lys Gly Glu Arg Gly Ser Lys Ser His Pro Asn Ala 
260 265 270 

His Ala Arg Gly Arg Val Gly Gly Leu Gly Ala Gin Gly Pro Ser 
275 280 285 

Gly Ser Ser Glu Trp Glu Asp Glu Gin Ser Glu Tyr Ser Asp lie 
290 295 300 



Arg Arg 



<210> 21 

<211> 2516 

<212> DNA 

<213> Homo sapien 
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<400> 21 



gttcctggtg 


tccccacttc 


gcctccctcc 


tgctgccccc 


aagacatgca 


50 


ggggccctgg 


gtgctgctgc 


tgctgggcct 


gaggctacag 


ctctccctgg 


100 


gcgtcatccc 


agctgaggag 


gagaacccgg 


ccttctggaa 


ccgccaggca 


150 


gctgaggccc 


tggatgctgc 


caagaagctg 


cagcccatcc 


agaaggtcgc 


200 


caagaacctc 


atcctcttcc 


tgggcgatgg 


gttgggggtg 


cccacggtga 


250 


cagccaccag 


gatcctaaag 


gggcagaaga 


atggcaaact 


ggggcctgag 


300 


acgcccctgg 


ccatggaccg 


cttcccatac 


ctggctctgt 


ccaagacata 


350 


caatgtggac 


agacaggtgc 


cagacagcgc 


agccacagcc 


acggcctacc 


400 


tgtgcggggt 


caaggccaac 


ttccagacca 


tcggcttgag 


tgcagccgcc 


450 


cgctttaacc 


agtgcaacac 


gacacgcggc 


aatgaggtca 


tctccgtgat 


500 


gaaccgggcc 


aagcaagcag 


gaaagtcagt 


aggagtggtg 


accaccacac 


550 


gggtgcagca 


cgcctcgcca 


gccggcacct 


acgcacacac 


agtgaaccgc 


600 


aactggtact 


cagatgctga 


catgcctgcc 


tcagcccgcc 


aggaggggtg 


650 


ccaggacatc 


gccactcagc 


tcatctccaa 


catggacatt 


gacgtgatcc 


700 


ttggcggagg 


ccgcaagtac 


atgtttccca 


tggggacccc 


agaccctgag 


750 


tacccagctg 


atgccagcca 


gaatggaatc 


aggctggacg 


ggaagaacct 


800 


ggtgcaggaa 


tggctggcaa 


agcaccaggg 


tgcctggtat 


gtgtggaacc 


850 


gcactgagct 


catgcaggcg 


tccctggacc 


agtctgtgac 


ccatctcatg 


900 


ggcctctttg 


agcccggaga 


cacgaaatat 


gagatcctcc 


gagaccccac 


950 


actggacccc 


tccctgatgg 


agatgacaga 


ggctgccctg 


cgcctgctga 


1000 


gcaggaaccc 


ccgcggcttc 


tacctctttg 


tggagggcgg 


ccgcatcgac 


1050 


catggtcatc 


atgagggtgt 


ggcttaccag 


gcagtcactg 


aggcggtcat 


1100 


gttcgacgac 


gccattgaga 


qgqcqggcca 


gctcaccagc 


gaggaggaca 


1150 


cgctgaccct 


cgtcaccgct 


gaccactccc 


atgtcttctc 


ctttggtggc 


1200 


tacaccttgc 


gagggagctc 


catcttcggg 


ttggccccca 


gcaaggctca 


1250 


ggacagcaaa 


gcctacacgt 


ccatcctgta 


cggcaatggc 


ccgggctacg 


1300 


tgttcaactc 


aggcgtgcga 


ccagacgtga 


atgagagcga 


gagcgggagc 


1350 


cccgattacc 


agcagcaggc 


ggcggtgccc 


ctgtcgtccg 


agacccacgg 


1400 


aggcgaagac 


gtggcggtgt 


ttgcgcgcgg 


cccgcaggcg 


cacctggtgc 


1450 


atggtgtgca 


ggagcagagc 


ttcgtagcgc 


atgtcatggc 


cttcgctgcc 


1500 
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tgt ctggagc 


cctacacggc 


ctgcgacctg 


gcgctccccg 


cct gcaccac 


1550 


caacaccaca 


cacccagttg 


ccgcgtcgct 


gccactgctg 


gccgggaccc 


1600 


tgctgctgct 


aQQQQCQt cc 


gctgctccct 


gagtgcccca 


ct ccggagt t 


1650 


at cctgct cc 


ccacct ccgg 


gcgt cct gcc 


ctgttccccg 


tcctgagccg 


1700 


ccacttccag 


cgaacacaca 


caggtgtcct 


gccgttggac 


ct t cacct cc 


1750 


t agagataaa 


ccagcctcag 


ctggcgcagc 


ggggccctt c 


tt ccct ccgc 


1800 


atcccctt ca 


gggagcagga 


gcccagggcg 


ccct gggagc 


taaacctcraa 

^ CA c- y-A 


1850 


acttccagga 


cct cccct ca 


ggt tgt t ct c 


t gatt ct t cc 


tcccaacccc 


1900 


aga.gactgc3 


gatttgtgcc 


atgcggctgc 


ctgcacccca 


d C-A d ^ d d. d ^ 


1950 


ggaccaaaac 


cacccaaccc 


CC3.C.C1C\LC1CLC 


tctatcctaa 


acraaaaccaa 

d d ^ d ■ V-^ d d 


2000 


gcaggcct gg 


W« v.* wt CL d 


^ w V—f Vh«' \m» Vmp* Ca k» 


cft OCT era paper 


d V— * d d \^ d y 


2050 


accgcgt gcc 


ccaccgtctt 


acfcttcaatc 


ctcicfcacicar' 

^ ^ ^ CL ^ Vw' d 


pt crcrt arra pp 


2100 


caaggacttg 


crcrtcrcratcaa 

^ W W ^ ^ 


cracarT'tciaa 

C* u V-" ^ d d 


CL CL ^ CI. ^ d d U w 


1~'l~pprTrTpaap 

I— \^ ^ y >-^d d V-' 


2150 


cct gcaaccc 


acccaaggag 


Qctactcfciat' 


ncmcrcrattpr' 

V-' ^ ^ CL ^ w 




2200 


ttgacacagt 


cct ct get gt 


ctccccacta 


aaat" cattcc 

d ^ V— ' Cil ^ V-f 


apapppptnp 


2250 


acct gaccaa 


aaaaccaatcr 

\4 >j ^ d v-* ^ 


a Cf cr c a cr a cr CT c 

^ \^ U ^ u \^ 


ttcrppppaacf 

W ^ \^ \^ C4 ^ 


■hpaparfppap 

V^d V-'d y v_« d 


2300 








d y y L. cn^ L, 




^ ^ w/ VJ 


agcgcttgag 


gagctctggg 


tacagggcag 


caacccagag 


cccatgggcc 


2400 


ctcccgggac 


atctggatgc 


tgggcataga 


tttctcaaca 


aggaagactc 


2450 


ccctgcct cc 


tcaaggtctc 


cattctccta 


ggagacaaag 


caataataaa 


2500 


aggtgttaga 


caatgt 2516 









<210> 22 
<211> 528 

<212> PRT 

<213> Homo sapien 



<400> 22 

Met Gin Gly Pro Trp Val Leu Leu Leu Leu Gly Leu Arg Leu Gin 

1-5 10 15 

Leu Ser Leu Gly Val lie Pro Ala Glu Glu Glu Asn Pro Ala Phe 

20 25 30 

Trp Asn Arg Gin Ala Ala Glu Ala Leu Asp Ala Ala Lys Lys Leu 

35 40 45 

Gin Pro lie Gin Lys Val Ala Lys Asn Leu lie Leu Phe Leu Gly 

50 55 60 
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Asp Gly Leu Gly Val Pro Thr Val Thr Ala Thr Arg lie Leu Lys 
65 70 75 

Gly Gin Lys Asn Gly Lys Leu Gly Pro Glu Thr Pro Leu Ala Met 
80 85 90 

Asp Arg Phe Pro Tyr Leu Ala Leu Ser Lys Thr Tyr Asn Val Asp 
95 ICQ 105 

Arg Gin Val Pro Asp Ser Ala Ala Thr Ala Thr Ala Tyr Leu Cys 
110 115 120 

Gly Val Lys Ala Asn Phe Gin Thr lie Gly Leu Ser Ala Ala Ala 
125 130 135 

Arg Phe Asn Gin Cys Asn Thr Thr Arg Gly Asn Glu Val lie Ser 
140 145 150 

Val Met Asn Arg Ala Lys Gin Ala Gly Lys Ser Val Gly Val Val 
155 160 165 

Thr Thr Thr Arg Val Gin His Ala Ser Pro Ala Gly Thr Tyr Ala 

170 175 180 

His Thr Val Asn Arg Asn Trp Tyr Ser Asp Ala Asp Met Pro Ala 
185 190 195 

Ser Ala Arg Gin Glu Gly Cys Gin Asp lie Ala Thr Gin Leu lie 
200 205 210 

Ser Asn Met Asp lie Asp Val lie Leu Gly Gly Gly Arg Lys Tyr 
215 220 225 

Met Phe Pro Met Gly Thr Pro Asp Pro Glu Tyr Pro Ala Asp Ala 

230 235 240 

Ser Gin Asn Gly lie Arg Leu Asp Gly Lys Asn Leu Val Gin Glu 
245 250 255 

Trp Leu Ala Lys His Gin Gly Ala Trp Tyr Val Trp Asn Arg Thr 
260 265 270 

Glu Leu Met Gin Ala Ser Leu Asp Gin Ser Val Thr His Leu Met 
275 280 285 

Gly Leu Phe Glu Pro Gly Asp Thr Lys Tyr Glu lie Leu Arg Asp 
290 295 300 

Pro Thr Leu Asp Pro Ser Leu Met Glu Met Thr Glu Ala Ala Leu 
305 310 315 

Arg Leu Leu Ser Arg Asn Pro Arg Gly Phe Tyr Leu Phe Val Glu 
320 325 330 

Gly Gly Arg lie Asp His Gly His His Glu Gly Val Ala Tyr Gin 
335 340 345 

Ala Val Thr Glu Ala Val Met Phe Asp Asp Ala lie Glu Arg Ala 
350 355 360 

Gly Gin Leu Thr Ser Glu Glu Asp Thr Leu Thr Leu Val Thr Ala 
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365 

Asp His Ser His Val Phe 
380 

Ser Ser lie Phe Gly Leu 
395 

Ala Tyr Thr Ser lie Leu 
410 

Asn Ser Gly Val Arg Pro 

425 

Pro Asp Tyr Gin Gin Gin 
440 

His Gly Gly Glu Asp Val 
455 

His Leu Val His Gly Val 
470 ' 

Met Ala Phe Ala Ala Cys 
485 

Ala Leu Pro Ala Cys Thr 
500 

Ser Leu Pro Leu Leu Ala 
515 

Ala Ala Pro 



<210> 23 

<211> 1746 

<212> DNA 

<213> Homo sapien 

<400> 23 



agaattcggc 


acgacggggt 


tctggccatg 


aagcccacct 


caggcccaga 


50 


ggaggcccgg 


cggccagcct 


cggacatccg 


cgtgttcgcc 


agcaactgct 


100 


cgatgcacgg 


gctgggccac 


gtcttcgggc 


caggcagcct 


gagcctgcgc 


150 


cgggggatgt 


gggcagcggc 


cgtggtcctg 


tcagtggcca 


ccttcctcta 


200 


ccaggtggct 


gagagggtgc 


gctactacag 


ggagttccac 


caccagactg 


250 


ccctggatga 


gcgagaaagc 


caccggctca 


tcttcccggc 


tgtcaccctg 


300 


tgcaacatca 


acccactgcg 


ccgctcgcgc 


ctaacgccca 


acgacctgca 


350 


ctgggctggg 


tctgcgctgc 


tgggcctgga 


tcccgcagag 


cacgccgcct 


400 


tcctgcgcgc 


cctgggccgg 


ccccctgcac 


cgcccggctt 


catgcccagt 


450 


cccacctttg 


acatggcgca 


actctatgcc 


cgtgctgggc 


actccctgga 


500 



370 



375 



Ser Phe 
Ala Pro 
Tyr Gly 
Asp Val 
Ala Ala 
Ala Val 
Gin Glu 
Leu Glu 
Thr Asp 
Gly Thr 



Gly Gly 
385 



Tyr Thr 



Ser Lys 
400 



Ala Gin 



Asn Gly 
415 

Asn Glu 

430 

Val Pro 
445 

Phe -Ala 
460 

Gin Ser 
475 



Pro Gly 



Ser Glu 



Leu Ser 



Arg Gly 



Phe Val 



Pro Tyr 
490 

Ala Ala 
505 

Leu Leu 
520 



Thr Ala 



His Pro 



Leu Leu 



Leu Arg Gly 
390 

Asp Ser Lys 
405 

Tyr Val Phe 
420 

Ser Gly Ser 

435 

Ser Glu Thr 
450 

Pro Gin Ala 
465 

Ala His Val 
480 

Cys Asp Leu 
495 

Val Ala Ala 
510 

Gly Ala Ser 
525 
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tgacatgctg 


ctggactgtc 


gcttccgtgg 


ccaaccttgt 


gggcctgaga 


550 


acttcaccac 


gatcttcacc 


cggatgggaa 


agtgctacac 


atttaactct 


600 


ggcgctgatg 


gggcagagct 


gctcaccact 


actaggggtg 


gcatgggcaa 


650 


tgggctggac 


atcatgctgg 


acgtgcagca 


ggaggaatat 


ctacctgtgt 


700 


ggagggacaa 


tgaggagacc 


ccgtttgagg 


tggggatccg 


agtgcagatc 


750 


cacagccagg 


aggagccgcc 


catcatcgat 


cagctgggct 


tgggggtgtc 


800 


cccgggctac 


cagacctttg 


tttcttgcca 


gcagcagcag 


ctgagcttcc 


850 


tgccaccgcc 


ctggggcgat 


tgcagttcag 


catctctgaa 


ccccaactat 


900 


gagccagagc 


cctctgatcc 


cctaggctcc 


cccagcccca 


gccccagccc 


950 


tccctatacc 


cttatggggt 


gtcgcctggc 


ctgcgaaacc 


cgctacgtgg 


1000 


ctcggaagtg 


cggctgccga 


atggtgtaca 


tgccaggcga 


cgtgccagtg 


1050 


tgcagccccc 


agcagtacaa 


gaactgtgcc 


cacccggcca 


tagatgccat 


1100 


gcttcgcaag 


gactcgtgcg 


cctgccccaa 


cccgtgcgcc 


agcacgcgct 


1150 


acgccaagga 


gctctccatg 


gtgcggatcc 


cgagccgcgc 


cgccgcgcgc 


1200 


ttcctggccc 


ggaagctcaa 


ccgcagcgag 


gcctacatcg 


cggagaacgt 


1250 


gctggccctg 


gacatcttct 


ttgaggccct 


caactatgag 


accgtggagc 


1300 


agaagaaggc 


ctatgagatg 


tcagagctgc 


ttggtgacat 


tgggggccag 


1350 


atggggctgt 


t catcggggc 


cagcctgctc 


accatcctcg 


agatcctaga 


1400 


ctacctctgt 


gaggtgttcc 


gagacaaggt 


cctgggatat 


ttctggaacc 


1450 


gacagcactc 


ccaaaggcac 


tccagcacca 


atctgcttca 


ggaagggctg 


1500 


ggcagccatc 


gaacccaagt 


tccccacctc 


agcctgggcc 


ccagacctcc 


1550 


cacccctccc 


tgtgccgtca 


ccaagactct 


ctccgcctcc 


caccgcacct 


1600 


gctaccttgt 


cacacagctc 


tagacctgct 


gtctgtgtcc 


tcggagcccc 


1650 


gccctgacat 


cctggacatg 


cctagcctgc 


acgtagcttt 


tccgtcttca 


1700 


ccccaaataa 


agtcctaatg 


catcaaaaaa 


aaaaaaaaaa 


aaaaaa 1746 



<210> 24 

<211> 531 

<212> PRT 

<213> Homo sapien 

<400> 24 

Met Lys Pro Thr Ser Gly Pro Glu Glu Ala Arg Arg Pro Ala Ser 
15 10 15 

Asp lie Arg Val Phe Ala Ser Asn Cys Ser Met His Gly Leu Gly 
20 25 30 
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His Val Phe Gly Pro Gly Ser Leu Ser Leu Arg Arg Gly Met Trp 
35 40 45 



Ala Ala Ala Val Val Leu Ser Val Ala Thr Phe Leu Tyr Gin Val 

50 55 60 

Ala Glu Arg Val Arg Tyr Tyr Arg Glu Phe His His Gin Thr Ala 

65 70 75 

Leu Asp Glu Arg Glu Ser His Arg Leu lie Phe Pro Ala Val Thr 

80 85 90 

Leu Cys Asn lie Asn Pro Leu Arg Arg Ser Arg Leu Thr Pro Asn 

95 100 105 

Asp Leu His Trp Ala Gly Ser Ala Leu Leu Gly Leu Asp Pro Ala 

110 115 120 

Glu His Ala Ala Phe Leu Arg Ala Leu Gly Arg Pro Pro Ala Pro 

125 130 135 

Pro Gly Phe Met Pro Ser Pro Thr Phe Asp Met Ala Gin Leu Tyr 

140 145 150 

Ala Arg Ala Gly His Ser Leu Asp Asp Met Leu Leu Asp Cys Arg 

155 160 165 

Phe Arg Gly Gin Pro Cys Gly Pro Glu Asn Phe Thr Thr lie Phe 

170 175 180 

Thr Arg Met Gly Lys Cys Tyr Thr Phe Asn Ser Gly Ala Asp Gly 

185 190 195 

Ala Glu Leu Leu Thr Thr Thr Arg Gly Gly Met Gly Asn Gly Leu 

200 205 210 

Asp lie Met Leu Asp Val Gin Gin Glu Glu Tyr Leu Pro Val Trp 

215 220 225 

Arg Asp Asn Glu Glu Thr Pro Phe Glu Val Gly lie Arg Val Gin 

230 235 240 

lie His Ser Gin Glu Glu Pro Pro lie lie Asp Gin Leu Gly Leu 

245 250 255 

Gly Val Ser Pro Gly Tyr Gin Thr Phe Val Ser Cys Gin Gin Gin 

260 265 270 

Gin Leu Ser Phe Leu Pro Pro Pro Trp Gly Asp Cys Ser Ser Ala 

275 280 285 

Ser Leu Asn Pro Asn Tyr Glu Pro Glu Pro Ser Asp Pro Leu Gly 

290 295 300 

Ser Pro Ser Pro Ser Pro Ser Pro Pro Tyr Thr Leu Met Gly Cys 

305 310 315 

Arg Leu Ala Cys Glu Thr Arg Tyr Val Ala Arg Lys Cys Gly Cys 

320 325 330 
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Arg Met Val Tyr Met Pro Gly Asp Val Pro Val Cys Ser Pro Gin 
335 340 345 

Gin Tyr Lys Asn Cys Ala His Pro Ala lie Asp Ala Met Leu Arg 
350 355 360 

Lys Asp Ser Cys Ala Cys Pro Asn Pro Cys Ala Ser Thr Arg Tyr 

365 370 375 

Ala Lys Glu Leu Ser Met Val Arg lie Pro Ser Arg Ala Ala Ala 
380 385 390 

Arg Phe Leu Ala Arg Lys Leu Asn Arg Ser Glu Ala Tyr lie Ala 
395 400 405 

Glu Asn Val Leu Ala Leu Asp lie Phe Phe Glu Ala Leu Asn Tyr 
410 415 420 

Glu Thr Val Glu Gin Lys Lys Ala Tyr Glu Met Ser Glu Leu Leu 
425 430 435 

Gly Asp lie Gly Gly Gin Met Gly Leu Phe lie Gly Ala Ser Leu 
440 445 450 

Leu Thr lie Leu Glu lie Leu Asp Tyr Leu Cys Glu Val Phe Arg 
455 460 465 

Asp Lys Val Leu Gly Tyr Phe Trp Asn Arg Gin His Ser Gin Arg 
470 475 480 

His Ser Ser Thr Asn Leu Leu Gin Glu Gly Leu Gly Ser His Arg 
485 490 495 

Thr Gin Val Pro His Leu Ser Leu Gly Pro Arg Pro Pro Thr Pro 

500 505 510 

Pro Cys Ala Val Thr Lys Thr Leu Ser Ala Ser His Arg Thr Cys 
515 520 525 

Tyr Leu Val Thr Gin Leu 
530 

<210> 25 

<211> 1104 

<212> DNA 

<213> Homo sapien 

<400> 25 

ctcggtgcgc gaccccggct cagaggactc tttgctgtcc cgcaagatgc 50 

ggatgctgct ggcgctcctg gccctctccg cggcgcggcc atcggccagt 100 

gcagagtcac actggtgcta cgaggttcaa gccgagtcct ccaactaccc 150 

ctgcttggtg ccagtcaagt ggggtggaaa ctgccagaag gaccgccagt 200 

cccccatcaa catcgtcacc accaaggcaa aggtggacaa aaaactggga 250 

cgcttcttct tctctggcta cgataagaag caaacgtgga ctgtccaaaa 300 

taacgggcac tcagtgatga tgttgctgga gaacaaggcc agcatttctg 350 
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\A ^ ^4 \3 ^ ^ 


gcctgcccca 


taccaaacca 


aacagttgca 


cct gcact gg 


400 


tccgact tgc 


catat aaggg 


ctcggagcac 


agcct cgatg 


gggagcactt 


450 


tgccatggag 


atgcacatag 


tacatgagaa 


aaaaaacTQaQ 


aca t cgagga 


500 


at gt gaaaga 


ggcccaggac 


cctgaagacg 


aaat t gcggt 


gctggccttt 


550 


ctqataQaaa 


ctggaaccca 


ggt gaacgag 


ggcttccagc 


cact ggt gga 


600 


ggcactgt ct 


aatat cccca 


a acct gag at 


gagcactacg 


atggcagaga 


650 


gcagcctgt t 


ggacctgct c 


cccaaggagg 


agaaact gag 


gcact act t c 


700 


cgct acct gg 


get cact cac 


cacaccgacc 


t gcgat gaga 


aggt cgt ct g 


750 


gactgtgttc 


cgggagccca 


ttcaacttCf^ 

L — \^ ^ 1^ 


V-i CL y ^ C4 v-* ^-A 


atcptcrcrcat 


800 


tctctcagaa 


gctgt actac 


^ CL \^ 


acracacrtciao 


ca t craacraa c 


850 


aatatcaacfc 

^ Q<* ^ ^ Ita- V-H* 


ccciicicscscis 

\^ V-H* \^ \^ a. >^ CL 


orctcfcrcicrr'acT 


%^Ct ^ ^ 


a cii a w \^ u 


900 


ggccccgggt 


cggccgctgc 


cctgggccct 


gcctgccctg 


ctgggcccca 


950 


tgctggcctg 


cctgctggcc 


ggcttcctgc 


gatgatggct 


cacttctgca 


1000 


cgcagcctct 


ctgttgcctc 


agctctccaa 


gttccaggct 


tccggtcctt 


1050 


agccttccca 


ggtgggactt 


taggcatgat 


taaaatatgg 


acatattttt 


1100 



ggag 1104 

<210> 26 

<211> -312 

<212> PRT 

<213> Homo sapien 

<400> 26 
Met Arg Met Leu 
1 

Ser Ala Ser Ala 
Ser Ser Asn Tyr 
Cys Gin Lys Asp 
Ala Lys Val Asp 
Asp Lys Lys Gin 
Met Met Leu Leu 
Pro Ala Pro Tyr 



Leu Ala 
5 

Glu Ser 
20 

Pro Cys 
35 

Arg Gin 
50 

Lys Lys 
65 



Leu Leu Ala Leu Ser Ala Ala 
10 

His Trp Cys Tyr Glu Val Gin 
25 

Leu Val Pro Val Lys Trp Gly 
40 

Ser Pro lie Asn lie Val Thr 
55 



Leu Gly Arg Phe Phe 
70 



Phe Ser 



Arg Pro 
15 

Ala Glu 
30 

Gly Asn 
45 

Thr Lys 
60 

Gly Tyr 
75 



Thr Trp 
80 



Thr Val Gin Asn Asn 
85 



Ser Val 
90 



Gly His 
Gly Gly 

Gin Ala Lys Gin Leu His Leu His Trp Ser Asp 



Glu Asn 
95 



Lys Ala Ser lie Ser 
100 



Gly Leu 
105 



110 115 120 

Leu Pro Tyr Lys Gly Ser Glu His Ser Leu Asp Gly Glu His Phe 
125 130 135 

Ala Met Glu Met His lie Val His Glu Lys Glu Lys Gly Thr Ser 
140 145 150 

Arg Asn Val Lys Glu Ala Gin Asp Pro Glu Asp Glu lie Ala Val 
155 160 165 

Leu Ala Phe Leu Val Glu Ala Gly Thr Gin Val Asn Glu Gly Phe 

170 175 180 

Gin Pro Leu Val Glu Ala Leu Ser Asn lie Pro Lys Pro Glu Met 
185 190 195 

Ser Thr Thr Met Ala Glu Ser Ser Leu Leu Asp Leu Leu Pro Lys 
200 205 210 

Glu Glu Lys Leu Arg His Tyr Phe Arg Tyr Leu Gly Ser Leu Thr 
215 220 225 

Thr Pro Thr Cys Asp Glu Lys Val Val Trp Thr Val Phe Arg Glu 
230 235 240 

Pro lie Gin Leu His Arg Glu Gin lie Leu Ala Phe Ser Gin Lys 
245 250 255 

Leu Tyr Tyr Asp Lys Glu Gin Thr Val Ser Met Lys Asp Asn Val 
260 265 270 

Arg Pro Leu Gin Gin Leu Gly Gin Arg Thr Val lie Lys Ser Gly 
275 280 285 

Ala Pro Gly Arg Pro Leu Pro Trp Ala Leu Pro Ala Leu Leu Gly 
290 295 300 

Pro Met Leu Ala Cys Leu Leu Ala Gly Phe Leu Arg 

305 310 

<210> 27 

<211> 585 

<212> DNA 

<213> Homo sapien 

<400> 27 



tggtcatctc 


agttcttttc 


tcaccttgac 


tgcaagatga 


aactccttgt 


50 


gctagctgtg 


ctgctcacag 


tggccgccgc 


cgacagcggc 


atcagccctc 


100 


gggccgtgtg 


gcagttccgc 


aaaatgatca 


agtgcgtgat 


cccggggagt 


150 


gaccccttct 


tggaatacaa 


caactacggc 


tgctactgtg 


gcttgggggg 


200 


ctcaggcacc 


cccgtggatg 


aactggacaa 


gtgctgccag 


acacatgaca 


250 


actgctatga 


ccaggccaag 


aagctggaca 


gctgtaaatt 


tctgctggac 


300 


aacccgtaca 


cccacaccta 


ttcatactcg 


tgctctggct 


cggcaatcac 


350 
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ctgtagcagc aaaaacaaag agtgtgaggc cttcatttgc aactgcgacc 400 

gcaacgctgc catctgcttt tcaaaagctc catataacaa ggcacacaag 4 50 

aacctggaca ccaagaagta ttgtcagagt tgaatatcac ctctcaaaag 500 

catcacctct atctgcctca tctcacactg tactctccaa taaagcacct 550 

tgttgaaaga cctcaaaaaa aaaaaaaaaa aaaaa 585 

<210> 28 

<211> 148 

<212> PRT 

<213> Homo sapien 

<400> 28 

Met Lys Leu Leu Val Leu Ala Val Leu Leu Thr Val Ala Ala Ala 

15 10 15 

Asp Ser Gly lie Ser Pro Arg Ala Val Trp Gin Phe Arg Lys Met 
20 25 30 

lie Lys Cys Val lie Pro Gly Ser Asp Pro Phe Leu Glu Tyr Asn 
35 40 45 

Asn Tyr Gly Cys Tyr Cys Gly Leu Gly Gly Ser Gly Thr Pro Val 
50 55 60 

Asp Glu Leu Asp Lys Cys Cys Gin Thr His Asp Asn Cys Tyr Asp 
65 70 75 

Gin Ala Lys Lys Leu Asp Ser Cys Lys Phe Leu Leu Asp Asn Pro 
80 85 90 

Tyr Thr His Thr Tyr Ser Tyr Ser Cys Ser Gly Ser Ala lie Thr 
95 100 105 

Cys Ser Ser Lys Asn Lys Glu Cys Glu Ala Phe lie Cys Asn Cys 
110 115 120 

Asp Arg Asn Ala Ala lie Cys Phe Ser Lys Ala Pro Tyr Asn Lys 
125 130 135 

Ala His Lys Asn Leu Asp Thr Lys Lys Tyr Cys Gin Ser 
140 145 

<210> 29 

<211> 2876 

<212> DNA 

<213> Homo sapien 

<400> 29 

tgaaacctaa cccgccctgg ggaggcgcgc agcagaggct ccgattcggg 50 

gcaggtgaga ggctgacttt ctctcggtgc gtccagtgga gctctgagtt 100 

tcgaatcggc ggcggcggat tccccgcgcg cccggcgtcg gggcttccag 150 

gaggatgcgg agccccagcg cggcgtggct gctgggggcc gccatcctgc 200 

tagcagcctc tctctcctgc agtggcacca tccaaggaac caatagatcc 250 
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gaagccttat 


tggtaaggtt 


gatggcacat 


cccacgtcac 


300 


tqcraaaaaaa 


gttacagttg 


aaacagtctt 


ttctgtggat 


gagttttctg 


350 


catctgtcct 


cactggaaaa 


ctgaccactg 


tcttccttcc 


aattgtctac 


400 


acaattgt gt 


ttQtqqtQQa 


tttgccaagt 


aacggcat gg 


CCCtQtQQat 


450 


ctttcttttc 


cgaactaaga 


agaagcaccc 


tgct gtgat t 


tacatggcca 


500 


atctggcctt 


ggctgacctc 


ctctctgtca 


t ctggttccc 


cttgaagatt 


550 


gcctatcaca 


tacatggcaa 


caactggatt 


tatggggaag 


ct ct ttgt aa 


600 


tgtgcttatt 


ggctttttct 


at ggcaacat 


gt actgt t cc 


at tct ct tea 


650 


tgacctgcct 


cagtgtgcag 


aggtattggg 


tcatcgtgaa 


cccc 3.t on on 

V.^ V-^ I— ^ ^ ^ ^ 


700 


cact ccagga 


agaaggcaaa 


cattgccatt 


aacat ct ccc 


t aacaata t a 


750 


gctgctgat t 


ctgctggtca 


ccatcccttt 

V.^ \^ ^ W W 


crt a t" otT'crt" cr 


u a w a ^ a w w ci 


800 


tct teat tec 


t gccct gaac 


atcacgacct 


Cftcatcratcit 


tttocctaaa 

^ O Vw 1— ^ V-4 


850 


cagct cttgg 


t gggagacat 


gtt caat tac 


ttcctctctc 


t aaccat t aa 


900 


ggtctttctg 


tt cccagcct 


tcctcacagc 


ct ct gcct a t 


gtgctgatga 


950 


tcagaatgct 


gcgatcttct 


gccatggatg 


aaaactcaaa 

ti* \^ %^ ^ 


aaaaaaaaaa 

^ u. CA ^ d d a ^ 


1000 


aagagggcca 


t caaact cat 


tcrt cactcrt c 


V--» ^ ^ Ci 1^ ^ ^ 


acctaatpta 

d W w I— d ^ ^ ^9 


1050 


ct t cact cct 


agt aacctt c 


tact tot aat 


acattatttt 


ctaattaaaa 


1100 


%J \^ ^ ^ ^ \^ \^ 


oacrrr'atcrtr' 

U d ^4 Vur Ct I— V-J 




Cl w CI I. L. U ^ d. 




-L -L ^ Wf 


t ctaccctta 


acagctgcat 


cgaccccttt 


gt ct at tact 


ttatttcaca 


1200 


t gatt t cagg 


gatcatgcaa 


agaacgct ct 


cctttgccga 


3gtgtccgca 


1250 


ctgtaaagca 


gat gcaagt a 


tccctcacct 


caaagaaaca 


ctccaggaaa 


1300 


tccagctctt 


actcttcaag 


tt caaccact 


gt t aagacct 


cct at t gag t 


1350 


tttccaggtc 


ctcaaat aaa 


aattgcacag 


taggat gt gg 


aacct gt t t a 


1400 


atgttatgag 


gacgtgt ctg 


ttatttccta 


atcaaaaagg 


tct caeca ca 


1450 


taccatgtgg 


atgcagcacc 


tctcaggatt 


act aoaaact 


cecet gt t t g 


1500 


cat gagaaaa 


gtagt ccccc 


aaattaacat 


cagtgtctgt 


ttcaaaatct 


1550 


ctctactcag 


atgaccccag 


aaactgaacc 


aacagaagca 


gaettttcag 


1600 


aagatggtga 


agacagaaac 


ccagtaactt 


gcaaaaagta 


gacttggtgt 


1650 


gaagactcac 


ttctcagctg 


aaattatata 


tatacacata 


tatatatttt 


1700 


acatctggga 


tcatgataga 


cttgttaggg 


cttcaaggcc 


cteagagatg 


1750 
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atcagtccaa 


ctgaacgacc 


ttacaaatga 


ggaaaccaag 


ataaatgagc 


1800 


tgccagaatc 


aggtttccaa 


tcaacagcag 


tgagttggga 


ttggacagta 


1850 


gaatttcaat 


gtccagtgag 


tgaggttctt 


gtaccacttc 


atcaaaatca 


1900 


tggatcttgg 


ctgggtgcgg 


tgcctcatgc 


ctgtaatcct 


agcactttgg 


1950 


gaggctgagg 


caggcaatca 


cttgaggtca 


ggagttcgag 


accagcctgg 


2000 


ccatcatggc 


gaaacctcat 


ctctactaaa 


aatacaaaag 


ttaaccaggt 


2050 


gtgtggtgca 


cgtttgtaat 


cccagttact 


caggaggctg 


aggcacaaga 


2100 


attgagtatc 


actttaactc 


aggaggcaga 


ggttgcagtg 


agccgagatt 


2150 


gcaccactgc 


actccagctt 


gggtgataaa 


ataaaataaa 


atagtcgtga 


2200 


atcttgttca 


aaatgcagat 


tcctcagatt 


caataatgag 


agctcagact 


2250 


gggaacaggg 


cccaggaatc 


tgtgtggtac 


aaacctgcat 


ggtgtttatg 


2300 


cacacagaga 


tttgagaacc 


attgttctga 


atgctgcttc 


catttgacaa 


2350 


agtgccgtga 


taatttttga 


aaagagaagc 


aaacaatggt 


gtctctttta 


2400 


tgttcagctt 


ataatgaaat 


ctgtttgttg 


acttattagg 


actttgaatt 


2450 


atttctttat 


taaccctctg 


agtttttgta 


tgtattatta 


ttaaagaaaa 


2500 


atgcaatcag 


gattttaaac 


atgtaaatac 


aaattttgta 


taacttttga 


2550 


tgacttcagt 


gaaattttca 


ggtagtctga 


gtaatagatt 


gttttgccac 


2600 


ttagaatagc 


atttgccact 


tagtatttta 


aaaaataatt 


gttggagtat 


2650 


ttattgtcag 


ttttgttcac 


ttgttatcta 


atacaaaatt 


ataaagcctt 


2700 


cagagggrtt 


ggaccacatc 


tctttggaaa 


atagtttgca 


acatatttaa 


2750 


gagatacttg 


atgccaaaat 


gactttatac 


aacgattgta 


tttgtgactt 


2800 


ttaaaaataa 


ttattttatt 


gtgtaattga 


tttataaata 


acaaaatttt 


2850 


ttttacaact 


taaaaaaaaa 


aaaaaa 2876 







<210> 30 

<211> 397 

<212> PRT 

<213> Homo sapien 

<400> 30 

Met Arg Ser Pro Ser Ala Ala Trp Leu Leu Gly Ala Ala lie Leu 
15 10 15 

Leu Ala Ala Ser Leu Ser Cys Ser Gly Thr lie Gin Gly Thr Asn 

20 25 30 

Arg Ser Ser Lys Gly Arg Ser Leu lie Gly Lys Val Asp Gly Thr 
35 40 45 
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Ser His Val 
Val Asp Glu 
Val Phe Leu 
Pro Ser Asn 
Lys Lys His 
Asp Leu Leu 
He His Gly 
Leu He Gly 
Met Thr Cys 
Met Gly His 
Leu Ala He 
Val Val Lys 
Cys His Asp 
Asn Tyr Phe 
Phe Leu Thr 
Ser Ser Ala 
He Lys Leu 
Thr Pro Ser 
Ser Gin Gly 
Cys Leu Ser 
Phe Val Ser 



Thr Gly Lys 
50 

Phe Ser Ala 
65 

Pro He Val 

80 

Gly Met Ala 
95 

Pro Ala Val 
110 

Ser Val He 
125 

Asn Asn Trp 
140 

Phe Phe Tyr 
155 

Leu Ser Val 
170 

Ser Arg Lys 
185 

Trp Leu Leu 
200 

Gin Thr He 

215 

Val Leu Pro 
230 

Leu Ser Leu 
245 

Ala Ser Ala 
260 

Met Asp Glu 
275 

He Val Thr 
290 

Asn Leu Leu 
305 

Gin Ser His 
320 

Thr Leu Asn 
335 

His Asp Phe 



Gly Val Thr 
Ser Val Leu 
Tyr Thr He 
Leu Trp Val 
He Tyr Met 
Trp Phe Pro 
He Tyr Gly 
Gly Asn Met 
Gin Arg Tyr 
Lys Ala Asn 
He Leu Leu 
Phe He Pro 
Glu Gin Leu 
Ala He Gly 
Tyr Val Leu 
Asn Ser Glu 
Val Leu Ala 
Leu Val Val 
Val Tyr Ala 
Ser Cys He 
Arg Asp His 



Val Glu Thr 
55 

Thr Gly Lys 
70 

Val Phe Val 
85 

Phe Leu Phe 
100 

Ala Asn Leu 
115 

Leu Lys He 
130 

Glu Ala Leu 
145 

Tyr Cys Ser 
160 

Trp Val He 
175 

He Ala He 
190 

Val Thr He 
205 

Ala Leu Asn 

220 

Leu Val Gly 
235 

Val Phe Leu 
250 

Met He Arg 
265 

Lys Lys Arg 
280 

Met Tyr Leu 
295 

His Tyr Phe 
310 

Leu Tyr He 
325 

Asp Pro Phe 
340 

Ala Lys Asn 



Val Phe Ser 
60 

Leu Thr Thr 
75 

Val Gly Leu 
90 

Arg Thr Lys 
105 

Ala Leu Ala 
120 

Ala Tyr His 
135 

Cys Asn Val 
150 

He Leu Phe 
165 

Val Asn Pro 
180 

Gly He Ser 
195 

Pro Leu Tyr 
210 

He Thr Thr 
225 

Asp Met Phe 
240 

Phe Pro Ala 
255 

Met Leu Arg 
270 

Lys Arg Ala * 
285 

He Cys Phe 
300 

Leu He Lys 
315 

Val Ala Leu 
330 

Val Tyr Tyr 
345 

Ala Leu Leu 
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350 355 360 

Cys Arg Ser Val Arg Thr Val Lys Gin Met Gin Val Ser Leu Thr 
365 370 375 

Ser Lys Lys His Ser Arg Lys Ser Ser Ser Tyr Ser Ser Ser Ser 
380 385 390 

Thr Thr Val Lys Thr Ser Tyr 
395 

<210> 31 

<211> 3279 

<212> DNA 

<213> Homo sapien 

<400> 31 



ccggctcgaa 


gcgcaacgag 


gaagcgt t t g 


cggt gat ccc 


ggcgact gcg 


OU 


-f- /-» /-<r/-» +- ^ s 4- /~r 

CLygCLcla.t.y 


^ ^ 

CyytacCyyC 


uagcguggcL. 


t ct gcacccc 


gcactgccca 


inn 
i U U 


gcaccuTiccg 


ji-ii /«-^ — \ 4— 

Cucagt ccTic 


ggcgcccgcc 


tgccgcct cc 


ggagcgcctg 


1 oU 




aaaaooogaC 


uLacagcaaa 


atgaataatc 


cagccat caa 




ydydciuciyyci 


datCdCaCt-o, 


ccaagucucc 


ugaagacaag 


cgagaatatc 


o c; n 


^ 4" ""^ r"^ — ^ 

yagyyCLaya. 


gctggccaat 


ggtatcaaag 


uac ur^cc uar. 


gagtgatccc 


"3 n n 


a^oct^yyci L. ci 


3 f-r +- ja +- 

cty L-L^d UL^dyL' 


A ^ <^"f~'}~/~Tia 
ctyL^dOL Lydt_ 


y uyv^dodLdy 


/~r 4~ +* 3 4- 4" ft 4- 

yt-UCdX-uyLC 


J 3 u 


rTrr^^l" +■ r^r^a 
yycLUOOL-^^d 


ddL,du L.yL'L.y 


yoL. uddy L.od 


-1- -t- -h +- rr rr a a 
c L L. uy uydd 


<^ia4~a"H<^/^4~+'4~ 
.CdL.dL.yCL.L.L. 


fl u u 


■t~i~"t~i~rrrTn^^5r' 

^ I— u> >j u cL a ^ 


aci ciu CI CI CI U- ci 


v_ v_ i_d.cidyddd 


d L.ydd udv^dy 




r* J 


ay uyciyv^ci 


^ciyydcty l. l.^^ 


dddi.y^\^i.. I. L. 


dL< L.dy L.yydy 


dy^d i.dC'Odd 


^ u u 


ttactatttt 


gatgtttctc 


atgaacacct 


agaaggtgcc 


ctagacaggt 


550 


ttgcacagtt 


ttttctgtgc 


cccttgttcg 


atgaaagttg 


caaagacaga 


600 


gaggtgaatg 


cagttgattc 


agaacatgag 


aagaatgtga 


tgaatgatgc 


650 


ctggagactc 


tttcaattgg 


aaaaagctac 


agggaatcct 


aaacacccct 


700 


tcagtaaatt 


tgggacaggt 


aacaaatata 


ctctggagac 


tagaccaaac 


750 


caagaaggca 


ttgatgtaag 


acaagagcta 


ctgaaattcc 


attctgctta 


800 


ctattcatcc 


aacttaatgg 


ctgtttgtgt 


tt taggtcga 


gaatctttag 


850 


atgacttgac 


taatctggtg 


gtaaagttat 


tttctgaagt 


agagaacaaa 


900 


aatgttccat 


tgccagaatt 


tcctgaacac 


cctttccaag 


aagaacatct 


950 


taaacaactt 


tacaaaatag 


tacccattaa 


agatattagg 


aatctctatg 


1000 


tgacatttcc 


catacctgac 


cttcagaaat 


actacaaatc 


aaatcctggt 


1050 


cattatcttg 


gtcatctcat 


tgggcatgaa 


ggtcctggaa 


gtctgttatc 


1100 
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agaacttaag 


tcaaagggct 


gggttaatac 


tcttgttggt 


gggcagaagg 


1150 


aaggagcccg 


aggttttatg 


ttttttatca 


ttaatgtgga 


cttgaccgag 


1200 


gaaggattat 


tacatgttga 


agatataatt 


ttgcacatgt 


ttcaatacat 


1250 


tcagaagtta 


cgtgcagaag 


gacctcaaga 


atgggttttc 


caagagtgca 


1300 


aggacttgaa 


tgctgttgct 


tttaggttta 


aagacaaaga 


gaggccacgg 


1350 


ggctatacat 


ctaagattgc 


aggaatattg 


cattattatc 


ccctagaaga 


1400 


ggtgctcaca 


gcggaatatt 


tactggaaga 


atttagacct 


gacttaatag 


1450 


agatggttct 


cgataaactc 


agaccagaaa 


atgtccgggt 


tgccatagtt 


1500 


tctaaatctt 


ttgaaggaaa 


aactgatcgc 


acagaagagt 


ggtatggaac 


1550 


ccagtacaaa 


caagaagcta 


taccggatga 


agtcatcaag 


aaatggcaaa 


1600 


atgctgacct 


gaatgggaaa 


tttaaacttc 


ctacaaagaa 


tgaatttatt 


1650 


cctacgaatt 


ttgagatttt 


accgttagaa 


aaagaggcga 


caccataccc 


1700 


tgctcttatt 


aaggatacag 


tcatgagcaa 


actttggttc 


aaacaagatg 


1750 


ataagaaaaa 


aaagccgaag 


gcttgtctca 


actttgaatt 


tttcagccca 


1800 


tttgcttatg 


tggacccctt 


gcactgtaac 


atggcctatt 


tgtaccttga 


1850 


gctcctcaaa 


gactcactca 


acgagtatgc 


atatgcagca 


gagctagcag 


1900 


gcttgagcta 


tgatctccaa 


aataccatct 


atgggatgta 


tctttcagtg 


1950 


aaaggttaca 


atgacaagca 


gccaatttta 


ctaaagaaga 


ttattgagaa 


2000 


aatggctacc 


tttgagattg 


atgaaaaaag 


atttgaaatt 


atcaaagaag 


2050 


catatatgcg 


atctcttaac 


aatttccggg 


ctgaacagcc 


tcaccagcat 


2100 


gccatgtact 


acctccgctt 


gctgatgact 


gaagtggcct 


ggactaaaga 


2150 


tgagttaaaa 


gaagctctgg 


atgatgtaac 


ccttcctcgc 


cttaaggcct 


2200 


tcatacctca 


gctcctgtca 


cggctgcaca 


ttgaagccct 


tctccatgga 


2250 


aacataacaa 


agcaggctgc 


attaggaatt 


atgcagatgg 


ttgaagacac 


2300 


cctcattgaa 


catgctcata 


ccaaacctct 


ccttccaagt 


cagctggttc 


2350 


ggtatagaga 


agttcagctc 


cctgacagag 


gatggtttgt 


ttatcagcag 


2400 


agaaatgaag 


ttcacaataa 


ctgtggcatc 


gagatatact 


accaaacaga 


2450 


catgcaaagc 


acctcagaga 


atatgtttct 


ggagctcttc 


tgtcagatta 


2500 


tctcggaacc 


ttgcttcaac 


accctgcgca 


ccaaggagca 


gttgggctat 


2550 


atcgtcttca 


gcgggccacg 


tcgagctaat 


ggcatacaga 


gcttgagatt 


2600 


catcatccag 


tcagaaaagc 


cacctcacta 


cctagaaagc 


agagtggaag 


2650 
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ctttcttaat 


t accatcrcraa 


aacrtccatacf 

O d l» GL \^ GiK4 


acicracataac 


agaagaggcc 


2700 


tt ccaaaaac 


acat t caggc 


at t age a at t 


cgt cgactag 


acaaaccaaa 


2750 


gaagctatct 


gctgagtgtg 


ct aaat act g 


gggagaaat c 


atctcccagc 


2800 


aatataattt 


tgacagagat 


aacactgagg 


ttgcatattt 


aaagacact t 


2850 


accaaggaag 


at at cat ca a 


at t ct acaag 


gaaatgt t gg 


cagt agat gc 


2900 


t ccaaggaga 


cataaggtat 


ccgt ccatgt 


tcttgccagg 


aaaatacratt 

wl V- \A \^ ^ ^ 


2950 


cttgtcctgt 


tgttggagag 


t tcccatgtc 


aaaatgacat 


aaatttgtca 


3000 


caagcaccag 


ccttgccaca 


acctgaagtg 


attcaaaaca 


t cracccraat t 


3050 


caagcgtggt 


ctgccactgt 


ttccccttgt 


gaaaccacat 


attaacttca 


3100 


tggctgcaaa 


actctgaaga 


ttccccatgc 


atgggaaagt 


gcaagtggat 


3150 


gcattcctga 


gtcttccaga 


gcctaagaaa 


atcatcttgg 


ccactttaat 


3200 


agtttctgat 


tcactattag 


agaaacaaac 


aaaaaattgt 


caaatgtcat 


3250" 



tatgtagaaa tattataaat c 

<210> 32 

<211> 1019 

<212> PRT 

<213> Homo sapien 

<400> 32 
Met Arg Tyr Arg Leu Ala 

1 5 

Thr Phe Arg Ser Val Leu 
20 

Leu Cys Gly Phe Gin Lys 
35 

Ala lie Lys Arg lie Gly 
50 

Lys Arg Glu Tyr Arg Gly 
65 

Leu Leu Met Ser Asp Pro 
80 

Asp Val His lie Gly Ser 
95 

Leu Ser His Phe Cys Glu 
110 

Tyr Pro Lys Glu Asn Glu 
125 

Gly Ser Ser Asn Ala Phe 



caaagtaa 3279 



Trp Leu Leu His Pro Ala Leu Pro Ser 

10 15 

Gly Ala Arg Leu Pro Pro Pro Glu Arg 
25 30 

Lys Thr Tyr Ser Lys Met Asn Asn Pro 
40 45 

Asn His lie Thr Lys Ser Pro Glu Asp 
55 60 

Leu Glu Leu Ala Asn Gly lie Lys Val 
70 75 

Thr Thr Asp Lys Ser Ser Ala Ala Leu 
85 90 

Leu Ser Asp Pro Pro Asn lie Ala Gly 
100 105 

His Met Leu Phe Leu Gly Thr Lys Lys 
115 120 

Tyr Ser Gin Phe Leu Ser Glu His Ala 
130 135 

Thr Ser Gly Glu His Thr Asn Tyr Tyr 
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140 145 150 

Phe Asp Val Ser His Glu His Leu Glu Gly Ala Leu Asp Arg Phe 

155 160 165 

Ala Gin Phe Phe Leu Cys Pro Leu Phe Asp Glu Ser Cys Lys Asp 

170 175 180 

Arg Glu Val Asn Ala Val Asp Ser Glu His Glu Lys Asn Val Met 

185 190 195 

Asn Asp Ala Trp Arg Leu Phe Gin Leu Glu Lys Ala Thr Gly Asn 

200 205 210 

Pro Lys His Pro Phe Ser Lys Phe Gly Thr Gly Asn Lys Tyr Thr 

215 220 225 

Leu Glu Thr Arg Pro Asn Gin Glu Gly lie Asp Val Arg Gin Glu 

230 235 240 

Leu Leu Lys Phe His Ser Ala Tyr Tyr Ser Ser Asn Leu Met Ala 

245 250 255 

Val Cys Val Leu Gly Arg Glu Ser Leu Asp Asp Leu Thr Asn Leu 

260 265 270 

Val Val Lys Leu Phe Ser Glu Val Glu Asn Lys Asn Val Pro Leu 

275 280 285 

Pro Glu Phe Pro Glu His Pro Phe Gin Glu Glu His Leu Lys Gin 

290 295 300 

Leu Tyr Lys lie Val Pro lie Lys Asp lie Arg Asn Leu Tyr Val 

305 310 315 

Thr Phe Pro lie Pro Asp Leu Gin Lys Tyr Tyr Lys Ser Asn Pro 

320 325 330 

Gly His Tyr Leu Gly His Leu lie Gly His Glu Gly Pro Gly Ser 

335 340 345 

Leu Leu Ser Glu Leu Lys Ser Lys Gly Trp Val Asn Thr Leu Val 

350 355 360 

Gly Gly Gin Lys Glu Gly Ala Arg Gly Phe Met Phe Phe lie lie 

365 370 375 

Asn Val Asp Leu Thr Glu Glu Gly Leu Leu His Val Glu Asp lie 

380 385 390 

lie Leu His Met Phe Gin Tyr lie Gin Lys Leu Arg Ala Glu Gly 

395 400 405 

Pro Gin Glu Trp Val Phe Gin Glu Cys Lys Asp Leu Asn Ala Val 

410 415 420 

Ala Phe Arg Phe Lys Asp Lys Glu Arg Pro Arg Gly Tyr Thr Ser 

425 430 435 

Lys lie Ala Gly lie Leu His Tyr Tyr Pro Leu Glu Glu Val Leu 

440 445 450 
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Thr Ala Glu Tyr Leu Leu Glu Glu Phe Arg Pro Asp Leu lie Glu 

455 460 465 

Met Val Leu Asp Lys Leu Arg Pro Glu Asn Val Arg Val Ala lie 

470 475 480 

Val Ser Lys Ser Phe Glu Gly Lys Thr Asp Arg Thr Glu Glu Trp 

485 490 495 

Tyr Gly Thr Gin Tyr Lys Gin Glu Ala lie Pro Asp Glu Val lie 

500 505 510 

Lys Lys Trp Gin Asn Ala Asp Leu Asn Gly Lys Phe Lys Leu Pro 

515 520 525 

Thr Lys Asn Glu Phe lie Pro Thr Asn Phe Glu lie Leu Pro Leu 

530 535 540 

Glu Lys Glu Ala Thr Pro Tyr Pro Ala Leu lie Lys Asp Thr Val 

545 550 555 

Met Ser Lys Leu Trp Phe Lys Gin Asp Asp Lys Lys Lys Lys Pro 

560 565 570 

Lys Ala Cys Leu Asn Phe Glu Phe Phe Ser Pro Phe Ala Tyr Val 

575 580 585 

Asp Pro Leu His Cys Asn Met Ala Tyr Leu Tyr Leu Glu Leu Leu 

590 595 600 

Lys Asp Ser Leu Asn Glu Tyr Ala Tyr Ala Ala Glu Leu Ala Gly 

605 610 615 

Leu Ser Tyr Asp Leu Gin Asn Thr lie Tyr Gly Met Tyr Leu Ser 

620 625 630 

Val Lys Gly Tyr Asn Asp Lys Gin Pro lie Leu Leu Lys Lys lie 

635 640 645 

lie Glu Lys Met Ala Thr Phe Glu lie Asp Glu Lys Arg Phe Glu 

650 655 660 

lie lie Lys Glu Ala Tyr Met Arg Ser Leu Asn Asn Phe Arg Ala 

665 670 675 

Glu Gin Pro His Gin His Ala Met Tyr Tyr Leu Arg Leu Leu Met 

680 685 690 

Thr Glu Val Ala Trp Thr Lys Asp Glu Leu Lys Glu Ala Leu Asp 

695 700 705 

Asp Val Thr Leu Pro Arg Leu Lys Ala Phe lie Pro Gin Leu Leu 

710 715 720 

Ser Arg Leu His lie Glu Ala Leu Leu His Gly Asn lie Thr Lys 

725 730 735 

Gin Ala Ala Leu Gly lie Met Gin Met Val Glu Asp Thr Leu lie 

740 745 750 
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Glu His Ala His Thr Lys Pro Leu Leu Pro Ser Gin Leu Val Arg 

755 760 765 

Tyr Arg Glu Val Gin Leu Pro Asp Arg Gly Trp Phe Val Tyr Gin 

770 775 780 

Gin Arg Asn Glu Val His Asn Asn Cys Gly lie Glu lie Tyr Tyr 

785 790 795 

Gin Thr Asp Met Gin Ser Thr Ser Glu Asn Met Phe Leu Glu Leu 

800 805 810 

Phe Cys Gin lie lie Ser Glu Pro Cys Phe Asn Thr Leu Arg Thr 

815 820 825 

Lys Glu Gin Leu Gly Tyr lie Val Phe Ser Gly Pro Arg Arg Ala 

830 835 840 

Asn Gly lie Gin Ser Leu Arg Phe lie lie Gin Ser Glu Lys Pro 

845 850 855 

Pro His Tyr Leu Glu Ser Arg Val Glu Ala Phe Leu lie Thr Met 

860 865 870 

Glu Lys Ser lie Glu Asp Met Thr Glu Glu Ala Phe Gin Lys His 

875 880 885 

lie Gin Ala Leu Ala lie Arg Arg Leu Asp Lys Pro Lys Lys Leu 

890 895 900 

Ser Ala Glu Cys Ala Lys Tyr Trp Gly Glu lie lie Ser Gin Gin 

905 910 915 

Tyr Asn Phe Asp Arg Asp Asn Thr Glu Val Ala Tyr Leu Lys Thr 

920 925 930 

Leu Thr Lys Glu Asp lie lie Lys Phe Tyr Lys Glu Met Leu Ala 

935 940 945 

Val Asp Ala Pro Arg Arg His Lys Val Ser Val His Val Leu Ala 

950 955 960 

Arg Glu Met Asp Ser Cys Pro Val Val Gly Glu Phe Pro Cys Gin 

965 970 975 

Asn Asp lie Asn Leu Ser Gin Ala Pro Ala Leu Pro Gin Pro Glu 

980 985 990 

Val lie Gin Asn Met Thr Glu Phe Lys Arg Gly Leu Pro Leu Phe 

995 1000 1005 

Pro Leu Val Lys Pro His lie Asn Phe Met Ala Ala Lys Leu 

1010 1015 

<210> 33 

<211> 3624 

<212> DNA 

<213> Homo sapien 

<400> 33 

cagggagcct gggctggaag aggcagcaaa agggaaaatc agaagagtgg 50 
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gtggaggagt 
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cttcactata 
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gat t t at acc 


t acat tggga 


at at aat aat 
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y ci a V L. L>\^^ci(— 




ft SO 


acrctcrctcTcir* 




ri^^p^rrp1~rTP 






QOO 

Z> \J \J 


ccraaat acaa 


ctaaptatap 


d L- w l_ d d 


^d L-^OCl^ L.d L. 


f"" r"" ^ n Pi rr /t^*t^4 
^wdydy L.yyd 


QSO 


tggcatggac 


^ \^ ' V-* OA 


acttcaaaap 


tatapaaa rrt 


yv^dd^yy^dy 


1000 


t gattgggt t 


ctcggaggag 


gagattcgac 


aarT't"np1~^^rr;=) 


rrrr1~p^pp^1~pp 

y y L. y d d l> ^ ^ 


1050 


atggt get aa 


agctggggaa 


cgtgttggtg 


actaataaat 


't.CCSCICIClCLS.CI 

\_r C& ^ U CL 


1100 


tgggat acca 


gcaagt ggca 


tccgtgatgg 


aaaaaat at t 


f-rfrrriaaatta 


1150 


gggagat ggt 


gggct t gaat 


tcaaaaaaaa 

Smm V-^ %JA \^ %J*. IJA U wA. U 


^ d a» \^ Up ^ CI ^ \^ 


tttataptpa 


1200 


aaaaccataa 


aaacagccaa 


ggaaaaggt g 


gt cact gcac 


t aaat at t a t 


1250 


gcaggct cag 


tat get cggg 


acgccctggc 


taagaacatc 


tacaacpacc 

V— G*. ^ V-^ ^-H V-* 


1300 


t ctttgactg 


gat agt gaat 


cgaatcaatg 


aaaacatcaa 

\M Vsi-» C4 Q 


aataaapatp 


1350 


ggggaaaaga 


agaaggtaat 


gggagtcctt 


gatatctacg 


gttttgagat 


1400 


attagaggat 


aatagctttg 


agcaatttgt 


gatcaactac 


tgcaatgaga 


1450 


agctgcagca 


ggtgttcata 


gagatgaccc 


tgaaagaaga 


gcaagaggaa 


1500 


tataagagag 


aaggcatacc 


gtggacaaag 


gtggactact 


ttgataatgg 


1550 
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catcatttgt 


aagctcattg 


agcataatca 


gcgaggtatc 


ctggccatgt 


1600 


tggatgagga 


gtgcctgcgg 


cctggggtgg 


tcagtgactc 


cactttccta 


1650 


gcaaagctga 


accagctctt 


ctccaagcat 


ggccactacg 


agagcaaagt 


1700 


cacccagaat 


gcccagcgtc 


agtatgacca 


caccatgggc 


ctcagctgct 


1750 


tccgcatctg 


ccactatgcg 


ggcaaggtga 


catacaacgt 


gaccagcttt 


1800 


attgacaaga 


ataatgacct 


actcttccga 


gacctgttgc 


aggccatgtg 


1850 


gaaggcccag 


caccccctcc 


ttcggtcctt 


gtttcctgag 


ggcaatccta 


1900 


agcaggcatc 


tctcaaacgc 


cccccgactg 


ctggggccca 


gttcaagagt 


1950 


tctgtggcca 


tcctcatgaa 


gaatctgtat 


tccaagagcc 


ccaactacat 


2000 


caggtgcata 


aagcccaatg 


agcatcagca 


gcgaggtcag 


ttctcttcag 


2050 


acctggtggc 


aacccaggct 


cggtacctgg 


gactgctgga 


gaacgtacgg 


2100 


gtgcgacggg 


caggctatgc 


ccaccgccag 


ggttatgggc 


ccttcctgga 


2150 


aaggtaccga 


ttgctgagcc 


ggagcacctg 


gcctcactgg 


aatgggggag 


2200 


accgggaagg 


tgttgagaag 


gtcctggggg 


agctgagcat 


gtcctcgggg 


2250 


gagctggcct 


ttggcaagac 


aaagatcttc 


attagaagcc 


ccaagactct 


2300 


tttctacctc 


gaagaacaga 


ggcgcctgag 


actccagcag 


ctggccacac 


2350 


tcatacagaa 


gatttaccga 


ggctggcgct 


gccgcaccca 


ctaccaactg 


2400 


atgcgaaaga 


gtcagatcct 


catctcctct 


tggtttcggg 


gaaacatgca 


2450 


aaagaaatgc 


tatgggaaga 


taaaggcatc 


cgtgttattg 


atccaggctt 


2500 


ttgtgagagg 


gtggaaggcc 


cgaaagaatt 


atcgcaaata 


tt-tccggtca 


2550 


gaggctgccc 


tcaccttggc 


agatttcatc 


tacaagagca 


tggtacagaa 


2600 


attcctactg 


gggctgaaga 


acaatttgcc 


atccacaaac 


gtcttagaca 


2650 


agacatggcc 


agccgccccc 


tacaagtgcc 


t cagcacagc 


aaatcaggag 


2700 


ctgcagcagc 


tcttctacca 


gtggaagtgc 


aagaggttcc 


gggatcagct 


2750 


gtccccgaag 


caggtagaga 


tcctgaggga 


aaagctctgt 


gccagtgaac 


2800 


tgttcaaggg 


caagaaggct 


tcatatcccc 


agagtgtccc 


cattccattc 


2850 


tgtggtgact 


acattgggct 


gcaagggaac 


cccaagctgc 


agaagctgaa 


2900 


aggcggggag 


gaggggcctg 


ttctgatggc 


agaggccgtg 


aagaaggtca 


2950 


atcgtggcaa 


tggcaagact 


tcttctcgga 


ttctcctcct 


gaccaagggc 


3000 


catgtgattc 


tcacagacac 


caagaagtcc 


caggccaaaa 


ttgtcattgg 


3050 


gctagacaat 


gtggctgggg 


tgtcagtcac 


cagcctcaag 


gatgggctct 


3100 
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ttagcttgca tctgagtgag atgtcatcgg tgggctccaa gggggacttc 3150 

ctgctggtca gcgagcatgt gattgaactg ctgaccaaaa tgtaccgggc 3200 

tgtgctggat gccacgcaga ggcagcttac agtcaccgtg actgagaagt 3250 

tctcagtgag gttcaaggag aacagtgtgg ctgtcaaggt cgtccagggc 3300 

cctgcaggtg gtgacaacag caagctacgc tacaaaaaaa aggggagtca 3350 

ttgcttggag gtgactgtgc agtgaggagg gggcaccatg cagagatggc 3400 

agttgcttcc tcctgaacca gcactaatcc ccctctgccc tcctgtgtgg 3450 

gaggatctct aacccctctg atcgtggcgc atggcttggg gattaaacta 3500 

cccttgaaga ggacccttgt cccaaaccct tcttgttctc tcctccaaaa 3550 

gtagcttcct ccaacccgca gcctctctgc acactaataa aacatgtggc 3600 

ttggaaaggt tcaaaaaaaa aaaa 3624 

<210> 34 

<211> 1043 

<212> PRT 

<213> Homo sapien 

<400> 34 

Met Pro Leu Leu Glu Gly Ser Val Gly Val Glu Asp Leu Val Leu 
15 10 15 

Leu Glu Pro Leu Val Glu Glu Ser Leu Leu Lys Asn Leu Gin Leu 
20 25 30 

Arg Tyr Glu Asn Lys Glu lie Tyr Thr Tyr lie Gly Asn Val Val 
35 40 , 45 

lie Ser Val Asn Pro Tyr Gin Gin Leu Pro lie Tyr Gly Pro Glu 

50 55 60 

Phe lie Ala Lys Tyr Gin Asp Tyr Thr Phe Tyr Glu Leu Lys Pro 
65 70 75 

His lie Tyr Ala Leu Ala Asn Val Ala Tyr Gin Ser Leu Arg Asp 
80 85 90 

Arg Asp Arg Asp Gin Cys lie Leu lie Thr Gly Glu Ser Gly Ser 
95 100 105 

Gly Lys Thr Glu Ala Ser Lys Leu Val Met Ser Tyr Val Ala Ala 
110 115 120 

Val Cys Gly Lys Gly Glu Gin Val Asn Ser Val Lys Glu Gin Leu 
125 130 135 

Leu Gin Ser Asn Pro Val Leu Glu Ala Phe Gly Asn Ala Lys Thr 
140 145 150 

lie Arg Asn Asn Asn Ser Ser Arg Phe Gly Lys Tyr Met Asp lie 
155 160 165 
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Glu Phe Asp Phe Lys Gly Ser Pro Leu Gly Gly Val lie Thr Asn 
170 175 180 

Tyr Leu Leu Glu Lys Ser Arg Leu Val Lys Gin Leu Lys Gly Glu 
185 190 195 

Arg Asn Phe His lie Phe Tyr Gin Leu Leu Ala Gly Ala Asp Glu 
200 205 210 

Gin Leu Leu Lys Ala Leu Lys Leu Glu Arg Asp Thr Thr Gly Tyr 
215 220 225 

Ala Tyr Leu Asn His Glu Val Ser Arg Val Asp Gly Met Asp Asp 
230 235 240 

Ala Ser Ser Phe Arg Ala Val Gin Ser Ala Met Ala Val lie Gly 

245 250 255 

Phe Ser Glu Glu Glu lie Arg Gin Val Leu Glu Val Thr Ser Met 
260 265 270 

Val Leu Lys Leu Gly Asn Val Leu Val Ala Asp Glu Phe Gin Ala 
275 280 285 

Ser Gly lie Pro Ala Ser Gly lie Arg Asp Gly Arg Gly Val Arg 
290 295 300 

Glu lie Gly Glu Met Val Gly Leu Asn Ser Glu Glu Val Glu Arg 
305 310 315 

Ala Leu Cys Ser Arg Thr Met Glu Thr Ala Lys Glu Lys Val Val 
320 325 330 

Thr Ala Leu Asn Val Met Gin Ala Gin Tyr Ala Arg Asp Ala Leu 
335 340 345 

Ala Lys Asn lie Tyr Ser Arg Leu Phe Asp Trp lie Val Asn Arg 
350 355 360 

lie Asn Glu Ser lie Lys Val Gly lie Gly Glu Lys Lys Lys Val 
365 370 375 

Met Gly Val Leu Asp lie Tyr Gly Phe Glu lie Leu Glu Asp Asn 

380 385 390 

Ser Phe Glu Gin Phe Val lie Asn Tyr Cys Asn Glu Lys Leu Gin 
395 400 405 

Gin Val Phe lie Glu Met Thr Leu Lys Glu Glu Gin Glu Glu Tyr 
410 415 420 

Lys Arg Glu Gly lie Pro Trp Thr Lys Val Asp Tyr Phe Asp Asn 
425 430 435 

Gly lie lie Cys Lys Leu lie Glu His Asn Gin Arg Gly lie Leu 
440 445 450 



Ala Met Leu Asp Glu Glu Cys Leu Arg Pro Gly Val Val Ser Asp 
455 460 465 
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Ser Thr Phe 
His Tyr Glu 
His Thr Met 
Lys Val Thr 
Leu Leu Phe 
Pro Leu Leu 
Ser Leu Lys 
Val Ala lie 
lie Arg Cys 
Ser Ser Asp 
Glu Asn Val 
Tyr Gly Pro 
Trp Pro His 
Leu Gly Glu 
Thr Lys lie 
Glu Gin Arg 
Lys lie Tyr 
Arg Lys Ser 
Gin Lys Lys 
Gin Ala Phe 
Tyr Phe Arg 



Leu Ala Lys 
470 

Ser Lys Val 
485 

Gly Leu Ser 
500 

Tyr Asn Val 
515 

Arg Asp Leu 
530 

Arg Ser Leu 
545 

Arg Pro Pro 
560 

Leu Met Lys 

575 

lie Lys Pro 
590 

Leu Val Ala 
605 

Arg Val Arg 
620 

Phe Leu Glu 
635 

Trp Asn Gly 
650 

Leu Ser Met 
665 

Phe lie Arg 
680 

Arg Leu Arg 
695 

Arg Gly Trp 
710 

Gin lie Leu 
725 

Cys Tyr Gly 
740 

Val Arg Gly 
755 

Ser Glu Ala 



Leu Asn Gin 
Thr Gin Asn 
Cys Phe Arg 
Thr Ser Phe 
Leu Gin Ala 
Phe Pro Glu 
Thr Ala Gly 
Asn Leu Tyr 
Asn Glu His 
Thr Gin Ala 
Arg Ala Gly 
Arg Tyr Arg 
Gly Asp Arg 
Ser Ser Gly 
Ser Pro Lys 
Leu Gin Gin 
Arg Cys Arg 
lie Ser Ser 
Lys lie Lys 
Trp Lys Ala 
Ala Leu Thr 



Leu Phe Ser 
475 

Ala Gin Arg 
4 90 

lie Cys His 
505 

lie Asp Lys 
520 

Met Trp Lys 
535 

Gly Asn Pro 
550 

Ala Gin Phe 
565 

Ser Lys Ser 

580 

Gin Gin Arg 
595 

Arg Tyr Leu 
610 

Tyr Ala His 
625 

Leu Leu Ser 

640 

Glu Gly Val 
655 

Glu Leu Ala 
670 

Thr Leu Phe 
685 

Leu Ala Thr 
700 

Thr His Tyr 
715 

Trp Phe Arg 
730 

Ala Ser Val 
745 

Arg Lys Asn 
760 

Leu Ala Asp 



Lys His Gly 
480 

Gin Tyr Asp 
495 

Tyr Ala Gly 
510 

Asn Asn Asp 
525 

Ala Gin His 
540 

Lys Gin Ala 
555 

Lys Ser Ser 
570 

Pro Asn Tyr 

585 

Gly Gin Phe 
600 

Gly Leu Leu 
615 

Arg Gin Gly 
630 

Arg Ser Thr 

645 

Glu Lys Val 
660 

Phe Gly Lys 
675 

Tyr Leu Glu 
690 

Leu lie Gin 
705 

Gin Leu Met 
720 

Gly Asn Met 
735 

Leu Leu lie 
750 

Tyr Arg Lys 
765 

Phe lie Tyr 
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770 775 780 

Lys Ser Met Val Gin Lys Phe Leu Leu Gly Leu Lys Asn Asn Leu 

785 790 795 

Pro Ser Thr Asn Val Leu Asp Lys Thr Trp Pro Ala Ala Pro Tyr 

800 805 810 

Lys Cys Leu Ser Thr Ala Asn Gin Glu Leu Gin Gin Leu Phe Tyr 

815 ' 820 825 

Gin Trp Lys Cys Lys Arg Phe Arg Asp Gin Leu Ser Pro Lys Gin 

830 835 840 

Val Glu lie Leu Arg Glu Lys Leu Cys Ala Ser Glu Leu Phe Lys 

845 850 855 

Gly Lys Lys Ala Ser Tyr Pro Gin Ser Val Pro lie Pro Phe Cys 

860 865 870 

Gly Asp Tyr lie Gly Leu Gin Gly Asn Pro Lys Leu Gin Lys Leu 

875 880 885 

Lys Gly Gly Glu Glu Gly Pro Val Leu Met Ala Glu Ala Val Lys 

890 895 900 

Lys Val Asn Arg Gly Asn Gly Lys Thr Ser Ser Arg lie Leu Leu 

905 910 915 

Leu Thr Lys Gly His Val lie Leu Thr Asp Thr Lys Lys Ser Gin 

920 925 930 

Ala Lys lie Val lie Gly Leu Asp Asn Val Ala Gly Val Ser Val 

935 940 945 

Thr Ser Leu Lys Asp Gly Leu Phe Ser Leu His Leu Ser Glu Met 

950 955 960 

Ser Ser Val Gly Ser Lys Gly Asp Phe Leu Leu Val Ser Glu His 

965 970 975 

Val lie Glu Leu Leu Thr Lys Met Tyr Arg Ala Val Leu Asp Ala 

980 985 990 

Thr Gin Arg Gin Leu Thr Val Thr Val Thr Glu Lys Phe Ser Val 

995 1000 1005 

Arg Phe Lys Glu Asn Ser Val Ala Val Lys Val Val Gin Gly Pro 

1010 1015 1020 

Ala Gly Gly Asp Asn Ser Lys Leu Arg Tyr Lys Lys Lys Gly Ser 

1025 1030 1035 

His Cys Leu Glu Val Thr Val Gin 
1040 

<210> 35 

<211> 1876 

<212> DNA 

<213> Homo sapien 
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<400> 35 



era crc cat act 


ca ca a caa to 


acrctctctcfcr 


ccrcrct QCcc t 


c t crcrcf ca nt rf 


50 


gt ccat cct c 


ggactctcct 


actgggcact 


gt cgcct t t c 


tactcactac 


100 


tgact tt ct c 


aaaagacggc 


gcccaaagaa 


ct acccgccg 


^ ^ ^ y ^4 


150 


gcctgccct t 


ccttggcaac 


ttcttccttg 


taaacttcaa 


^ U ^ ^ v.' d 


200 


ctggaggttc 


agctgt t tgt 


gaagaaa tat 


gggaacctt t 


t tagct tgga 


250 


gctt ggtgac 


at at ctgcag 


ttcttattac 


taocttoccc 


ttaatcaaacr 

^ ^ CA Ca C^ d d CA u 


300 


aagccctt at 


ccacat ggac 


caaaact t t g 


^ G*. GL 


ccft ciacccc t 


350 


at gcgagaac 


atatctttaa 


oaaaaat craa 

CL a G ^ Gk. 


ttaattatat 


ca arrt rrncca 


400 


ggcstggaag 


gagcaaagaa 


cjcrttcactct 


^ d d ^ d ^ d 


d^t^dd^L. 


4 50 


Qt ttaaaaaa 

^ ^ ^ GL ^ ^ C4 


^ CA \^ CL ^ w d 


ciacfcraaccrca 


1 1 rrrf a nrr^ 


rrrrccc^ijicj^r' 
^yv^^^dd\u>d^ 


500 


ctcactcraacr 


caataaaacra 


1^ u d<^ d d M d 


CArrccttttn 


d^^^^l-^dl^t. L. 


^ .J \j 


N-«» GL CL ^ \^ Q d 


aat'Cfoarrttt 

dd L> ^ ^ I. ^ 




tto/^t'CCJ3t<^ 


d^^U L.v^^<jd^ 




aacactttaa 


Cftacpacicrat 

I- d V«> ^d ^ ^ d ^ 


sfTttrrrrtttc 




^dd*^ UL.d\^L.d 




gatgaagtca 


cat act tcr era 


crcrcttcaaao 

y \^ V- V— <• d d d y 


ac;=^trTr'c;^nc 


i_v^i^dv^ddL.\^ u 


700 


ct t'tccai'dci 


t a a "t" rr^ t 

d \^ d d ^ ^ d d d 


t" cctncctnrr 


d^^^^Cl^OCld 


dv^Uv^UOL. UV_d 


7 SO 


crcaact acraa 

C4. Up V- ^ W W4. 


aaaantoaaa 

CA CA CL ^ ^ d d d 


ttatttattt 


ctc^^t^^trr^t 


u^d^ddd^dv^ 


o yj \j 


acraaacrcra 1 1 

d a c« n ^ ci i» 


crcraat cct nc 


d^dddv-'CLa^ci 


(T^^cttt^^ttn 


dL.U^L. L.d^V^L- 


ft sn 


t aaagaaat g 


tcaaaocaca 


caacrcaatcc 


tacttcaant 


ttcc^trr^^^^o^ 


900 


aaaacct cat 


ctgcagcacc 


ct crciacc t ct 


tctttCTCCCfcr 


d d ^ ^ ^ d >^ d ^ d 


950 


acttccacaa 


ctctQcaata 


QQCt CtCTCtt 


ta1"a1"CfnrT'C 

d CA L. ^ ^ Vw* w 


tc"l~P^cccp^rf;=5 

d \^ \^ d ^ d 


1000 


aat ccaagaa 


aaagtacaag 


ct gagat t ga 


cagagtgatt 


cicrccacrcracrc 


1050 


agcagccgag 


cacagccgcc 


1^ ^A. ^ V-*- U> 


f'ncicic't' scsc^ 


caatcrctcrtc 


1100 


atccatgagg 


t gcagagaat 


gggcaacat c 


atccccctga 


acattcccaa 


1150 


aaaaataaca 


gttgatacca 


ct t t ggct gg 


gt accacct g 


V-' d d ^ U C-L 


1200 


ccat gat cct 


gaccaat t t g 


acggcgctgc 


acagggaccc 


cacagagtgg 


1250 


gccacccct g 


acaca t t caa 


t ccggaccat 


t t t ctggaga 


a tggacagt t 


1300 


taagaaaagg 


gaagccttta 


tgcctttctc 


aataggaaag 


cgggcatgcc 


1350 


tcggagaaca 


gttggccagg 


actgagctgt 


ttattttctt 


cacttccctt 


1400 


atgcaaaaat 


ttaccttcag 


gcccccaaac 


aatgagaagc 


tgagcctgaa 


1450 


gtttagaatg 


ggtatcacca 


tttccccagt 


cagtcaccgc 


ctctgcgctg 


1500 
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ttcctcaggt gtaatattgt taagaaagaa aggggcaagg aaagtaagaa 1550 

gacatggcac gtgttctgaa accactggtg tctgctcaga tgtgttggga 1600 

caaaatgaaa gtgactttca agaaagatca gaggaatttg actcagagaa 1650 

aactagatcc aaatcccagc tctactgtct cgtccgaatt agccttggga 1700 

aaatcattta tatgctaaat aatttacctt tttatctagg agatgaaaag 1750 

aggataatgt ttccttccat aaagaaagtt cttgtaagaa tcaaaagaaa 1800 

tggtgagctt taagtggttt gtaaaccata aaacacatca taaaagttct 1850 

atctataaaa aaaaaaaaaa aaaaaa 1876 

<210> 36 

<211> 502 

<212> PRT 

<213> Homo sapien 

<400> 36 

Met Leu Ala Ala Met Gly Ser Leu Ala Ala Ala Leu Trp Ala Val 
15 10 15 

Val His Pro Arg Thr Leu Leu Leu Gly Thr Val Ala Phe Leu Leu 
20 25 30 

Ala Ala Asp Phe Leu Lys Arg Arg Arg Pro Lys Asn Tyr Pro Pro 
35 40 45 

Gly Pro Trp Arg Leu Pro Phe Leu Gly Asn Phe Phe Leu Val Asp 
50 55 60 

Phe Glu Gin Ser His Leu Glu Val Gin Leu Phe Val Lys Lys Tyr 
65 70 75 

Gly Asn Leu Phe Ser Leu Glu Leu Gly Asp lie Ser Ala Val Leu 
80 85 90 

lie Thr Gly Leu Pro Leu lie Lys Glu Ala Leu lie His Met Asp 
95 100 105 

Gin Asn Phe Gly Asn Arg Pro Val Thr Pro Met Arg Glu His lie 

110 115 120 

Phe Lys Lys Asn Gly Leu lie Met Ser Ser Gly Gin Ala Trp Lys 
125 130 135 

Glu Gin Arg Arg Phe Thr Leu Thr Ala Leu Arg Asn Phe Gly Leu 
140 145 150 

Gly Lys Lys Ser Leu Glu Glu Arg lie Gin Glu Glu Ala Gin His 
155 160 165 

Leu Thr Glu Ala lie Lys Glu Glu Asn Gly Gin Pro Phe Asp Pro 
170 175 180 

His Phe Lys lie Asn Asn Ala Val Ser Asn lie lie Cys Ser lie 
185 190 195 
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Thr Phe Gly Glu Arg Phe Glu Tyr Gin Asp Ser Trp Phe Gin Gin 
200 205 210 

Leu Leu Lys Leu Leu Asp Glu Val Thr Tyr Leu Glu Ala Ser Lys 
215 220 225 

Thr Cys Gin Leu Tyr Asn Val Phe Pro Trp lie Met Lys Phe Leu 
230 235 240 

Pro Gly Pro His Gin Thr Leu Phe Ser Asn Trp Lys Lys Leu Lys 
245 250 255 

Leu Phe. Val Ser His Met lie Asp Lys His Arg Lys Asp Trp Asn 
260 265 270 

Pro Ala Glu Thr Arg Asp Phe lie Asp Ala Tyr Leu Lys Glu Met 
275 280 285 

Ser Lys His Thr Gly Asn Pro Thr Ser Ser Phe His Glu Glu Asn 
290 295 300 

Leu lie Cys Ser Thr Leu Asp Leu Phe Phe Ala Gly Thr Glu Thr 

305 310 • 315 

Thr Ser Thr Thr Leu Arg Trp Ala Leu Leu Tyr Met Ala Leu Tyr 
320 325 330 

Pro Glu lie Gin Glu Lys Val Gin Ala Glu lie Asp Arg Val lie 
335 340 345 

Gly Gin Gly Gin Gin Pro Ser Thr Ala Ala Arg Glu Ser Met Pro 
350 355 360 

Tyr Thr Asn Ala Val lie His Glu Val Gin Arg Met Gly Asn lie 

365 370 375 

lie Pro Leu Asn Val Pro Arg Glu Val Thr Val Asp Thr Thr Leu 
380 385 390 

Ala Gly Tyr His Leu Pro Lys Gly Thr Met lie Leu Thr Asn Leu 
395 400 405 

Thr Ala Leu His Arg Asp Pro Thr Glu Trp Ala Thr Pro Asp Thr 
410 415 420 

Phe Asn Pro Asp His Phe Leu Glu Asn Gly Gin Phe Lys Lys Arg 
425 430 435 

Glu Ala Phe Met Pro Phe Ser lie Gly Lys Arg Ala Cys Leu Gly 
440 445 450 

Glu Gin Leu Ala Arg Thr Glu Leu Phe lie Phe Phe Thr Ser Leu 
455 460 465 

Met Gin Lys Phe Thr Phe Arg Pro Pro Asn Asn Glu Lys Leu Ser 
470 475 480 

Leu Lys Phe Arg Met Gly lie Thr lie Ser Pro Val Ser His Arg 
485 490 495 

Leu Cys Ala Val Pro Gin Val 
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500 

<210> 37 

<211> 1577 

<212> DNA 

<213> Homo sapien 

<400> 37 



gcccgctgcg 


gtaaatgggg 


cagaggccgg 


gaggggtggg 


ggttccccgc 


50 


gccgcagcca 


tggagcagct 


tcgcgccgcc 


gcccgtctgc 


agattgttct 


100 


gggccacctc 


ggccgcccct 


cggccggggc 


tgtcgtagct 


catcccactt 


150 


cagggactat 


ttcctctgcc 


agtttccatc 


ctcaacaatt 


ccagtatact 


200 


ctggataata 


atgttctaac 


cctggaacag 


agaaaatttt 


atgaagaaaa 


250 


tgggtttcta 


gtaatcaaaa 


atcttgtacc 


tgatgccgat 


attcaacgct 


300 


ttcggaatga 


gtttgaaaaa 


atctgcagaa 


aggaggtgaa 


accattagga 


350 


ttaacagtaa 


tgagagatgt 


gaccatttcg 


aaatccgaat 


atgctccaag 


400 


tgagaagatg 


atcacgaagg 


tccaggattt 


ccaggaagat 


aaggagctct 


450 


tcagatactg 


cactctcccc 


gagattctga 


aatatgtgga 


gtgcttcact 


500 


ggacctaata 


ttatggccat 


gcacacaatg 


ttgataaaca 


aacctccaga 


550 


ttctggcaag 


aagacgtccc 


gtcaccccct 


gcaccaggac 


ctgcactatt 


600 


tccccttcag 


gcccagcgat 


ctcatcgttt 


gcgcctggac 


ggcgatggag 


650 


cacatcagcc 


ggaacaacgg 


ctgtctggtt 


gtgctcccag 


gcacacacaa 


700 


gggctccctg 


aagccccacg 


attaccccaa 


gtgggagggg 


ggagttaaca 


750 


aaatgttcca 


cgggatccag 


gactacgagg 


aaaacaaggc 


ccgggtgcac 


800 


ctggtgatgg 


agaagggcga 


cactgttttc 


ttccatcctt 


tgctcatcca 


850 


cggatctggt 


cagaataaaa 


cccagggatt 


ccggaaggca 


atttcctgcc 


900 


atttcgccag 


tgccgattgc 


cactacattg 


acgtgaaggg 


caccagtcaa 


950 


gaaaacatcg 


agaaggaagt 


tgtaggaata 


gcacataaat 


tctttggagc 


1000 


tgaaaatagc 


gtgaacttga 


aggatatttg 


gatgtttcga 


gctcgacttg 


1050 


tgaaaggaga 


aagaaccaat 


ctttgaaata 


gccatctgct 


ataactcttt 


1100 


caacagaaaa 


ccaaaaccaa 


acgaaatgtc 


taaggaaaat 


gttttcttaa 


1150 


tgagatgatg 


taaccttttc 


tatcacttgt 


taaaagcaga 


aaacatgtat 


1200 


caggtactta 


attgcataga 


gttagttttg 


cagcacaatg 


gtgttgcttt 


1250 


aatggaaaaa 


aaaaacagta 


aaagtgaaat 


attactgttt 


taaggaaaac 


1300 


taatttaggg 


tggcagccaa 


taaaggtggt 


tggtgtctaa 


tttaagtgtt 


1350 
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aaatcaattt ctttcattca gttagctctt tacccaagaa gaagtgaatg 1400 

atttggagct tagggtatgt tttgtatccc ctttctgata aacccattcc 1450 

ctaccaattt tatgtcataa gagatttttt tcccccaaat ctagaacaat 1500 

gtataataca ttcacatcta gtcaagggca taggaacggt gtcatggagt 1550 

ccaaataaag tggatattcc tgctcgg 1577 

<210> 38 

<211> 338 

<212> PRT 

<213> Homo sapien 

<400> 38 

Met Glu Gin Leu Arg Ala Ala Ala Arg Leu Gin lie Val Leu Gly 
15 10 15 

His Leu Gly Arg Pro Ser Ala Gly Ala Val Val Ala His Pro Thr 
20 25 30 

Ser Gly Thr lie Ser Ser Ala Ser Phe His Pro Gin Gin Phe Gin 
35 40 45 

Tyr Thr Leu Asp Asn Asn Val Leu Thr Leu Glu Gin Arg Lys Phe 
50 55 60 

Tyr Glu Glu Asn Gly Phe Leu Val lie Lys Asn Leu Val Pro Asp 
65 70 75 

Ala Asp lie Gin Arg Phe Arg Asn Glu Phe Glu Lys lie Cys Arg 
80 85 90 

Lys Glu Val Lys Pro Leu Gly Leu Thr Val Met Arg Asp Val Thr 
95 100 105 

lie Ser Lys Ser Glu Tyr Ala Pro Ser Glu Lys Met lie Thr Lys 
110 115 120 

Val Gin Asp Phe Gin Glu Asp Lys Glu Leu Phe Arg Tyr Cys Thr 
125 130 135 

Leu Pro Glu lie Leu Lys Tyr Val Glu Cys Phe Thr Gly Pro Asn 
140 145 150 

lie Met Ala Met His Thr Met Leu lie Asn Lys Pro Pro Asp Ser 
155 160 165 

Gly Lys Lys Thr Ser Arg His Pro Leu His Gin Asp Leu His Tyr 
170 175 180 

Phe Pro Phe Arg Pro Ser Asp Leu lie Val Cys Ala Trp Thr Ala 
185 190 195 

Met Glu His lie Ser Arg Asn Asn Gly Cys Leu Val Val Leu Pro 
200 205 210 

Gly Thr His Lys Gly Ser Leu Lys Pro His Asp Tyr Pro Lys Trp 
215 220 225 
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Glu Gly Gly Val Asn Lys Met Phe His Gly lie Gin Asp Tyr Glu 
230 235 240 

Glu Asn Lys Ala Arg Val His Leu Val Met Glu Lys Gly Asp Thr 
245 250 255 

Val Phe Phe His Pro Leu Leu lie His Gly Ser Gly Gin Asn Lys 
260 265 270 

Thr Gin Gly Phe Arg Lys Ala lie Ser Cys His Phe Ala Ser Ala 
275 280 285 

Asp Cys His Tyr lie Asp Val Lys Gly Thr Ser Gin Glu Asn lie 
290 295 300 

Glu Lys Glu Val Val Gly lie Ala His Lys Phe Phe Gly Ala Glu 

305 310 315 

Asn Ser Val Asn Leu Lys Asp lie Trp Met Phe Arg Ala Arg Leu 
320 325 330 

Val Lys Gly Glu Arg Thr Asn Leu 
335 

<210> 39 

<211> 716 

<212> DNA 

<213> Homo sapien 

<400> 39 



atggcagagc 


agtcggacga 


ggccgtgaag 


tactacaccc 


tagaggagat 


50 


tcagaagcac 


aaccacagca 


agagcacctg 


gctgatcctg 


caccacaagg 


100 


tgtacgattt 


gaccaaattt 


ctggaagagc 


atcctggtgg 


ggaagaagtt 


150 


ttaagggaac 


aagctggagg 


tgacgctact 


gagaactttg 


aggatgtcgg 


200 


gcactctaca 


gatgccaggg 


aaatgt ccaa 


aacattcatc 


attggggagc 


250 


tccatccaga 


tgacagacca 


aagttaaaca 


agcctccaga 


accttaaagg 


300 


cggtgtttca 


aggaaactct 


tatcactact 


attgattcta 


gttccagttg 


350 


gtggaccaac 


tgggtgatcc 


ctgccatctc 


tgcagtggcc 


gtcgccttga 


400 


tgtatcgcct 


atacatggca 


gaggactgaa 


cacctcctca 


gaagtcagcg 


450 


caggaagagc 


ctgctttgga 


cacgggagaa 


aagaagccat 


tgctaactac 


500 


ttcaactgac 


agaaaccttc 


acttgaaaac 


aatgatttta 


atatatctct 


550 


ttctttttct 


tccgacatta 


gaaacaaaac 


aaaaagaact 


gtcctttctg 


600 


cgctcaaatt 


tttcgagtgt 


gcctttttat 


tcatctactt 


tattttgatg 


650 


tttccttaat 


gtgtaattta 


cttattataa 


gcatgatctt 


ttaaaaatat 


700 


atttggcttt 


taaagt 716 
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<210> 40 

<211> 98 

<212> PRT 

<213> Homo sapien 

<400> 40 

Met Ala Glu Gin Ser Asp Glu Ala Val Lys Tyr Tyr Thr Leu Glu 
15 10 15 

Glu lie Gin Lys His Asn His Ser Lys Ser Thr Trp Leu lie Leu 
20 25 30 

His His Lys Val Tyr Asp Leu Thr Lys Phe Leu Glu Glu His Pro 
35 40 45 

Gly Gly Glu Glu Val Leu Arg Glu Gin Ala Gly Gly Asp Ala Thr 
50 55 60 

Glu Asn Phe Glu Asp Val Gly His Ser Thr Asp Ala Arg Glu Met 
65 70 75 

Ser Lys Thr Phe lie lie Gly Glu Leu His Pro Asp Asp Arg Pro 
80 85 90 

Lys Leu Asn Lys Pro Pro Glu Pro 
95 

<210> 41 

<211> 578 

<212> DNA 

<213> Homo sapien 

<400> 41 



cctcctggga 


gggagctgaa 


gccgctcgca 


agactcccgt 


agtccccacc 


50 


tctctcagct 


tccggctggt 


agtagttccg 


cttcctgtcc 


gactgtggtg 


100 


tctttgctga 


gggtcacatt 


gagctgcagg 


ttgaatccgg 


ggtgccttta 


150 


ggattcagca 


ccatggcgga 


agacatggag 


accaaaatca 


agaactacaa 


200 


gaccgcccct 


tttgacagcc 


gcttccccaa 


ccagaaccag 


actagaaact 


250 


gctggcagaa 


ctacctggac 


ttccaccgct 


gtcagaaggc 


aatgaccgct 


300 


aaaggaggcg 


atatctctgt 


gtgcgaatgg 


taccagcgtg 


tgtaccagtc 


350 


cctctgcccc 


acatcctggg 


tcacagactg 


ggatgagcaa 


cgggctgaag 


400 


gcacgtttcc 


cgggaagatc 


tgaactggct 


gcatctccct 


ttcctctgtc 


450 


ctccatcctt 


ctcccaggat 


ggtgaagggg 


gacctggtac 


ccagtgatcc 


500 


ccaccccagg 


atcctaaatc 


atgacttacc 


tgctaataaa 


aactcattgg 


550 


aaaagtgaaa 


aaaaaaaaaa 


aaaaaaaa 578 







<210> 42 

<211> 86 

<212> PRT 

<213> Homo sapien 
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<400> 42 
Met Ala Glu Asp Met 
1 5 

Pro Phe Asp Ser Arg 
20 

Trp Gin Asn Tyr Leu 
35 

Ala Lys Gly Gly Asp 

50 

Tyr Gin Ser Leu Cys 
65 

Gin Arg Ala Glu Gly 
80 

<210> 43 

<211> 2444 

<212> DNA 

<213> Homo sapien 

<400> 43 



ggtttttttt 


ttttaccccc 


cttttttatt 


tattattttt 


ttgcacattg 


50 


agcggatcct 


tgggaacgag 


agaaaaaaga 


aacccaaact 


cacgcgtgca 


100 


gaagatctcc 


ccccccttcc 


cctcccctcc 


tccctctttt 


cccctcccca 


150 


ggagaaaaag 


acccccaagc 


agaaaaaagt 


tcaccttgga 


ctcgtctttt 


200 


tcttgcaata 


ttttttgggg 


gggcaaaact 


ttgagggggt 


gatttttttt 


250 


ggcttttctt 


cctccttcat 


ttttcttcca 


aaattgctgc 


tggtgggtga 


300 


aaaaaaaatg 


ccgcagctga 


acggcggtgg 


aggggatgac 


ctaggcgcca 


350 


acgacgaact 


gatttccttc 


aaagacgagg 


gcgaacagga 


ggagaagagc 


400 


tccgaaaact 


cctcggcaga 


gagggattta 


gctgatgtca 


aatcgtctct 


450 


agtcaatgaa 


tcagaaacga 


at caaaacag 


ct cct ccgat 


t ccgaggcgg 


500 


aaagacggcc 


tccgcctcgc 


tccgaaagtt 


tccgagacaa 


atcccgggaa 


550 


agtttggaag 


aagcggccaa 


gaggcaagat 


ggagggctct 


ttaaggggcc 


600 


accgtatccc 


ggctacccct 


tcatcatgat 


ccccgacctg 


acgagcccct 


650 


acctccccaa 


cggatcgctc 


tcgcccaccg 


cccgaaccta 


tctccagatg 


700 


aaatggccac 


tgcttgatgt 


ccaggcaggg 


agcctccaga 


gtagacaagc 


750 


cctcaaggat 


gcccggtccc 


catcaccggc 


acacattgtc 


tctaacaaag 


800 


tgccagtggt 


gcagcaccct 


caccatgtcc 


accccctcac 


gcctcttatc 


850 


acgtacagca 


atgaacactt 


cacgccggga 


aacccacctc 


cacacttacc 


900 
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Glu Thr Lys lie Lys Asn Tyr Lys Thr Ala 
10 15 

Phe Pro Asn Gin Asn Gin Thr Arg Asn Cys 
25 30 

Asp Phe His Arg Cys Gin Lys Ala Met Thr 
40 45 

lie Ser Val Cys Glu Trp Tyr Gin Arg Val 
55 60 

Pro Thr Ser Trp Val Thr Asp Trp Asp Glu 
70 75 



Thr Phe Pro Gly Lys lie 
85 
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attttgtgcc 


atgtggctac 


attagttgat 


aatatttgac 


ccattcttat 


ttcaatttct 


gagaagaacc 


tcatgattgg 


taccaaaatt 


gtctttgtag 


cgtttaaaaa 


atatatatat 



acggcctccg caccctccag 950 
gcaccgtagg acaaatcccc 1000 
ggtcaaccag tgtacccaat 1050 
cacagctctg accgtcaatg 1100 
tcccaccaca tcatacgcta 1150 
gtcacaccaa cagtcaaaca 1200 
ccatagttca aagcatcagg 1250 
cccacataaa gaaacctctt 1300 
agagcaaagg tcgtagctga 1350 
ccagatcctt gggcggaggt 14 00 
aatactacga gctggcccgg 14 50 
cccggctggt ccgcgcggga 1500 
ggacaagcag ccgggagaga 1550 
cttgcctttc acttcctccg 1600 
cgagcgcgct ttggccttga 1650 
gagaaaaaaa aagtgcgttc 1700 
gcccaccctc ttcagatgga 1750 
aacctgctag gctcccctcc 1800 
ccagcctctg tcgctgtccc 1850 
tgatgcctcc gccacccgcc 1900 
tccgccctct gtcccaacgg 1950 
gcctgccgcc ccctcctcat 2000 
attcccacag ctccctggcc 2050 
accaagtctt tagaatagct 2100 
tggttttgtt tcacttttct 2150 
ttttgttttg tactctctta 2200 
gtttatcgag ttcattggtc 2250 
ccttttaaat atgtagatga 2300 
tttatcaaca gctgtttaaa 2350 
atacataact gttatgtagt 2400 
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tcggatagct tagttttaaa agactgatta aaaaacaaaa aaaa 2444 



<210> 44 

<211> 596 

<212> PRT 

<213> Homo sapien 

<400> 44 

Met Pro Gin Leu Asn Gly Gly Gly Gly Asp Asp Leu Gly Ala Asn 
15 10 15 

Asp Glu Leu lie Ser Phe Lys Asp Glu Gly Glu Gin Glu Glu Lys 
20 25 30 

Ser Ser Glu Asn Ser Ser Ala Glu Arg Asp Leu Ala Asp Val Lys 
35 40 45 

Ser Ser Leu Val Asn Glu Ser Glu Thr Asn Gin Asn Ser Ser Ser 
50 55 60 

Asp Ser Glu Ala Glu Arg Arg Pro Pro Pro Arg Ser Glu Ser Phe 
65 70 75 

Arg Asp Lys Ser Arg Glu Ser Leu Glu Glu Ala Ala Lys Arg Gin 
80 85 90 

Asp Gly Gly Leu Phe Lys Gly Pro Pro Tyr Pro Gly Tyr Pro Phe 

95 100 105 

lie Met lie Pro Asp Leu Thr Ser Pro Tyr Leu Pro Asn Gly Ser 
110 115 120 

Leu Ser Pro Thr Ala Arg Thr Tyr Leu Gin Met Lys Trp Pro Leu 
125 130 135 

Leu Asp Val Gin Ala Gly Ser Leu Gin Ser Arg Gin Ala Leu Lys 
140 145 150 

Asp Ala Arg Ser Pro Ser Pro Ala His lie Val Ser Asn Lys Val 
155 160 165 

Pro Val Val Gin His Pro His His Val His Pro Leu Thr Pro Leu 
170 175 180 

lie Thr Tyr Ser Asn Glu His Phe Thr Pro Gly Asn Pro Pro Pro 
185 190 195 

His Leu Pro Ala Asp Val Asp Pro Lys Thr Gly lie Pro Arg Pro 
200 205 210 

Pro His Pro Pro Asp lie Ser Pro Tyr Tyr Pro Leu Ser Pro Gly 
215 220 225 

Thr Val Gly Gin lie Pro His Pro Leu Gly Trp Leu Val Pro Gin 
230 235 240 

Gin Gly Gin Pro Val Tyr Pro lie Thr Thr Gly Gly Phe Arg His 
245 250 255 

Pro Tyr Pro Thr Ala Leu Thr Val Asn Ala Ser Val Ser Arg Phe 
260 265 270 
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Pro Pro His Met Val Pro Pro His His Thr Leu His Thr Thr Gly 
275 280 285 

lie Pro His Pro Ala lie Val Thr Pro Thr Val Lys Gin Glu Ser 
290 295 300 

Ser Gin Ser Asp Val Gly Ser Leu His Ser Ser Lys His Gin Asp 
305 310 315 

Ser Lys Lys Glu Glu Glu Lys Lys Lys Pro His lie Lys Lys Pro 
320 325 330 

Leu Asn Ala Phe Met Leu Tyr Met Lys Glu Met Arg Ala Lys Val 
335 340 345 

Val Ala Glu Cys Thr Leu Lys Glu Ser Ala Ala lie Asn Gin lie 

350 355 360 

Leu Gly Arg Arg Trp His Ala Leu Ser Arg Glu Glu Gin Ala Lys 
365 370 375 

Tyr Tyr Glu Leu Ala Arg Lys Glu Arg Gin Leu His Met Gin Leu 
380 385 390 

Tyr Pro Gly Trp Ser Ala Arg Asp Asn Tyr Gly Lys Lys Lys Lys 
395 400 405 

Arg Lys Arg Asp Lys Gin Pro Gly Glu Thr Asn Glu His Ser Glu 
410 415 420 

Cys Phe Leu Asn Pro Cys Leu Ser Leu Pro Pro lie Thr Asp Leu 
425 430 435 

Ser Ala Pro Lys Lys Cys Arg Ala Arg Phe Gly Leu Asp Gin Gin 
440 445 450 

Asn Asn Trp Cys Gly Pro Cys Arg Arg Lys Lys Lys Cys Val Arg 
455 460 465 

Tyr lie Gin Gly Glu Gly Ser Cys Leu Ser Pro Pro Ser Ser Asp 
470 475 480 

Gly Ser Leu Leu Asp Ser Pro Pro Pro Ser Pro Asn Leu Leu Gly 

485 490 495 

Ser Pro Pro Arg Asp Ala Lys Ser Gin Thr Glu Gin Thr Gin Pro 
500 505 510 

Leu Ser Leu Ser Leu Lys Pro Asp Pro Leu Ala His Leu Ser Met 
515 520 525 

Met Pro Pro Pro Pro Ala Leu Leu Leu Ala Glu Ala Thr His Lys 
530 535 540 

Ala Ser Ala Leu Cys Pro Asn Gly Ala Leu Asp Leu Pro Pro Ala 
545 550 555 

Ala Leu Gin Pro Ala Ala Pro Ser Ser Ser lie Ala Gin Pro Ser 
560 565 570 
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Thr Ser Trp Leu His Ser His Ser Ser Leu Ala Gly Thr Gin Pro 
575 580 585 

Gin Pro Leu Ser Leu Val Thr Lys Ser Leu Glu 
590 595 

<210> 45 

<211> 3697 

<212> DNA 

<213> Homo sapien 

<400> 45 



agggagtgtt 


cccgggggag 


atactccagt 


cgtagcaaga 


gtctcgacca 


50 


ctgaatggaa 


gaaaaggact 


tttaaccacc 


attttgtgac 


ttacagaaag 


100 


gaatttgaat 


aaagaaaact 


atgatacttc 


aggcccatct 


tcactccctg 


150 


tgtcttctta 


tgctttattt 


ggcaactgga 


tatggccaag 


aggggaagtt 


200 


tagtggaccc 


ctgaaaccca 


tgacattttc 


tatttatgaa 


ggccaagaac 


250 


cgagt caaat 


tatattccag 


tttaaggcca 


atcctcctgc 


tgtgactttt 


300 


gaactaactg 


gggagacaga 


caacatattt 


gtgatagaac 


gggagggact 


350 


tctgtattac 


aacagagcct 


tggacaggga 


aacaagatct 


actcacaatc 


400 


tccaggttgc 


agccctggac 


gctaatggaa 


ttatagtgga 


gggtccagtc 


450 


cctatcacca 


tagaagtgaa 


ggacatcaac 


gacaatcgac 


ccacgtttct 


500 


ccagtcaaag 


tacgaaggct 


cagtaaggca 


gaactctcgc 


ccaggaaagc 


550 


ccttcttgta 


tgtcaatgcc 


acagacctgg 


atgatccggc 


cactcccaat 


600 


ggccagcttt 


attaccagat 


tgtcatccag 


cttcccatga 


tcaacaatgt 


650 


cargtacttt 


cagatcaaca 


acaaaacggg 


agccatctct 


cttacccgag 


700 


agggatctca 


ggaattgaat 


cctgctaaga 


atccttccta 


taatctggtg 


750 


atctcagtga 


aggacatggg 


aggccagagt 


gagaattcct 


tcagtgatac 


800 


cacatctgtg 


gatat catag 


tgacagagaa 


tatttggaaa 


gcaccaaaac 


850 


ctgtggagat 


ggtggaaaac 


tcaactgatc 


ctcaccccat 


caaaatcact 


900 


caggtgcggt 


ggaatgatcc 


cggtgcacaa 


tattccttag 


ttgacaaaga 


950 


gaagctgcca 


agattcccat 


tttcaattga 


ccaggaagga 


gatatttacg 


1000 


tgactcagcc 


cttggaccga 


gaagaaaagg 


atgcatatgt 


tttttatgca 


1050 


gttgcaaagg 


atgagtacgg 


aaaaccactt 


tcatatccgc 


tggaaattca 


1100 


tgtaaaagtt 


aaagatatta 


atgataatcc 


acctacatgt 


ccgtcaccag 


1150 


taaccgtatt 


tgaggtccag 


gagaatgaac 


gactgggtaa 


cagtatcggg 


1200 


acccttactg 


cacatgacag 


ggatgaagaa 


aatactgcca 


acagttttct 


1250 
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t rrfia a oapa t 
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ccagt t aca.t 


t ctgcagt t g 


t Qt aoaaaaa 


aattatttcc 


y \— * \^ CL ^ \^ \^ 


2450 


tcaccagact 


gggat accca 


ctgtgggcat 


aacaat t crat 

\H d ^ w \J W 


atactactaa 
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aagaaggata 


aaggcaaaga 


taatgttgaa 


agtgctcaag 


catctgaagt 


2600 


caaacctctg 


agaagctgaa 


tttgaaaagg 


aatgtttgaa 


tttatatagc 


2650 


aagtgctatt 


tcagcaacaa 


ccatctcatc 


ctattacttt 


tcatctaacg 


2700 


tgcattataa 


ttttttaaac 


agatattccc 


tcttgtcctt 


taatatttgc 


2750 
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taaatatttc 


ttttttgagg 


tggagtcttg 


ctctgtcgcc 


caggctggag 


2800 


tacagtggtg 


tgatcccagc 


tcactgcaac 


ctccgcctcc 


tgggttcaca 


2850 


tgattctcct 


gcctcagctt 


cctaagtagc 


tgggtttaca 


ggcacccacc 


2900 


accatgccca 


gctaattttt 


gtatttttaa 


tagagacggg 


gtttcgccat 


2950 


ttggccaggc 


tggtcttgaa 


ctcctgacgt 


caagtgatct 


gcctgccttg 


3000 


gtctcccaat 


acaggcatga 


accactgcac 


ccacctactt 


agatatttca 


3050 


tgtgctatag 


acattagaga 


gatttttcat 


ttttccatga 


catttttcct 


3100 


ctctgcaaat 


ggcttagcta 


cttgtgtttt 


tcccttttgg 


ggcaagacag 


3150 


actcattaaa 


tattctgtac 


attttttctt 


tatcaaggag 


atatatcagt 


3200 


gttgtctcat 


agaactgcct 


ggattccatt 


tatgtttttt 


ctgattccat 


3250 


cctgtgtccc 


cttcatcctt 


gactcctttg 


gtatttcact 


gaatttcaaa 


3300 


catttgtcag 


agaagaaaaa 


cgtgaggact 


caggaaaaat 


aaataaataa 


3350 


aagaacagcc 


ttttccctta 


gtattaacag 


aaatgtttct 


gtgtcattaa 


3400 


ccatctttaa 


tcaatgtgac 


atgttgctct 


ttggctgaaa 


ttcttcaact 


3450 


tggaaatgac 


acagacccac 


agaaggtgtt 


caaacacaac 


ctactctgca 


3500 


aaccttggta 


aaggaaccag 


tcagctggcc 


agatttcctc 


actacctgcc 


3550 


at gcatacat 


gctgcgcatg 


ttttcttcat 


t cgtatgtta 


gtaaagtttt 


3600 


ggttattata 


tatttaacat 


gtggaagaaa 


acaagacatg 


aaaagagtgg 


3650 


tgacaaatca 


agaataaaca 


ctggttgtag 


tcagttttgt 


ttgttaa 3697 



<210> 46 

<211> 832 

<212> PRT 

<213> Homo sapien 

<400> 46 

Met lie Leu Gin Ala His Leu His Ser Leu Cys Leu Leu Met Leu 
15 10 15 

Tyr Leu Ala Thr Gly Tyr Gly Gin Glu Gly Lys Phe Ser Gly Pro 
20 25 30 

Leu Lys Pro Met Thr Phe Ser lie Tyr Glu Gly Gin Glu Pro Ser 
35 40 45 

Gin lie lie Phe Gin Phe Lys Ala Asn Pro Pro Ala Val Thr Phe 
50 55 60 

Glu Leu Thr Gly Glu Thr Asp Asn lie Phe Val lie Glu Arg Glu 
65 70 75 

Gly Leu Leu Tyr Tyr Asn Arg Ala Leu Asp Arg Glu Thr Arg Ser 
80 85 90 
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Thr His Asn Leu Gin Val Ala Ala Leu Asp Ala Asn Gly lie lie 
95 100 105 



Val Glu Gly Pro Val Pro lie Thr lie Glu Val Lys Asp lie Asn 
110 115 120 

Asp Asn Arg Pro Thr Phe Leu Gin Ser Lys Tyr Glu Gly Ser Val 
125 130 135 

Arg Gin Asn Ser Arg Pro Gly Lys Pro Phe Leu Tyr Val Asn Ala 
140 145 150 

Thr Asp Leu Asp Asp Pro Ala Thr Pro Asn Gly Gin Leu Tyr Tyr 
155 160 165 

Gin lie Val lie Gin Leu Pro Met lie Asn Asn Val Met Tyr Phe 

170 175 180 

Gin lie Asn Asn Lys Thr Gly Ala lie Ser Leu Thr Arg Glu Gly 
185 190 195 

Ser Gin Glu Leu Asn Pro Ala Lys Asn Pro Ser Tyr Asn Leu Val 
200 205 210 

lie Ser Val Lys Asp Met Gly Gly Gin Ser Glu Asn Ser Phe Ser 
215 220 225 

Asp Thr Thr Ser Val Asp lie lie Val Thr Glu Asn lie Trp Lys 
230 235 240 

Ala Pro Lys Pro Val Glu Met Val Glu Asn Ser Thr Asp Pro His 
245 250 255 

Pro lie Lys lie Thr Gin Val Arg Trp Asn Asp Pro Gly Ala Gin 
260 265 270 

Tyr Ser Leu Val Asp Lys Glu Lys Leu Pro Arg Phe Pro Phe Ser 
275 280 285 

lie Asp Gin Glu Gly Asp lie Tyr Val Thr Gin Pro Leu Asp Arg 
290 295 300 

Glu Glu Lys Asp Ala Tyr Val Phe Tyr Ala Val Ala Lys Asp Glu 

305 310 315 

Tyr Gly Lys Pro Leu Ser Tyr Pro Leu Glu lie His Val Lys Val 
320 325 330 

Lys Asp lie Asn Asp Asn Pro Pro Thr Cys Pro Ser Pro Val Thr 
335 340 345 

Val Phe Glu Val Gin Glu Asn Glu Arg Leu Gly Asn Ser lie Gly 
350 355 360 

Thr Leu Thr Ala His Asp Arg Asp Glu Glu Asn Thr Ala Asn Ser 
365 370 375 



Phe Leu Asn Tyr Arg lie Val Glu Gin Thr Pro Lys Leu Pro Met 
380 385 390 
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Asp Gly Leu 
Ala Lys Gin 
Thr He Glu 
Gin He Asn 
Lys Ser Asp 
Gly Ser Thr 
Phe Thr Gly 
Ser Glu Gly 
Gly Tyr Val 
Val Ser Asn 
Phe Gly Val 
He Val Thr 
Phe Gin Ala 
Gly Asn Val 
Ser Leu Arg 
Thr Gly Glu 
Ser Pro Tyr 
Ser Leu Ser 
Asn Asp Asn 
Phe Cys His 
Thr Asp Asp 



Phe Leu He 
395 

Ser Leu Lys 
410 

Val Ser Asp 
425 

Val He Asp 
440 

Tyr Gly Asn 
455 

He Leu Thr 
470 

Ser Ser Lys 
485 

Arg Leu Gly 
500 

He He Lys 
515 

He Val Phe 
530 

Lys Tyr Asn 
545 

Asp Val Asn 

560 

Lys Val Ser 
575 

Thr Ala Lys 
590 

Gly Asp Thr 
605 

He Phe Ser 
620 

Arg Val Gin 
635 

Ser Val Ser 
650 

Pro Pro Arg 
665 

Pro Leu Ser 
680 

Asp Gin His 



Gin Thr Tyr 
Lys Gin Asp 
Lys Asp Phe 
He Asn Asp 
Leu Thr Leu 
He Gin Ala 
He Leu Tyr 
Val Asp Thr 
Lys Pro Leu 
Lys Ala Glu 
Ala Ser Ser 
Glu Ala Pro 
Glu Asp Val 
Asp Pro Glu 
Arg Gly Trp 
Val Ala Pro 
Val Val Ala 
Glu Phe His 
Leu Ala Lys 
Ala Pro Gly 
Leu Phe Arg 



Ala Gly Met 
400 

Thr Pro Gin 
415 

Lys Thr Leu 
430 

Gin He Pro 
445 

Ala Glu Asp 
460 

Thr Asp Ala 
475 

His He He 
490 

Asp Pro His 
505 

Asp Phe Glu 
520 

Asn Pro Glu 
535 

Phe Ala Lys 
550 

Gin Phe Ser 

565 

Ala He Gly 
580 

Gly Leu Asp 
595 

Leu Lys He 
610 

Leu Asp Arg 
625 

Thr Glu Val 
640 

Leu He Leu 
655 

Asp Tyr Thr 
670 

Ser Leu He 
685 

Gly Pro His 



Leu Gin Leu 
405 

Tyr Asn Leu 
420 

Cys Phe Val 
435 

He Phe Glu 
450 

Thr Asn He 
465 

Asp Glu Pro 
480 

Lys Gly Asp 
495 

Thr Asn Thr 
510 

Thr Ala Ala 
525 

Pro Leu Val 
540 

Phe Thr Leu 
555 

Gin His Val 

570 

Thr Lys Val 
585 

He Ser Tyr 
600 

Asp His Val 
615 

Glu Ala Gly 
630 

Gly Gly Ser 
645 

Met Asp Val 
660 

Gly Leu Phe 
675 

Phe Glu Ala 
690 

Phe Thr Phe 
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695 700 705 

Ser Leu Gly Ser Gly Ser Leu Gin Asn Asp Trp Glu Val Ser Lys 
710 715 720 

lie Asn Gly Thr His Ala Arg Leu Ser Thr Arg His Thr Glu Phe 
725 730 735 

Glu Glu Arg Glu Tyr Val Val Leu lie Arg lie Asn Asp Gly Gly 
740 745 750 

Arg Pro Pro Leu Glu Gly lie Val Ser Leu Pro Val Thr Phe Cys 

755 760 765 

Ser Cys Val Glu Gly Ser Cys Phe Arg Pro Ala Gly His Gin Thr 
770 775 780 

Gly lie Pro Thr Val Gly Met Ala Val Gly lie Leu Leu Thr Thr 
785 790 795 

Leu Leu Val He Gly He He Leu Ala Val Val Phe He Arg He 
800 805 810 

Lys Lys Asp Lys Gly Lys Asp Asn Val Glu Ser Ala Gin Ala Ser 
815 820 825 

Glu Val Lys Pro Leu Arg Ser 
830 

<210> 47 

<211> 1258 

<212> DNA 

<213> Homo sapien 

<400> 47 



ctcgtcaaca 


gctgccgcgc 


gcaggcttag 


ctcattcctc 


tgacctgcca 


50 


ggaagcagag 


agacccacag 


agcaggaggg 


aggcagaaag 


tggagacgga 


100 


cctgagcccg 


aggaagaggc 


aggcagaggc 


tgaggctgat 


tccaccccag 


150 


cctgcctgga 


caaccctcct 


tagccgcagc 


cccttccagt 


tccctagggg 


200 


ttctgcccct 


ccccctctct 


ggggcaccag 


ccccccaggg 


tcctgcatcc 


250 


caccatgtcg 


atggctgtgg 


aaacctttgg 


cttcttcatg 


gcaactgtgg 


300 


ggctgctgat 


gctgggggtg 


actctgccaa 


acagctactg 


gcgagtgtcc 


350 


actgtgcacg 


ggaacgtcat 


caccaccaac 


accatcttcg 


agaacctctg 


400 


gtttagctgt 


gccaccgact 


ccctgggcgt 


ctacaactgc 


tgggagttcc 


450 


cgtccatgct 


ggccctctct 


gggtatattc 


aggcctgccg 


ggcactcatg 


500 


atcaccgcca 


tcctcctggg 


cttcctcggc 


ctcttgctag 


gcatagcggg 


550 


cctgcgctgc 


accaacattg 


ggggcctgga 


gctctccagg 


aaagccaagc 


600 


tggcggccac 


cgcaggggcc 


ctccacattc 


tggccggtat 


ctgcgggatg 


650 
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gtggccatct 


cctggtacgc 


cttcaacatc 


acccgggact 


tcttcgaccc 


700 


cttgtacccc 


ggaaccaagt 


acgagctggg 


ccccgccctc 


tacctggggt 


750 


ggagcgcctc 


actgatctcc 


atcctgggtg 


gcctctgcct 


ctgctccgcc 


800 


tgctgctgcg 


gctctgacga 


ggacccagcc 


gccagcgccc 


ggcggcccta 


850 


ccaggctccc 


gtgtccgtga 


tgcccgtcgc 


cacctcggac 


caagaaggcg 


900 


acagcagctt 


tggcaaatac 


ggcagaaacg 


cctacgtgta 


gcagctctgg 


950 


cccgtgggcc 


ccgctgtctt 


cccactgccc 


caaggagagg 


ggacctggcc 


1000 


ggggcccatt 


cccctatagt 


aacctcaggg 


gccggccacg 


ccccgctccc 


1050 


gtagccccgc 


cccggccacg 


gccccgtgtc 


ttgcactctc 


atggcccctc 


1100 


caggccaaga 


actgctcttg 


ggaagtcgca 


tatctcccct 


ctgaggctgg 


1150 


atccctcatc 


ttctgaccct 


gggttctggg 


ctgtgaaggg 


gacggtgtcc 


1200 


ccgcacgttt 


gtattgtgta 


taaatacatt 


cattaataaa 


tgcatattgt 


1250 



gaccgttc 1258 

<210> 48 

<211> 1258 

<212> PRT 

<213> Homo sapien 

<400> 48 

Cys Thr Cys Gly Thr Cys Ala Ala 
1 5 

Cys Gly Cys Gly Cys Gly Cys Ala 
20 

Cys Thr Cys Ala Thr Thr Cys Cys 

35 

Thr Gly Cys Cys Ala Gly Gly Ala 
50 

Ala Gly Ala Cys Cys Cys Ala Cys 
65 

Gly Ala Gly Gly Gly Ala Gly Gly 
80 

Thr Gly Gly Ala Gly Ala Cys Gly 
95 

Gly Cys Cys Cys Gly Ala Gly Gly 
110 

Ala Gly Gly Cys Ala Gly Ala Gly 
125 

Cys Thr Gly Ala Thr Thr Cys Cys 
140 



Cys Ala Gly Cys Thr Gly Cys 
10 15 

Gly Gly Cys Thr Thr Ala Gly 
25 30 

Thr Cys Thr Gly Ala Cys Cys 
40 45 

Ala Gly Cys Ala Gly Ala Gly 
55 60 

Ala Gly Ala Gly Cys Ala Gly 
70 75 

Cys Ala Gly Ala Ala Ala Gly 
85 90 

Gly Ala Cys Cys Thr Gly Ala 
100 105 

Ala Ala Gly Ala Gly Gly Cys 
115 120 

Gly Cys Thr Gly Ala Gly Gly 
130 135 



Ala Cys Cys Cys Cys Ala Gly 
145 150 
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Cys Cys Thr Gly Cys Cys Thr Gly Gly Ala Cys Ala Ala Cys Cys 

155 160 165 



Cys Thr Cys Cys Thr Thr Ala Gly Cys Cys Gly Cys Ala Gly Cys 
170 175 180 

Cys Cys Cys Thr Thr Cys Cys Ala Gly Thr Thr Cys Cys Cys Thr 
185 190 195 

Ala Gly Gly Gly Gly Thr Thr Cys Thr Gly Cys Cys Cys Cys Thr 
200 205 210 

Cys Cys Cys Cys Cys Thr Cys Thr Cys Thr Gly Gly Gly Gly Cys 
215 220 225 

Ala Cys Cys Ala Gly Cys Cys Cys Cys Cys Cys Ala Gly Gly Gly 

230 235 240 

Thr Cys Cys Thr Gly Cys Ala Thr Cys Cys Cys Ala Cys Cys Ala 
245 250 255 

Thr Gly Thr Cys Gly Ala Thr Gly Gly Cys Thr Gly Thr Gly Gly 
260 265 270 

Ala Ala Ala Cys Cys Thr Thr Thr Gly Gly Cys Thr Thr Cys Thr 
275 280 285 

Thr Cys Ala Thr Gly Gly Cys Ala Ala Cys Thr Gly Thr Gly Gly 
290 295 300 

Gly Gly Cys Thr Gly Cys Thr Gly Ala Thr Gly Cys Thr Gly Gly 
305 310 315 

Gly Gly Gly Thr Gly Ala Cys Thr Cys Thr Gly Cys Cys Ala Ala 
320 325 330 

Ala Cys Ala Gly Cys Thr Ala Cys Thr Gly Gly Cys Gly Ala Gly 
335 340 345 

Thr Gly Thr Cys Cys Ala Cys Thr Gly Thr Gly Cys Ala Cys Gly 
350 355 360 

Gly Gly Ala Ala Cys Gly Thr Cys Ala Thr Cys Ala Cys Cys Ala 
365 370 375 

Cys Cys Ala Ala Cys Ala Cys Cys Ala Thr Cys Thr Thr Cys Gly 
380 385 390 

Ala Gly Ala Ala Cys Cys Thr Cys Thr Gly Gly Thr Thr Thr Ala 
395 400 405 

Gly Cys Thr Gly Thr Gly Cys Cys Ala Cys Cys Gly Ala Cys Thr 
410 415 420 

Cys Cys Cys Thr Gly Gly Gly Cys Gly Thr Cys Thr Ala Cys Ala 
425 430 435 



Ala Cys Thr Gly Cys Thr Gly Gly Gly Ala Gly Thr Thr Cys Cys 
440 445 450 
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Cys Gly Thr 
Thr Cys Thr 
Ala Gly Gly 
Thr Cys Ala 
Thr Cys Cys 
Thr Cys Gly 
Gly Cys Ala 
Gly Cys Thr 
Gly Gly Gly 
Cys Cys Ala 
Thr Gly Gly 
Gly Gly Gly 
Thr Gly Gly 
Gly Gly Ala 
Cys Cys Thr 
Ala Cys Ala 
Thr Cys Thr 
Ala Cys Cys 
Ala Cys Gly 
Cys Cys Cys 
Gly Gly Ala 



Cys Cys Ala 
455 

Cys Thr Gly 
470 

Cys Cys Thr 

485 

Thr Gly Ala 
500 

Thr Cys Cys 
515 

Gly Cys Cys 
530 

Thr Ala Gly 
545 

Gly Cys Ala 

560 

Gly Cys Cys 
575 

Gly Gly Ala 
590 

Cys Gly Gly 
605 

Cys Cys Cys 

620 

Cys Cys Gly 
635 

Thr Gly Gly 
650 

Gly Gly Thr 
665 

Thr Cys Ala 
680 

Thr Cys Gly 
695 

Cys Cys Gly 
710 

Ala Gly Cys 
725 

Thr Cys Thr 
740 

Gly Cys Gly 



Thr Gly Cys 
Gly Gly Thr 
Gly Cys Cys 
Thr Cys Ala 
Thr Gly Gly 
Thr Cys Thr 
Cys Gly Gly 
Cys Cys Ala 
Thr Gly Gly 
Ala Ala Gly 
Cys Cys Ala 
Thr Cys Cys 
Gly Thr Ala 
Thr Gly Gly 
Ala Cys Gly 
Cys Cys Cys 
Ala Cys Cys 
Gly Ala Ala 
Thr Gly Gly 
Ala Cys Cys 
Cys Cys Thr 



Thr Gly Gly 
460 

Ala Thr Ala 
475 

Gly Gly Gly 

4 90 

Cys Cys Gly 
505 

Gly Cys Thr 
520 

Thr Gly Cys 
535 

Gly Cys Cys 
550 

Ala Cys Ala 

565 

Ala Gly Cys 
580 

Cys Cys Ala 
595 

Cys Cys Gly 
610 

Ala Cys Ala 

625 

Thr Cys Thr 
640 

Cys Cys Ala 
655 

Cys Cys Thr 
670 

Gly Gly Gly 
685 

Cys Cys Thr 
700 

Cys Cys Ala 
715 

Gly Cys Cys 
730 

Thr Gly Gly 
745 

Cys Ala Cys 



Cys Cys Cys 
465 

Thr Thr Cys 
480 

Cys Ala Cys 
495 

Cys Cys Ala 
510 

Thr Cys Cys 
525 

Thr Ala Gly 
540 

Thr Gly Cys 
555 

Thr Thr Gly 
570 

Thr Cys Thr 
585 

Ala Gly Cys 
600 

Cys Ala Gly 
615 

Thr Thr Cys 
630 

Gly Cys Gly 
645 

Thr Cys Thr 
660 

Thr Cys Ala 
675 

Ala Cys Thr 
690 

Thr Gly Thr 
705 

Ala Gly Thr 
720 

Cys Cys Gly 
735 

Gly Gly Thr 
750 

Thr Gly Ala 
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755 760 765 

Thr Cys Thr Cys Cys Ala Thr Cys Cys Thr Gly Gly Gly Thr Gly 
770 775 780 

Gly Cys Cys Thr Cys Thr Gly Cys Cys Thr Cys Thr Gly Cys Thr 
785 790 795 

Cys Cys Gly Cys Cys Thr Gly Cys Thr Gly Cys Thr Gly Cys Gly 
800 805 810 

Gly Cys Thr Cys Thr Gly Ala Cys Gly Ala Gly Gly Ala Cys Cys 

815 820 825 

Cys Ala Gly Cys Cys Gly Cys Cys Ala Gly Cys Gly Cys Cys Cys 
830 835 840 

Gly Gly Cys Gly Gly Cys Cys Cys Thr Ala Cys Cys Ala Gly Gly 
845 850 855 

Cys Thr Cys Cys Cys Gly Thr Gly Thr Cys Cys Gly Thr Gly Ala 
860 865 870 

Thr Gly Cys Cys Cys Gly Thr Cys Gly Cys Cys Ala Cys Cys Thr 
875 880 885 

Cys Gly Gly Ala Cys Cys Ala Ala Gly Ala Ala Gly Gly Cys Gly 
890 895 900 

Ala Cys Ala Gly Cys Ala Gly Cys Thr Thr Thr Gly Gly Cys Ala 
905 910 915 

Ala Ala Thr Ala Cys Gly Gly Cys Ala Gly Ala Ala Ala Cys Gly 
920 925 930 

Cys Cys Thr Ala Cys Gly Thr Gly Thr Ala Gly Cys Ala Gly Cys 
935 940 945 

Tnr Cys Thr Gly Gly Cys Cys Cys Gly Thr Gly Gly Gly Cys Cys 

950 955 960 

Cys Cys Gly Cys Thr Gly Thr Cys Thr Thr Cys Cys Cys Ala Cys 
965 970 975 

Thr Gly Cys Cys Cys Cys Ala Ala Gly Gly Ala Gly Ala Gly Gly 
980 985 990 

Gly Gly Ala Cys Cys Thr Gly Gly Cys Cys Gly Gly Gly Gly Cys 
995 1000 1005 

Cys Cys Ala Thr Thr Cys Cys Cys Cys Thr Ala Thr Ala Gly Thr 
1010 1015 1020 

Ala Ala Cys Cys Thr Cys Ala Gly Gly Gly Gly Cys Cys Gly Gly 
1025 1030 1035 

Cys Cys Ala Cys Gly Cys Cys Cys Cys Gly Cys Thr Cys Cys Cys 
1040 1045 1050 

Gly Thr Ala Gly Cys Cys Cys Cys Gly Cys Cys Cys Cys Gly Gly 
1055 1060 1065 
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Cys Cys Ala Cys Gly Gly Cys Cys Cys Cys Gly Thr Gly Thr Cys 

1070 1075 1080 

Thr Thr Gly Cys Ala Cys Thr Cys Thr Cys Ala Thr Gly Gly Cys 

1085 1090 1095 

Cys Cys Cys Thr Cys Cys Ala Gly Gly Cys Cys Ala Ala Gly Ala 

1100 1105 1110 

Ala Cys Thr Gly Cys Thr Cys Thr Thr Gly Gly Gly Ala Ala Gly 

1115 1120 1125 

Thr Cys Gly Cys Ala Thr Ala Thr Cys Thr Cys Cys Cys Cys Thr 

1130 1135 1140 

Cys Thr Gly Ala Gly Gly Cys Thr Gly Gly Ala Thr Cys Cys Cys 

1145 1150 1155 

Thr Cys Ala Thr Cys Thr Thr Cys Thr Gly Ala Cys Cys Cys Thr 

1160 1165 1170 

Gly Gly Gly Thr Thr Cys Thr Gly Gly Gly Cys Thr Gly Thr Gly 

1175 1180 1185 

Ala Ala Gly Gly Gly Gly Ala Cys Gly Gly Thr Gly Thr Cys Cys 

1190 1195 1200 

Cys Cys Gly Cys Ala Cys Gly Thr Thr Thr Gly Thr Ala Thr Thr 

1205 1210 1215 

Gly Thr Gly Thr Ala Thr Ala Ala Ala Thr Ala Cys Ala Thr Thr 

1220 1225 1230 

Cys Ala Thr Thr Ala Ala Thr Ala Ala Ala Thr Gly Cys Ala Thr 

1235 1240 1245 

Ala Thr Thr Gly Thr Gly Ala Cys Cys Gly Thr Thr Cys 
1250 1255 

<210> 49 

<211> 6129 

<212> DNA 

<213> Homo sapien 

<400> 49 



aattggaagc 


aaatgacatc 


acagcaggtc 


agagaaaaag 


ggttgagcgg 


50 


caggcaccca 


gagtagtagg 


tctttggcat 


taggagcttg 


agcccagacg 


100 


gccctagcag 


ggaccccagc 


gcccgagaga 


ccatgcagag 


gtcgcctctg 


150 


gaaaaggcca 


gcgttgtctc 


caaacttttt 


ttcagctgga 


ccagaccaat 


200 


tttgaggaaa 


ggatacagac 


agcgcctgga 


attgtcagac 


atataccaaa 


250 


tcccttctgt 


tgattctgct 


gacaatctat 


ctgaaaaatt 


ggaaagagaa 


300 


tgggatagag 


agctggcttc 


aaagaaaaat 


cctaaactca 


ttaatgccct 


350 


tcggcgatgt 


tttttctgga 


gatttatgtt 


ctatggaatc 


tttttatatt 


400 
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t aacrocraaat 

^ ^ ^4 ^ 'njy 


caccaaagca 


gt acagcct c 


t ctt act ggg 


aagaatcata 


450 


get tcct atg 


acccggataa 


caaggaggaa 


cgct ctat eg 


cgattt at ct 


500 


aggcat aggc 


tt atgcctt c 


tctttattgt 


gaggacac t g 


ct cct acacc 


550 


cagccat t tt 


t ggcct t cat 


cacat tggaa 


tgcagatgag 


aat agct at g 


600 


tttagtttga 


t tt ataagaa 


gactt t aaag 


ct gt caagcc 


gt gt t ct aga 


650 


t aaaataagt 


at tggacaac 


ttgttagtct 


cctttccaac 


aacctoaaca 

t* t-l. V-*- V— ^ S-* V-- 


700 


aat tt gatga 


aggacttgca 


tt ggcacatt 


tcgtgtggat 


cgct cct ttg 


750 


caagt ggcac 


t cct cat ggg 


get aat ct gg 


gagt tgt t ac 


aggcgt ctgc 


800 


ctt ct gt gga 


ctt ggtt t cc 


tgatagtcct 


tgcccttttt 


caggctgggc 


850 


t aacraacraat 

\^ \^ \A \A w4 ^ 


cratcratcraacr 


tacacracratc 


a era era a (^1" crcr 

d. u d^ ^ d \M \^ ^ 


^ d d ^ d ^ \^d ^ i> 


900 


gaaagact t g 


t gatt acct c 


aaaaatoat t 


craaaat a t CC 


aatctcrttaa 


950 






^ Ct Cl u^t^dddCi 


dd u^d L. i.«^dd 


ddv^U Udd^dO 


±\j\j\j 


aaacagaact 


gaaactgact 


ccrcraacfcicacf 

Nii^ ^ d. WL ^4 ^ CL ^ 


cct a tat era CT 


atacttcaat* 

d. w d L. C4 Cc ^ 


1050 


agctcagcct 


tcttcttctc 


acTcrcrttcttt 


ataatatttt 


tatctcitcrpt 


1100 


l» ^— ' N— ^ w \^ d 


r'taa1"r*aaarf 




^ — N U U d d d d L. d 


i_ L.v^d^^d(^wd 


1150 


t ct catt ct g 


cat t gt t ct g 


cgcatggcgg 


tcact cggca 


atttccctcrcr 


1200 




<_ci L.ct L.<^Cl 




(^odd UdddL«d 


ddd L.dOd^^d 




tttcttacaa 

L> L» \m0 %mm \^ d CL CL 


aacrr'aacraa't" 

a d u a u d Ct L. 


a1"aacrar'a"l"t" 

d d d W d V^d ^ 


rfnaa1"a1~aar' 

>^^dd L>dL.dd 


U. L- CL a C3. ^ U. Cl 


1300 


cagaagt agt 


gatggagaat 


gtaacagcct 


t ct gggagga 


era era 1 1 1 aaa 


1350 


gaat t at t t g 


agaaagcaaa 


acaaaacaat 


C-4. CJ. V--' CA OA ChI C_-i d 


d o a L- ^ ^ Cl Q 


14 00 


t ggtgat gac 


agcctcttct 


t cagt aat t t 


ctcacttctt 


aatactccta 


1450 


tcctgaaaga 


tattaatttc 


wL d d d ^ d Cl d 


ciacrcracant't" 

^d^>^lk^d^^dU ^ ^ 




1500 


gctggat cca 


ctggagcagg 


caagactt ca 


ct t ctaat ga 


t gat tat ggg 


1550 


aaaactaqacr 


ccttcagagg 


gt aaaat t aa 


gca cagt gga 


agaatt t cat 


1600 


t ctgttctca 


gttttcct gg 


a tt at gcct g 


gcaccat t aa 


agaaaatatc 


1650 


atctttggtg 


ttt cctatga 


tgaat at aga 


tacagaagcg 


tcatcaaagc 


1700 


atgccaacta 


gaagaggaca 


tctccaagtt 


tgcagagaaa 


gacaatatag 


1750 


ttcttggaga 


aggtggaatc 


acactgagtg 


gaggtcaacg 


agcaagaatt 


1800 


tctttagcaa 


gagcagtata 


caaagatgct 


gatttgtatt 


tattagactc 


1850 


tccttttgga 


tacctagatg 


ttttaacaga 


aaaagaaata 


tttgaaagct 


1900 
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gtgtctgtaa 


actgatggct 


aacaaaacta 


ggattttggt 


cacttctaaa 


1950 


atggaacatt 


taaagaaagc 


tgacaaaata 


ttaattttga 


atgaaggtag 


2000 


cagctatttt 


tatgggacat 


tttcagaact 


ccaaaatcta 


cagccagact 


2050 


ttagctcaaa 


actcatggga 


tgtgattctt 


tcgaccaatt 


tagtgcagaa 


2100 


agaagaaatt 


caatcctaac 


tgagacctta 


caccgtttct 


cattagaagg 


2150 


agatgctcct 


gtctcctgga 


cagaaacaaa 


aaaacaatct 


tttaaacaga 


2200 


ctggagagtt 


tggggaaaaa 


aggaagaatt 


ctattctcaa 


tccaatcaac 


2250 


tctatacgaa 


aattttccat 


tgtgcaaaag 


actcccttac 


aaatgaatgg 


2300 


catcgaagag 


gattctgatg 


agcctttaga 


gagaaggctg 


tccttag'tac 


2350 


cagattctga 


gcagggagag 


gcgatactgc 


ctcgcatcag 


cgtgatcagc 


2400 


actggcccca 


cgcttcaggc 


acgaaggagg 


cagtctgtcc 


tgaacctgat 


2450 


gacacactca 


gttaaccaag 


gtcagaacat 


tcaccgaaag 


acaacagcat 


2500 


ccacacgaaa 


agtgtcactg 


gcccctcagg 


caaacttgac 


tgaactggat 


2550 


atatattcaa 


gaaggttatc 


tcaagaaact 


ggcttggaaa 


taagtgaaga 


2600 


aattaacgaa 


gaagacttaa 


aggagtgcct 


ttttgatgat 


atggagagca 


2650 


taccagcagt 


gactacatgg 


aacacatacc 


ttcgatatat 


tactgtccac 


2700 


aagagcttaa 


tttttgtgct 


aatttggtgc 


ttagtaattt 


ttctggcaga 


2750 


ggtggctgct 


tctttggttg 


tgctgtggct 


ccttggaaac 


actcctcttc 


2800 


aagacaaagg 


gaatagtact 


catagtagaa 


ataacagcta 


tgcagtgatt 


2850 


atcaccagca 


ccagttcgta 


ttatgtgttt 


tacatttacg 


tgggagtagc 


2900 


cgacactttg 


cttgctatgg 


gattcttcag 


aggtctacca 


ctggtgcata 


2950 


ctctaatcac 


agtgtcgaaa 


attttacacc 


acaaaatgtt 


acattctgtt 


3000 


cttcaagcac 


ctatgtcaac 


cctcaacacg 


ttgaaagcag 


gtgggattct 


3050 


taatagattc 


tccaaagata 


tagcaatttt 


ggatgacctt 


ctgcctctta 


3100 


ccatatttga 


cttcatccag 


ttgttattaa 


ttgtgattgg 


agctatagca 


3150 


gttgtcgcag 


ttttacaacc 


ctacatcttt 


gttgcaacag 


tgccagtgat 


3200 


agtggctttt 


attatgttga 


gagcatattt 


cctccaaacc 


tcacagcaac 


3250 


tcaaacaact 


ggaatctgaa 


ggcaggagtc 


caattttcac 


tcatcttgtt 


3300 


acaagcttaa 


aaggactatg 


gacacttcgt 


gccttcggac 


ggcagcctta 


3350 


ctttgaaact 


ctgttccaca 


aagctctgaa 


tttacatact 


gccaactggt 


3400 


tcttgtacct 


gtcaacactg 


cgctggttcc 


aaatgagaat 


agaaatgatt 


3450 
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tttgtcatct 


tcttcattgc 


tgtt acctt c 


a u CI. a u u a ^ a a 


rrrraacfacrt t cr 


crtattatrT't 

^ ^ CL L. ^ d L> \^ ^ L> 


t gagtacat t 


gcagtgggct 


gt aaact cca 


atgcgat ctg 


tgagccgagt 


ctttaagttc 


taaacct acc 


aagt caacca 


a a ccat a caa 


ttatgattat 


t gagaat t ca 


cacgtgaaga 


aaacraccaaa 


tgactgt caa 


agat ct caca 


aaatgccat a 


t t agagaaca 


tttccttctc 


tgggcct Ct t 


gggaagaact 


^ W w d \^ ^ ^ d 


tt t ttcraaac 

V- ^ ^ ^ ^ ^ \A \^ 


tactcraar'ac! 


t era a ncf a era a 

^ y d Cl y <^ CI «^ CL d 


1 1 CT CT era t tea 


ataactttcrr* 
d d d L y \^ 


a a rrt nrra ci 


cacagaaagtz 


atttattttt 


tctcroaaoat 


t a t era a c a cit* 


crcra crt na t pa 


ao'aaa1~a+"rTrf 
Cl u d Cl d i^ d ^ y y 


Qctcaoatcl" 




an'h'h'hr'(~'t'nrr 

Cl y L l_ U. V \^ 




ptntatr^cta 


d <^ \^ \^ d ^ y y 


gctagat ctg 


ttctcagtaa 


\^ u d> ^ di ^ 


tcrr'tr'atttrr 


<^d L^V-^^Ciy I..CICI 


^^d L.civ_i_da.ci 


aacrcat 1 1 ac 


taattcrcaca 


ataatt r'tr't 


at get ggaat 


gccaacaatt 


tttcicrtcata 


gtacgattcc 


atccagasac 


tgctgaacga. 


ccat cagccc 


ctccgacagg 


gt gaagct ct 


aagtgcaagt 


ct aagcccca 


gat t get get 


agaggtgcaa 


gatacaaggc 


tt t agagagc 


acatttgctc 


a tggaat tgg 


agct cgt ggg 


aaactcat aa 


aacagt t acc 


t ctgcct cag 


ttttttttaa 


aaaagaaaca 


tttggtaagg 


gggtcttgat 


aaatggcttc 


ctggcaatag 


ttcaaatcct 


tgaagattta 


ccacttgtgt 


gaaaaccctt 


gccatgtgct 


agtaattgga 


tcagcctagt 


tgatcagctt 


attgtctagt 



atttccattt taacaacagg 3500 
gactttagcc atgaatatca 3550 
gcatagatgt ggatagcttg 3600 
attgacatgc caacagaagg 3650 
gaatggccaa ctctcgaaag 3700 
aagatgacat ctggccctca 3750 
gcaaaataca cagaaggtgg 3800 
aataagtcct ggccagaggg 3850 
agagtacttt gttatcagct 3900 
atccagatcg atggtgtgtc 3950 
gaaagccttt ggagtgatac 4000 
ttagaaaaaa cttggatccc 4050 
aaagttgcag atgaggttgg 4100 
gaagcttgac tttgtccttg 4150 
acaagcagtt gatgtgcttg 4200 
ttgctgcttg atgaacccag 4250 
aattagaaga actctaaaac 4300 
gtgaacacag gatagaagca 4350 
gaagagaaca aagtgcggca 4400 
gaggagcctc ttccggcaag 4450 
ttccccaccg gaactcaagc 4 500 
ctgaaagagg agacagaaga 4550 
agcataaatg ttgacatggg 4 600 
acagtcacct catggaattg 4 650 
aaaacaagga tgaattaagt 4700 
ggaattgagg acactgatat 4750 
tcaaattgtg tgaaaggtac 4800 
tttgcaagcc agattttcct 4850 
aaggcagctc taaatgtcaa 4900 
gaaactcgtt aatttgtagt 4950 
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gttggagaag 


aactgaaatc 


atacttctta 


gggttatgat 


taagtaatga 


5000 


taactggaaa 


cttcagcggt 


ttatataagc 


ttgtattcct 


ttttctctcc 


5050 


tctccccatg 


atgtttagaa 


acacaactat 


attgtttgct 


aagcattcca 


5100 


actatctcat 


ttccaagcaa 


gtattagaat 


accacaggaa 


ccacaagact 


5150 


gcacatcaaa 


atatgcccca 


ttcaacatct 


agtgagcagt 


caggaaagag 


5200 


aacttccaga 


tcctggaaat 


cagggttagt 


attgtccagg 


tctaccaaaa 


5250 


atctcaatat 


ttcagataat 


cacaatacat 


cccttacctg 


ggaaagggct 


5300 


gttataatct 


ttcacagggg 


acaggatggt 


tcccttgatg 


aagaagttga 


5350 


tatgcctttt 


cccaactcca 


gaaagtgaca 


agctcacaga 


cctttgaact 


5400 


agagtttagc 


tggaaaagta 


tgttagtgca 


aattgtcaca 


ggacagccct 


5450 


tctttccaca 


gaagctccag 


gtagagggtg 


tgtaagtaga 


taggccatgg 


5500 


gcactgtggg 


tagacacaca 


tgaagtccaa 


gcat ttagat 


gtataggttg 


5550 


atggtggtat 


gttttcaggc 


tagatgtatg 


tacttcatgc 


tgtctacact 


5600 


aagagagaat 


gagagacaca 


ctgaagaagc 


accaatcatg 


aattagtttt 


5650 


atatgcttct 


gttttataat 


tttgtgaagc 


aaaatttttt 


ctctaggaaa 


5700 


tatttatttt 


aataatgttt 


caaacatata 


ttacaatgct 


gtattttaaa 


5750 


agaatgatta 


tgaattacat 


ttgtataaaa 


taatttttat 


atttgaaata 


5800 


ttgacttttt 


atggcactag 


tatttttatg 


aaatattatg 


ttaaaactgg 


5850 


gacaggggag 


aacctagggt 


gatattaacc 


aggggccatg 


aatcaccttt 


5900 


tggtctggag 


ggaagccttg 


gggctgatcg 


agttgttgcc 


cacagctgta 


5950 


tgattcccag 


ccagacacag 


cctcttagat 


gcagttctga 


agaagatggt 


6000 


accaccagtc 


tgactgtttc 


catcaagggt 


acactgcctt 


ctcaactcca 


6050 


aactgactct 


taagaagact 


gcattatatt 


tattactgta 


agaaaatatc 


6100 


acttgtcaat 


aaaatccata 


catttgtgt 6129 







<210> 50 

<211> 1480 

<212> PRT 

<213> Homo sapien 



<400> 50 

Met Gin Arg Ser Pro Leu Glu Lys Ala Ser Val Val Ser Lys Leu 

15 10 15 

Phe Phe Ser Trp Thr Arg Pro lie Leu Arg Lys Gly Tyr Arg Gin 

20 25 30 

Arg Leu Glu Leu Ser Asp lie Tyr Gin lie Pro Ser Val Asp Ser 
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35 40 45 

Ala Asp Asn Leu Ser Glu Lys Leu Glu Arg Glu Trp Asp Arg Glu 
50 55 60 

Leu Ala Ser Lys Lys Asn Pro Lys Leu lie Asn Ala Leu Arg Arg 
65 70 75 

Cys Phe Phe Trp Arg Phe Met Phe Tyr Gly lie Phe Leu Tyr Leu 
80 85 90 

Gly Glu Val Thr Lys Ala Val Gin Pro Leu Leu Leu Gly Arg lie 
95 100 105 

lie Ala Ser Tyr Asp Pro Asp Asn Lys Glu Glu Arg Ser lie Ala 
110 115 120 

lie Tyr Leu Gly lie Gly Leu Cys Leu Leu Phe lie Val Arg Thr 
125 130 135 

Leu Leu Leu His Pro Ala lie Phe Gly Leu His His lie Gly Met 
140 145 150 

Gin Met Arg lie Ala Met Phe Ser Leu lie Tyr Lys Lys Thr Leu 
155 160 165 

Lys Leu Ser Ser Arg Val Leu Asp Lys lie Ser lie Gly Gin Leu 
170 175 180 

Val Ser Leu Leu Ser Asn Asn Leu Asn Lys Phe Asp Glu Gly Leu 
185 190 195 

Ala Leu Ala His Phe Val Trp lie Ala Pro Leu Gin Val Ala Leu 
200 205 210 

Leu Met Gly Leu lie Trp Glu Leu Leu Gin Ala Ser Ala Phe Cys 
215 220 225 

Gly Leu Gly Phe Leu lie Val Leu Ala Leu Phe Gin Ala Gly Leu 

230 235 240 

Gly Arg Met Met Met Lys Tyr Arg Asp Gin Arg Ala Gly Lys lie 
245 250 . 255 

Ser Glu Arg Leu Val lie Thr Ser Glu Met lie Glu Asn lie Gin 
260 265 270 

Ser Val Lys Ala Tyr Cys Trp Glu Glu Ala Met Glu Lys Met lie 
275 280 285 

Glu Asn Leu Arg Gin Thr Glu Leu Lys Leu Thr Arg Lys Ala Ala 
290 295 300 

Tyr Val Arg Tyr Phe Asn Ser Ser Ala Phe Phe Phe Ser Gly Phe 
305 310 315 

Phe Val Val Phe Leu Ser Val Leu Pro Tyr Ala Leu lie Lys Gly 
320 325 330 

lie lie Leu Arg Lys lie Phe Thr Thr lie Ser Phe Cys lie Val 
335 340 345 
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Leu Arg Met Ala Val Thr Arg Gin Phe Pro Trp Ala Val Gin Thr 
350 355 360 

Trp Tyr Asp Ser Leu Gly Ala lie Asn Lys lie Gin Asp Phe Leu 
365 370 375 

Gin Lys Gin Glu Tyr Lys Thr Leu Glu Tyr Asn Leu Thr Thr Thr 
380 385 390 

Glu Val Val Met Glu Asn Val Thr Ala Phe Trp Glu Glu Gly Phe 
395 400 405 

Gly Glu Leu Phe Glu Lys Ala Lys Gin Asn Asn Asn Asn Arg Lys 
410 415 420 

Thr Ser Asn Gly Asp Asp Ser Leu Phe Phe Ser Asn Phe Ser Leu 
425 430 435 

Leu Gly Thr Pro Val Leu Lys Asp lie Asn Phe Lys lie Glu Arg 
440 445 450 

Gly Gin Leu Leu Ala Val Ala Gly Ser Thr Gly Ala Gly Lys Thr 
455 460 465 

Ser Leu Leu Met Met lie Met Gly Glu Leu Glu Pro Ser Glu Gly 
470 475 480 

Lys lie Lys His Ser Gly Arg lie Ser Phe Cys Ser Gin Phe Ser 

485 490 495 

Trp lie Met Pro Gly Thr lie Lys Glu Asn lie lie Phe Gly Val 
500 505 510 

Ser Tyr Asp Glu Tyr Arg Tyr Arg Ser Val lie Lys Ala Cys Gin 
515 520 525 

Leu Glu Glu Asp lie Ser Lys Phe Ala Glu Lys Asp Asn lie Val 
530 " 535 540 

Leu Gly Glu Gly Gly lie Thr Leu Ser Gly Gly Gin Arg Ala Arg 
545 550 555 

lie Ser Leu Ala Arg Ala Val Tyr Lys Asp Ala Asp Leu Tyr Leu 
560 565 570 

Leu Asp Ser Pro Phe Gly Tyr Leu Asp Val Leu Thr Glu Lys Glu 
575 580 585 

lie Phe Glu Ser Cys Val Cys Lys Leu Met Ala Asn Lys Thr Arg 
590 595 600 

lie Leu Val Thr Ser Lys Met Glu His Leu Lys Lys Ala Asp Lys 
605 610 615 

lie Leu lie Leu Asn Glu Gly Ser Ser Tyr Phe Tyr Gly Thr Phe 
620 625 630 

Ser Glu Leu Gin Asn Leu Gin Pro Asp Phe Ser Ser Lys Leu Met 
635 640 645 
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Gly Cys Asp Ser Phe Asp Gin Phe Ser Ala Glu Arg Arg Asn Ser 
650 655 660 

lie Leu Thr Glu Thr Leu His Arg Phe Ser Leu Glu Gly Asp Ala 
665 670 675 

Pro Val Ser Trp Thr Glu Thr Lys Lys Gin Ser Phe Lys Gin Thr 
680 685 690 

Gly Glu Phe Gly Glu Lys Arg Lys Asn Ser lie Leu Asn Pro lie 
695 700 705 

Asn Ser lie Arg Lys Phe Ser lie Val Gin Lys Thr Pro Leu Gin 
710 715 720 

Met Asn Gly lie Glu Glu Asp Ser Asp Glu Pro Leu Glu Arg Arg 
725 730 735 

Leu Ser Leu Val Pro Asp Ser Glu Gin Gly Glu Ala lie Leu Pro 
740 745 750 

Arg lie Ser Val lie Ser Thr Gly Pro Thr Leu Gin Ala Arg Arg 

755 760 765 

Arg Gin Ser Val Leu Asn Leu Met Thr His Ser Val Asn Gin Gly 
770 775 780 

Gin Asn lie His Arg Lys Thr Thr Ala Ser Thr Arg Lys Val Ser 
785 790 795 

Leu Ala Pro Gin Ala Asn Leu Thr Glu Leu Asp lie Tyr Ser Arg 
800 805 810 

Arg Leu Ser Gin Glu Thr Gly Leu Glu lie Ser Glu Glu lie Asn 

815 820 825 

Glu Glu Asp Leu Lys Glu Cys Leu Phe Asp Asp Met Glu Ser lie 
830 835 840 

Pro Ala Val Thr Thr Trp Asn Thr Tyr Leu Arg Tyr lie Thr Val 
845 850 855 

His Lys Ser Leu lie Phe Val Leu lie Trp Cys Leu Val lie Phe 
860 865 870 

Leu Ala Glu Val Ala Ala Ser Leu Val Val Leu Trp Leu Leu Gly 
875 880 885 

Asn Thr Pro Leu Gin Asp Lys Gly Asn Ser Thr His Ser Arg Asn 
890 895 900 

Asn Ser Tyr Ala Val lie lie Thr Ser Thr Ser Ser Tyr Tyr Val 
905 910 915 

Phe Tyr lie Tyr Val Gly Val Ala Asp Thr Leu Leu Ala Met Gly 
920 925 930 

Phe Phe Arg Gly Leu Pro Leu Val His Thr Leu lie Thr Val Ser 
935 940 945 

Lys lie Leu His His Lys Met Leu His Ser Val Leu Gin Ala Pro 
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950 955 960 

Met Ser Thr Leu Asn Thr Leu Lys Ala Gly Gly lie Leu Asn Arg 

965 970 975 

Phe Ser Lys Asp lie Ala lie Leu Asp Asp Leu Leu Pro Leu Thr 

980 985 990 

lie Phe Asp Phe lie Gin Leu Leu Leu lie Val lie Gly Ala lie 

995 1000 1005 

Ala Val Val Ala Val Leu Gin Pro Tyr He Phe Val Ala Thr Val 

1010 1015 1020 

Pro Val He Val Ala Phe He Met Leu Arg Ala Tyr Phe Leu Gin 

1025 1030 1035 

Thr Ser Gin Gin Leu Lys Gin Leu Glu Ser Glu Gly Arg Ser Pro 

1040 1045 1050 

He Phe Thr His Leu Val Thr Ser Leu Lys Gly Leu Trp Thr Leu 

1055 1060 1065 

Arg Ala Phe Gly Arg Gin Pro Tyr Phe Glu Thr Leu Phe His Lys 

1070 1075 1080 

Ala Leu Asn Leu His Thr Ala Asn Trp Phe Leu Tyr Leu Ser Thr 

1085 1090 1095 

Leu Arg Trp Phe Gin Met Arg He Glu Met He Phe Val He Phe 

1100 1105 1110 

Phe He Ala Val Thr Phe He Ser He Leu Thr Thr Gly Glu Gly 

1115 1120 1125 

Glu Gly Arg Val Gly He He Leu Thr Leu Ala Met Asn He Met 

1130 1135 1140 

Ser Thr Leu Gin Trp Ala Val Asn Ser Ser He Asp Val Asp Ser 

1145 1150 1155 

Leu Met Arg Ser Val Ser Arg Val Phe Lys Phe He Asp Met Pro 

1160 1165 1170 

Thr Glu Gly Lys Pro Thr Lys Ser Thr Lys Pro Tyr Lys Asn Gly 

1175 1180 1185 

Gin Leu Ser Lys Val Met He He Glu Asn Ser His Val Lys Lys 

1190 1195 1200 

Asp Asp He Trp Pro Ser Gly Gly Gin Met Thr Val Lys Asp Leu 

1205 1210 1215 

Thr Ala Lys Tyr Thr Glu Gly Gly Asn Ala He Leu Glu Asn He 

1220 1225 1230 

Ser Phe Ser He Ser Pro Gly Gin Arg Val Gly Leu Leu Gly Arg 

1235 1240 1245 

Thr Gly Ser Gly Lys Ser Thr Leu Leu Ser Ala Phe Leu Arg Leu 

1250 1255 1260 
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Leu Asn Thr Glu Gly Glu lie Gin lie Asp Gly Val Ser Trp Asp 
1265 1270 1275 

Ser lie Thr Leu Gin Gin Trp Arg Lys Ala Phe Gly Val lie Pro 
1280 1285 1290 

Gin Lys Val Phe lie Phe Ser Gly Thr Phe Arg Lys Asn Leu Asp 
1295 1300 1305 

Pro Tyr Glu Gin Trp Ser Asp Gin Glu lie Trp Lys Val Ala Asp 
1310 1315 1320 

Glu Val Gly Leu Arg Ser Val lie Glu Gin Phe Pro Gly Lys Leu 
1325 1330 1335 

Asp Phe Val Leu Val Asp Gly Gly Cys Val Leu Ser His Gly His 

1340 1345 1350 

Lys Gin Leu Met Cys Leu Ala Arg Ser Val Leu Ser Lys Ala Lys 
1355 1360 1365 

lie Leu Leu Leu Asp Glu Pro Ser Ala His Leu Asp Pro Val Thr 
1370 1375 1380 

Tyr Gin lie lie Arg Arg Thr Leu Lys Gin Ala Phe Ala Asp Cys 
1385 1390 1395 

Thr Val lie Leu Cys Glu His Arg lie Glu Ala Met Leu Glu Cys 
1400 1405 1410 

Gin Gin Phe Leu Val lie Glu Glu Asn Lys Val Arg Gin Tyr Asp 
1415 1420 1425 

Ser lie Gin Lys Leu Leu Asn Glu Arg Ser Leu Phe Arg Gin Ala 
1430 1435 1440 

lie Ser Pro Ser Asp Arg Val Lys Leu Phe Pro His Arg Asn Ser 
1445 1450 1455 

Ser Lys Cys Lys Ser Lys Pro Gin lie Ala Ala Leu Lys Glu Glu 
1460 1465 1470 

Thr Glu Glu Glu Val Gin Asp Thr Arg Leu 
1475 1480 

<210> 51 

<211> 1847 

<212> DNA 

<213> Homo sapien 

<400> 51 

ctcctgccct ccactgactc cagagaggga gatccccagt acttgactcc 50 

atcacgcaga tgggagcagg caccagctat ggagagggat acagctgcgt 100 

ctccacatga cccatcctgc atgacaccaa agccaccgcc agacagtgcc 150 

tcggattcta tgcaaaacct gggaagcgga gacctacccc agccccggga 200 

ggaagctagc tcttcagggg accgtctgag gactggagtt tgatccatga 250 
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I— ^ I— C4. I— X— ^ 


aatcraaci't'ot 




oo^ao'l~r^arff"' 


c^cY ^ f c* 
\-r i_ y d d V V \^ 


carrarraot" 1" c 

d d ^ \^ 


Sa^y d w w y y y \^ 


AC* c ^^cp{C\cY 
d d d Vi>d y w 


accgcsact c 


ccacaaaact 


tctctoaocil" 

v.- ^ d V4 l_ 


d <^ d ^ W d d d 


y wy Qy dd v>> vh.- 


r'arrrrr'aar^arr 
w^dy yv^dd^dy 


ccaggtgtgg 


agtgggacag 


aagtcacggc 


ggtaatagcc 


ctagccattg 


gtgcacagga 


gctactgatg 


ggaatgatta 


agggagctgc 


atgttctagg 


aactcttcat 


gagcactttg 



tcttcattca tattcattcc 300 
ttctagaaaa gcagcccaga 350 
gccaaaaaaa aaaaaaaaaa 400 
gcttggagtc cagtggttgg 450 
gcaaccaggg gccctgatca 500 
acccaatggc acagcctctt 550 
tcaccatcac cgtggtcctt 600 
aatgtggtcg tctgtctggc 650 
gaccaattgt ttcatcgtgt 700 
tcctggtgct gcccttctct 750 
tttggcaagg tcttctgcaa 800 
cacagcctcc attcttaacc 850 
ctgtcatgga cccactgcgg 900 
gccatctctc tggtcttaat 950 
gtctatccac ctggggtgga 1000 
ataccacctc taagtgcaaa 1050 
gatgggctgg tcaccttcta 1100 
ctaccgcatc ttcaaggtcg 1150 
ttagctcctg gaaggcagcc 1200 
ctggccgccg tcatgggggc 1250 
cgcgtttgtg taccgtgggc 1300 
tagaagccat cgttctgtgg 1350 
atcctgtatg ctgcgctgaa 1400 
cttctgctgc aggctggcca 14 50 
ccaacgcctc tcagctgtcc 1500 
gaagagaaac ccctgaagct 1550 
cccccaggga gccacagaca 1600 
tgggggcaat gggaggggat 1650 
tgtttaggtg gtgctggttt 1700 
taaacaccct cttgcttaat 1750 
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cctcccaacg gcccccaaag gtagaactta gctccctttt aaaaggagca 1800 

cattaaaatt ctcagaggac ttggcaaggg ccgcacagct ggggcat 1847 

<210> 52 

<211> 359 

<212> PRT 

<213> Homo sapien 

<400> 52 

Met Ala Pro Asn Gly Thr Ala Ser Ser Phe Cys Leu Asp Ser Thr 

15 10 15 

Ala Cys Lys lie Thr lie Thr Val Val Leu Ala Val Leu lie Leu 

20 25 30 

lie Thr Val Ala Gly Asn Val Val Val Cys Leu Ala Val Gly Leu 

35 40 45 

Asn Arg Arg Leu Arg Asn Leu Thr Asn Cys Phe lie Val Ser Leu 

50 55 60 

Ala lie Thr Asp Leu Leu Leu Gly Leu Leu Val Leu Pro Phe Ser 

65 . 70 . 75 

Ala lie Tyr Gin Leu Ser Cys Lys Trp Ser Phe Gly Lys Val Phe 

80 85 90 

Cys Asn lie Tyr Thr Ser Leu Asp Val Met Leu Cys Thr Ala Ser 

95 100 105 

lie Leu Asn Leu Phe Met lie Ser Leu Asp Arg Tyr Cys Ala Val 

110 115 120 

Met Asp Pro Leu Arg Tyr Pro Val Leu Val Thr Pro Val Arg Val 

125 130 135 

Ala lie Ser Leu Val Leu lie Trp Val lie Ser lie Thr Leu Ser 

140 145 150 

Phe Leu Ser lie His Leu Gly Trp Asn Ser Arg Asn Glu Thr Ser 

155 160 165 

Lys Gly Asn His Thr Thr Ser Lys Cys Lys Val Gin Val Asn Glu 

170 175 180 

Val Tyr Gly Leu Val Asp Gly Leu Val Thr Phe Tyr Leu Pro Leu 

185 190 195 

Leu lie Met Cys lie Thr Tyr Tyr Arg lie Phe Lys Val Ala Arg 

200 205 210 

Asp Gin Ala Lys Arg lie Asn His lie Ser Ser Trp Lys Ala Ala 

215 220 225 

Thr He Arg Glu His Lys Ala Thr Val Thr Leu Ala Ala Val Met 

230 235 240 

Gly Ala Phe He He Cys Trp Phe Pro Tyr Phe Thr Ala Phe Val 

245 250 255 
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Tyr Arg Gly Leu Arg 
260 

Ala lie Val Leu Trp 
275 

lie Leu Tyr Ala Ala 

290 

Gin Leu Phe Cys Cys 
305 

Ser Leu Arg Ser Asn 
320 

Glu Pro Arg Gin Gin 
335 

Ser Gly Thr Glu Val 
350 

<210> 53 

<211> 5512 

<212> DNA 

<213> Homo sapien 

<400> 53 



gagctagccc 


cggcggccgc 


cgccgcccag 


accggacgac 


aggccacctc 


50 


gtcggcgtcc 


gcccgagtcc 


ccgcctcgcc 


gccaacgcca 


caaccaccgc 


100 


gcacggcccc 


ctgactccgt 


ccagtattga 


tcgggagagc 


cggagcgagc 


150 


tcttcgggga 


gcagcgatgc 


gaccctccgg 


gacggccggg 


gcagcgctcc 


200 


tggcgctgct 


ggctgcgctc 


tgcccggcga 


gtcgggctct 


ggaggaaaag 


250 


aaagtttgcc 


aaggcacgag 


taacaagctc 


acgcagttgg 


gcacttttga 


300 


agatcatttt 


ct cagcct cc 


agaggatgtt 


caataactgt 


gaggtggtcc 


350 


ttgggaattt 


ggaaattacc 


tatgtgcaga 


ggaattatga 


tctttccttc 


400 


ttaaagacca 


tccaggaggt 


ggctggttat 


gtcctcattg 


ccctcaacac 


450 


agtggagcga 


attcctttgg 


aaaacctgca 


gatcatcaga 


ggaaatatgt 


500 


actacgaaaa 


ttcctatgcc 


ttagcagtct 


tatctaacta 


tgatgcaaat 


550 


aaaaccggac 


tgaaggagct 


gcccatgaga 


aatttacagg 


aaatcctgca 


600 


tggcgccgtg 


cggttcagca 


acaaccctgc 


cctgtgcaac 


gtggagagca 


650 


tccagtggcg 


ggacatagtc 


agcagtgact 


ttctcagcaa 


catgtcgatg 


700 


gacttccaga 


accacctggg 


cagctgccaa 


aagtgtgatc 


caagctgtcc 


750 


caatgggagc 


tgctggggtg 


caggagagga 


gaactgccag 


aaactgacca 


800 


aaatcatctg 


tgcccagcag 


tgctccgggc 


gctgccgtgg 


caagtccccc 


850 



Gly Asp Asp Ala lie Asn Glu Val Leu Glu 
265 270 

Leu Gly Tyr Ala Asn Ser Ala Leu Asn Pro 
280 285 

Leu Asn Arg Asp Phe Arg Thr Gly Tyr Gin 

295 300 

Arg Leu Ala Asn Arg Asn Ser His Lys Thr 
310 315 

Ala Ser Gin Leu Ser Arg Thr Gin Ser Arg 
325 330 

Glu Glu Lys Pro Leu Lys Leu Gin Val Trp 
340 345 

Thr Ala Pro Gin Gly Ala Thr Asp Arg 
355 
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agtgactgct 


gccacaacca 


gtgtgctgca 


ggctgcacag 


gcccccggga 


900 


gagcgactgc 


ctggtctgcc 


gcaaattccg 


agacgaagcc 


acgtgcaagg 


950 


acacctgccc 


cccactcatg 


ctctacaacc 


ccaccacgta 


ccagatggat 


1000 


gtgaaccccg 


agggcaaata 


cagctttggt 


gccacctgcg 


tgaagaagtg 


1050 


tccccgtaat 


tatgtggtga 


cagatcacgg 


ctcgtgcgtc 


cgagcctgtg 


1100 


gggccgacag 


ctatgagatg 


gaggaagacg 


gcgtccgcaa 


gtgtaagaag 


1150 


tgcgaagggc 


cttgccgcaa 


agtgtgtaac 


ggaataggta 


ttggtgaatt 


1200 


taaagactca 


ctctccataa 


atgctacgaa 


tattaaacac 


ttcaaaaact 


1250 


gcacctccat 


cagtggcgat 


ctccacatcc 


tgccggtggc 


atttaggggt 


1300 


gactccttca 


cacatactcc 


tcctctggat 


ccacaggaac 


tggatattct 


1350 


gaaaaccgta 


aaggaaatca 


cagggttttt 


gctgattcag 


gcttggcctg 


1400 


aaaacaggac 


ggacctccat 


gcctttgaga 


acctagaaat 


cat acgcggc 


1450 


aggaccaagc 


aacatggtca 


gttttctctt 


gcagtcgtca 


gcctgaacat 


1500 


aacatccttg 


ggattacgct 


ccctcaagga 


gataagtgat 


ggagatgtga 


1550 


taatttcagg 


aaacaaaaat 


ttgtgctatg 


caaatacaat 


aaactggaaa 


1600 


aaactgtttg 


ggacctccgg 


tcagaaaacc 


aaaattataa 


gcaacagagg 


1650 


tgaaaacagc 


tgcaaggcca 


caggccaggt 


ctgccatgcc 


ttgtgctccc 


1700 


ccgagggctg 


ctggggcccg 


gagcccaggg 


actgcgtctc 


ttgccggaat 


1750 


gtcagccgag 


gcagggaatg 


cgtggacaag 


tgcaaccttc 


tggagggtga 


1800 


gccaagggag 


tttgtggaga 


actctgagtg 


catacagtgc 


cacccagagt 


1850 


gcctgcctca 


ggccatgaac 


atcacctgca 


caggacgggg 


accagacaac 


1900 


tgtatccagt 


gtgcccacta 


cattgacggc 


ccccactgcg 


tcaagacctg 


1950 


cccggcagga 


gtcatgggag 


aaaacaacac 


cctggtctgg 


aagtacgcag 


2000 


acgccggcca 


tgtgtgccac 


ctgtgccatc 


caaactgcac 


ctacggatgc 


2050 


actgggccag 


gtcttgaagg 


ctgtccaacg 


aatgggccta 


agatcccgtc 


2100 


catcgccact 


gggatggtgg 


gggccctcct 


cttgctgctg 


gtggtggccc 


2150 


tggggatcgg 


cctcttcatg 


cgaaggcgcc 


acatcgttcg 


gaagcgcacg 


2200 


ctgcggaggc 


tgctgcagga 


gagggagctt 


gtggagcctc 


ttacacccag 


2250 


tggagaagct 


cccaaccaag 


ctctcttgag 


gatcttgaag 


gaaactgaat 


2300 


tcaaaaagat 


caaagtgctg 


ggctccggtg 


cgttcggcac 


ggtgtataag 


2350 


ggactctgga 


tcccagaagg 


tgagaaagtt 


aaaattcccg 


tcgctatcaa 


2400 
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^ ^ 4- a a ft o 


ft a o f ^ ^ f» ^ 

yadyOodC-dL 


f^^ f f* ft ass ft f* 

ciLccgdadgc 


ft f* ^ 4" a /"•/"T'f" 


ft o 4" ft ft f* f o ft ft 

gauygcccigc 


fr 4~ ft ft a s 3 /■» f 

guggdCddCC 


n r-* a /^"f" f* 




c.y L.yt^dyL*L.\_* 




ouyyctv^i-ct Ly 


f* f ft ft ft A a r^ia 

L.Q_'V_.yyyddL«d 




f* a a 4" ft ft^ ff^ 

caac u ggugt 


/^4~ /*f s ft s 4" ^ 

g ugcaga ucg 


:0 ^ 4" 

gaggaccyL-c 


gcuL.ggt.gca 


o^ ot or o^ or ^ o^ o* 4* or 

ccgcgaccug 


ft o a a a o 1^ f* ft 

ga.aaaCaCCg 


Ca.y Co. U y U Co 


o or ^ ^ o< ^ o^ o or ^ 


+■ f^ "f" f^ ^ 

^ y y 9^ y ^y y ^ 


agagaaagaa 


o^ o» 4^ or ^ or 

uaccaugcag 


aagtgga.tgg 


cat t ggaat c 


aattttacac 


t ga.tgt ct gg 


agct acgggg 


tgaccgtttg 


cc3.3.gccat a 


tgacggaat c 


cctgccagcg 


aaaggagaac 


gcct ccct ca 


gccacccat a 


gat catggtc 


aagt get gga 


t gat agacgc 


gtgagt t gat 


catcgaattc 


tccaaaatgg 


ct t gt catt c 


agggggatga 


aagaatgcat 


caacttctac 


cgt gccct ga 


t ggat gaaga 


augccgacga 


gtacctcatc 


ccacagcagg 


acgtcacgga 


ctcccctcct 


gagctct ctg 


Caccg L- ggcu 


ugcauugaua 


gaaat gggct 


aagacagctt 


cttgcagcga 


tacagctcag 


gaggacagca 


4" ^ or ^ o» or fa oi o^ 

L agacgacac 


cttcctccca 


+* "1" 

gLCcgLtccc 


^ ^ or or o* o^ o* or 

aaaaggcccg 


ctggct ct gt 


d L,Ociyv_t^L.OL. 


ft ^ f f f f ft f ft 
yddoc^ov^yc^y 


f f f s ft f a ft s ft 
cccagcagag 


a :a ft f f\~ ft 

Cacagcactg 


^ ft 4" f* ^ ^ 

cagugggcaa 


ft f* f^ f% ft ft ^ ^ 4* 

ccccgagnaL. 


^w-uy Ly (_(^ctci(^ 


dyL^dv_.d U l_v-,y 


o f> ft r~« /~> "H ft f 
cH_-ciyL-.OC_-LyL- 


/~T ^ f f ^ \~ 

yL.\,^clk^v^cia.aL. 


udyv^v^uyydc 


ddccci_.gacL 


aaggaagcca 


agccaaatgg 


catctttaag 


agaataccta 


agggtcgcgc 


cacaaagcag 


cacggaggat 


agtatgagcc 


ctaaaaatcc 


accaagccac 


agcaggtcct 


ccatcccaac 



caacaaggaa atcctcgatg 2450 
cccacgtgtg ccgcctgctg 2500 
atcacgcagc tcatgccctt 2550 
caaagacaat attggctccc 2600 
caaagggcat gaactacttg 2650 
gcagccagga acgtactggt 2700 
ttttgggctg gccaaactgc 2750 
aaggaggcaa agtgcctatc 2800 
agaatctata cccaccagag 2850 
ggagttgatg acctttggat 2900 
agatctcctc catcctggag 2950 
tgtaccatcg atgtctacat 3000 
agatagtcgc ccaaagttcc 3050 
cccgagaccc ccagcgctac 3100 
ttgccaagtc ctacagactc 3150 
agacatggac gacgtggtgfg 3200 
gcttcttcag cagcccctcc 3250 
agtgcaacca gcaacaattc 3300 
gcaaagctgt cccatcaagg 3350 
accccacagg cgccttgact 3400 
gtgcctgaat acataaacca 3450 
gcagaatcct gtctatcaca 3500 
acccacacta ccaggacccc 3550 
ctcaacactg tccagcccac 3600 
ccactgggcc cagaaaggca 3650 
accagcagga cttctttccc 3700 
ggctccacag ctgaaaatgc 3750 
tgaatttatt ggagcatgac 3800 
agactctttc gatacccagg 3850 
agccatgccc gcattagctc 3900 
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ttagacccac agactggttt tgcaacgttt 
acttccacct cgggcacatt ttgggaagtt 
tgtgaagcat ttacagaaac gcatccagca 
agaaatttat ctttcaaaga ggtatatttg 
tgtgaggatt tttattgatt ggggatcttg 
tgatttttac ttcaatgggc tcttccaaca 
cacttgctac cctgagttca tccaggccca 
gccacaagtc ttccagagga tgcttgattc 
ttccactgca aaacactaaa gatccaagaa 
gccggatcgg tactgtatca agtcatggca 
tctgtccctt cctgggcaaa gaagaaacgg 
gacttacttt tgtaaaaatg tccccacggt 
ccagtggttt ccagtcatga gcgttagact 
cattgttttg aaactcagta tgccgcccct 
gcaagagagg atgacacatc aaataataac 
gattcatcag catttggacc aatagcccac 
taaggataac accgcttttg ttctcgcaaa 
gctcagatga aatgcatcag gtcctttggg 
aaaatgaagc tgctctgaaa tctcctttag 
aattagtttg tgttacttat ggaagatagt 
caaaagcttt ttactcaaag agtatatgtt 
caaaccccct ccttacgctt tgtcacacaa 
catctattca agcacttaca gctctggcca 
gcgaatgaca gtagcattat gagtagtgtg 
aactagggtt tgaaattgat aatgctttca 
gaaggaaaaa agttccttcc taaaataatt 
gaagattcag ctagttagga gcccattttt 
gtaacctgac tggttaacag cagtcctttg 
cctagtcaat atccacccca tccaatttat 
aaatattttc agcctacagt tatgttcagt 
tccttttgct tttaaagtaa tttttgactc 



acaccgacta gccaggaagt 3950 
gcattccttt gtcttcaaac 4000 
agaatattgt ccctttgagc 4050 
aaaaaaaaaa aaaaagtata 4100 
gagtttttca ttgtcgctat 4150 
aggaagaagc ttgctggtag 4200 
actgtgagca aggagcacaa 4250 
cagtggttct gcttcaaggc 4300 
ggccttcatg gccccagcag 4350 
ggtacagtag gataagccac 4400 
aggggatgaa ttcttcctta 4450 
acttactccc cactgatgga 4500 
gacttgtttg tcttccattc 4550 
gtcttgctgt catgaaatca 4600 
tcggattcca gcccacattg 4650 
agctgagaat gtggaatacc 4700 
aacgtatctc ctaatttgag 4750 
gcatagatca gaagactaca 4800 
ccatcacccc aaccccccaa 4850 
tttctccttt tacttcactt 4900 
ccctccaggt cagctgcccc 4 950 
aaagtgtctc tgccttgagt 5000 
caacagggca ttttacaggt 5050 
aattcaggta gtaaatatga 5100 
caacatttgc agatgtttta 5150 
■tctctacaat tggaagattg 5200 
tcctaatctg tgtgtgccct 5250 
taaacagtgt tttaaactct 5300 
caaggaagaa atggttcaga 5350 
cacacacaca tacaaaatgt 5400 
ccagatcagt cagagcccct 5450 
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acagcattgt taagaaagta tttgattttt gtctcaatga aaataaaact 5500 
atattcattt cc 5512 



<210> 54 

<211> 1210 

<212> PRT 

<213> Homo sapien 

<400> 54 

Met Arg Pro Ser Gly Thr Ala Gly Ala Ala Leu Leu Ala Leu Leu 

15 10 15 

Ala Ala Leu Cys Pro Ala Ser Arg Ala Leu Glu Glu Lys Lys Val 

20 25 30 

Cys Gin Gly Thr Ser Asn Lys Leu Thr Gin Leu Gly Thr Phe Glu 

35 40 45 

Asp His Phe Leu Ser Leu Gin Arg Met Phe Asn Asn Cys Glu Val 

50 55 60 

Val Leu Gly Asn Leu Glu lie Thr Tyr Val Gin Arg Asn Tyr Asp 

65 70 75 

Leu Ser Phe Leu Lys Thr lie Gin Glu Val Ala Gly Tyr Val Leu 

80 85 90 

lie Ala Leu Asn Thr Val Glu Arg lie Pro Leu Glu Asn Leu Gin 

95 100 105 

lie lie Arg Gly Asn Met Tyr Tyr Glu Asn Ser Tyr Ala Leu Ala 

110 115 120 

Val Leu Ser Asn Tyr Asp Ala Asn Lys Thr Gly Leu Lys Glu Leu 

125 130 135 

Pro Met Arg Asn Leu Gin Glu lie Leu His Gly Ala Val Arg Phe 

140 145 150 

Ser Asn Asn Pro Ala Leu Cys Asn Val Glu Ser lie Gin Trp Arg 

155 160 165 

Asp lie Val Ser Ser Asp Phe Leu Ser Asn Met Ser Met Asp Phe 

170 175 180 

Gin Asn His Leu Gly Ser Cys Gin Lys Cys Asp Pro Ser Cys Pro 

185 190 195 

Asn Gly Ser Cys Trp Gly Ala Gly Glu Glu Asn Cys Gin Lys Leu 

200 205 210 

Thr Lys lie lie Cys Ala Gin Gin Cys Ser Gly Arg Cys Arg Gly 

215 220 225 

Lys Ser Pro Ser Asp Cys Cys His Asn Gin Cys Ala Ala Gly Cys 

230 235 240 

Thr Gly Pro Arg Glu Ser Asp Cys Leu Val Cys Arg Lys Phe Arg 

245 250 255 
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Asp Glu Ala Thr Cys Lys Asp Thr Cys Pro Pro Leu Met Leu Tyr 
260 265 270 

Asn Pro Thr Thr Tyr Gin Met Asp Val Asn Pro Glu Gly Lys Tyr 
275 280 285 

Ser Phe Gly Ala Thr Cys Val Lys Lys Cys Pro Arg Asn Tyr Val 
290 295 300 

Val Thr Asp His Gly Ser Cys Val Arg Ala Cys Gly Ala Asp Ser 
305 310 315 

Tyr Glu Met Glu Glu Asp Gly Val Arg Lys Cys Lys Lys Cys Glu 
320 325 330 

Gly Pro Cys Arg Lys Val Cys Asn Gly lie Gly lie Gly Glu Phe 

335 340 345 

Lys Asp Ser Leu Ser lie Asn Ala Thr Asn lie Lys His Phe Lys 
350 355 360 

Asn Cys Thr Ser lie Ser Gly Asp Leu His lie Leu Pro Val Ala 
365 370 375 

Phe Arg Gly Asp Ser Phe Thr His Thr Pro Pro Leu Asp Pro Gin 
380 385 390 

Glu Leu Asp lie Leu Lys Thr Val Lys Glu lie Thr Gly Phe Leu 
395 400 405 

Leu lie Gin Ala Trp Pro Glu Asn Arg Thr Asp Leu His Ala Phe 
410 415 420 

Glu Asn Leu Glu lie lie Arg Gly Arg Thr Lys Gin His Gly Gin 
425 430 435 

Phe Ser Leu Ala Val Val Ser Leu Asn lie Thr Ser Leu Gly Leu 
440 445 450 

Arg Ser Leu Lys Glu lie . Ser Asp Gly Asp Val lie lie Ser Gly 
455 460 465 

Asn Lys Asn Leu Cys Tyr Ala Asn Thr lie Asn Trp Lys Lys Leu 

470 475 480 

Phe Gly Thr Ser Gly Gin Lys Thr Lys lie lie Ser Asn Arg Gly 
485 490 495 

Glu Asn Ser Cys Lys Ala Thr Gly Gin Val Cys His Ala Leu Cys 
500 505 510 

Ser Pro Glu Gly Cys Trp Gly Pro Glu Pro Arg Asp Cys Val Ser 
515 520 525 

Cys Arg Asn Val Ser Arg Gly Arg Glu Cys Val Asp Lys Cys Asn 
530 535 540 

Leu Leu Glu Gly Glu Pro Arg Glu Phe Val Glu Asn Ser Glu Cys 
545 550 555 
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lie Gin Cys 
Cys Thr Gly 
lie Asp Gly 
Gly Glu Asn 
Val Cys His 
Pro Gly Leu 
lie Ala Thr 
Ala Leu Gly 
Lys Arg Thr 
Pro Leu Thr 
lie Leu Lys 
Gly Ala Phe 
Glu Lys Val 
Thr Ser Pro 
Met Ala Ser 
Cys Leu Thr 
Gly Cys Leu 
Ser Gin Tyr 
Asn Tyr Leu 
Arg Asn Val 
Phe Gly Leu 



His Pro Glu 
560 

Arg Gly Pro 
575 

Pro His Cys 

590 

Asn Thr Leu 
605 

Leu Cys His 
620 

Glu Gly Cys 
635 

Gly Met Val 
650 

lie Gly Leu 
665 

Leu Arg Arg 
680 

Pro Ser Gly 
695 

Glu Thr Glu 
710 

Gly Thr Val 

725 

Lys lie Pro 
740 

Lys Ala Asn 
755 

Val Asp Asn 
770 

Ser Thr Val 
785 

Leu Asp Tyr 
800 

Leu Leu Asn 
815 

Glu Asp Arg 
830 

Leu Val Lys 
845 

Ala Lys Leu 



Cys Leu Pro 
Asp Asn Cys 
Val Lys Thr 
Val Trp Lys 
Pro Asn Cys 
Pro Thr Asn 
Gly Ala Leu 
Phe Met Arg 
Leu Leu Gin 
Glu Ala Pro 
Phe Lys Lys 
Tyr Lys Gly 
Val Ala lie 
Lys Glu lie 
Pro His Val 
Gin Leu lie 
Val Arg Glu 
Trp Cys Val 
Arg Leu Val 
Thr Pro Gin 
Leu Gly Ala 



Gin Ala Met 
565 

lie Gin Cys 
580 

Cys Pro Ala 

595 

Tyr Ala Asp 
610 

Thr Tyr Gly 
625 

Gly Pro Lys 
640 

Leu Leu Leu 
655 

Arg Arg His 
670 

Glu Arg Glu 
685 

Asn Gin Ala 
700 

lie Lys Val 
715 

Leu Trp lie 
730 

Lys Glu Leu 
745 

Leu Asp Glu 
760 

Cys Arg Leu 
775 

Thr Gin Leu 
790 

His Lys Asp 
805 

Gin He Ala 
820 

His Arg Asp 
835 

His Val Lys 
850 

Glu Glu Lys 



Asn lie Thr 
570 

Ala His Tyr 
585 

Gly Val Met 
600 

Ala Gly His 
615 

Cys Thr Gly 
630 

He Pro Ser 
645 

Leu Val Val 
660 

He Val Arg 
675 

Leu Val Glu 
690 

Leu Leu Arg 
705 

Leu Gly Ser 
720 

Pro Glu Gly 

735 

Arg Glu Ala 
750 

Ala Tyr Val 
765 

Leu Gly He 
780 

Met Pro Phe 
795 

Asn He Gly 
810 

Lys Gly Met 
825 

Leu Ala Ala 
840 

He Thr Asp 
855 

Glu Tyr His 
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860 865 870 

Ala Glu Gly Gly Lys Val Pro lie Lys Trp Met Ala Leu Glu Ser 

875 880 885 

lie Leu His Arg lie Tyr Thr His Gin Ser Asp Val Trp Ser Tyr 

890 895. 900 

Gly Val Thr Val Trp Glu Leu Met Thr Phe Gly Ser Lys Pro Tyr 

905 910 915 

Asp Gly lie Pro Ala Ser Glu lie Ser Ser lie Leu Glu Lys Gly 

920 925 930 

Glu Arg Leu Pro Gin Pro Pro lie Cys Thr lie Asp Val Tyr Met 

935 940 945 

lie Met Val Lys Cys Trp Met lie Asp Ala Asp Ser Arg Pro Lys 

950 955 960 

Phe Arg Glu Leu lie lie Glu Phe Ser Lys Met Ala Arg Asp Pro 

965 970 975 

Gin Arg Tyr Leu Val lie Gin Gly Asp Glu Arg Met His Leu Pro 

980 985 990 

Ser Pro Thr Asp Ser Asn Phe Tyr Arg Ala Leu Met Asp Glu Glu 

995 1000 1005 

Asp Met Asp Asp Val Val Asp Ala Asp Glu Tyr Leu lie Pro Gin 

1010 1015 1020 



Gin Gly Phe Phe Ser 
1025 

Ser Ser Leu Ser Ala 
1040 

Asp Arg Asn Gly Leu Gin Ser Cys 
1055 

Leu Gin Arg Tyr Ser Ser Asp Pro 
1070 



Thr Ser Arg Thr Pro Leu Leu 
1030 1035 

Thr Val Ala Cys lie 
1050 

Pro lie Lys Glu Asp Ser Phe 
1060 1065 

Thr Gly Ala Leu Thr Glu Asp 
1075 1080 



Ser Pro Ser 



Thr Ser Asn Asn Ser 
1045 



Ser lie Asp Asp Thr Phe Leu Pro Val Pro Glu Tyr lie Asn Gin 
1085 1090 1095 

Ser Val Pro Lys Arg Pro Ala Gly Ser Val Gin Asn Pro Val Tyr 
1100 1105 1110 

His Asn Gin Pro Leu Asn Pro Ala Pro Ser Arg Asp Pro His Tyr 
1115 1120 1125 

Gin Asp Pro His Ser Thr Ala Val Gly Asn Pro Glu Tyr Leu Asn 
1130 1135 1140 

Thr Val Gin Pro Thr Cys Val Asn Ser Thr Phe Asp Ser Pro Ala 
1145 1150 1155 

His Trp Ala Gin Lys Gly Ser His Gin lie Ser Leu Asp Asn Pro 
1160 1165 1170 
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Asp Tyr Gin Gin Asp Phe Phe Pro Lys Glu Ala Lys Pro Asn Gly 
1175 1180 1185 

lie Phe Lys Gly Ser Thr Ala Glu Asn Ala Glu Tyr Leu Arg Val 
1190 1195 1200 

Ala Pro Gin Ser Ser Glu Phe lie Gly Ala 
1205 1210 

<210> 55 
<211> 4711 
<212> DNA 
<213> Homo sapien 

<400> 55 



gccccgggaa 


gcgcagccat 


ggctctgcgg 


aggctggggg 


ccgcgctgct 


50 


gctgctgccg 


ctgctcgccg 


ccgtggaaga 


aacgctaatg 


gactccacta 


100 


cagcgactgc 


tgagctgggc 


tggatggtgc 


atcctccatc 


agggtgggaa 


150 


gaggtgagtg 


gctacgatga 


gaacatgaac 


acgatccgca 


cgtaccaggt 


200 


gtgcaacgtg 


tttgagtcaa 


gccagaacaa 


ctggctacgg 


accaagttta 


250 


tccggcgccg 


tggcgcccac 


cgcatccacg 


tggagatgaa 


gttttcggtg 


300 


cgtgactgca 


gcagcatccc 


cagcgtgcct 


ggctcctgca 


aggagacctt 


350 


caacctctat 


tactatgagg 


ctgactttga 


ctcggccacc 


aagaccttcc 


400 


ccaactggat 


ggagaatcca 


tgggtgaagg 


tggataccat 


tgcagccgac 


450 


gagagcttct 


cccaggtgga 


cctgggtggc 


cgcgtcatga 


aaat caacac 


500 


cgaggtgcgg 


agcttcggac 


ctgtgtcccg 


cagcggcttc 


tacctggcct 


550 


tccaggacta 


tggcggctgc 


atgtccctca 


tcgccgtgcg 


tgtct tctac 


600 


cgcaagtgcc 


cccgcatcat 


ccagaatggc 


gccatcttcc 


aggaaaccct 


650 


gtcgggggct 


gagagcacat 


cgctggtggc 


tgcccggggc 


agctgcatcg 


700 


ccaatgcgga 


agaggtggat 


gtacccatca 


agctctactg 


taacggggac 


750 


ggcgagtggc 


tggtgcccat 


cgggcgctgc 


atgtgcaaag 


caggcttcga 


800 


ggccgttgag 


aatggcaccg 


tctgccgagg 


ttgtccatct 


gggactttca 


850 


aggccaacca 


aggggatgag 


gcctgtaccc 


actgtcccat 


caacagccgg 


900 


accacttctg 


aaggggccac 


caactgtgtc 


tgccgcaatg 


gctactacag 


950 


agcagacctg 


gaccccctgg 


acatgccctg 


cacaaccatc 


ccctccgcgc 


1000 


cccaggctgt 


gatttccagt 


gtcaatgaga 


cctccctcat 


gctggagtgg 


1050 


acccctcccc 


gcgactccgg 


aggccgagag 


gacctcgtct 


acaacatcat 


1100 


ctgcaagagc 


tgtggctcgg 


gccggggtgc 


ctgcacccgc 


tgcggggaca 


1150 
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atgtacagta 


cgcaccacgc 


cagct aggcc 


tgaccgagcc 


acacat ttac 


1200 


atcagtgacc 


tgctggccca 


cacccagtac 


accttcgaga 


t ccaggct gt 


1250 


gaacqqcQtt 


actgaccaga 


gccccttctc 


gcct cagt t c 


gcctctgtga 


1300 


acatcaccac 


caaccaggca 


gctccatcgg 


caatatccat 


catacr5t"Cr5o 


1350 


qtqaqccqca 


ccqtqqacaq 


cattaccctg 


t cgt ggt ccc 


agccggacca 


1400 


gcccaatggc 


ataatcctqa 


act at gagct 


gcagt act at 


y ^ di d ^4 y di y 


1450 


tcagtgagta 


caacgccaca 


gccataaaaa 


crccccaccaa 


V*>d ^ y y Nvd Nrf 


1500 


gtgcagggcc 


tcaaagccgg 


cgccat ctat 


gtcttccagg 


t cr c CI CTOT' a c cr 


1550 


caccgtggca 


ggctacgggc 


gctacagcgg 


caagatgtac 


^ \^ d ^ d \^ a 


1600 


tgacagaagc 


caaataccacr 

^ ^ 1^ CJ. ^ 


\^ CL \^ CI ^ Vi^ 




n c f ^ <^ +* "f- 


J. \j .J \j 


at cggct cct 


caaccactaa 


cctaatr'ttr' 

v_-* v.. u k_ ^ L- 


V_> l_ ^ U Vm> l> U 






caccatccrta 


tcftaapanar^ 

L. a Na'Ci. y ci 








1 7^n 


acacggacaa 


get gcaacac 


tacaccagtg 




V_> ^ d y U d L. y 


1800 


aagatctaca 


tcgatccttt 


cacctacgag 


^ O. d \^ 


ciyyv— ciy u.yi^y 


1850 


ggagt t t gcc 


aaoaaaattcf 


aCf^tctcctrr 

ca \_» a. I— ^ — y 




yciy\_ciyy L.yci 


1 Qon 

-L -7 W VJ 


t cggagcagg 


ggagt ttggc 


oacratctcfca 

^ u ^ ^4 d 


ci'i' CJCicc ^cci' 

y ^ y y \_»\_i> Cl w ^ 


na ^ rrr^i" ^ 


X 7 J 


ggcaagagag 


aaat ctt tcrt 


croccatcaacr 

^ ^ ^^CL a ci u 


C3, \— ^ L. ^ CI CI U L. 




<il VJ W 


ggagaagcag 


cere CCT craact 


tcctcTscfcaa 

I— * — ' 1^ C-i \^ \^ CL 




d.L.yyyL^^dy L. 




tcgaccatcc 


caacgtcatc 


cacct ggagg 


Cftatccrtcfac 


v^d d y d y V — d \^ d 


2100 


cct gt gat ga 


t cat caccga 


gttcatggag 


aatggctccc 




2150 


tctccggcaa 


aacgatgggc 


agt t cacagt 


catccagctg 


cit crcrcTpa t cic 


2200 


ttcqqqacat 


cqcaoctqac 


at gaagt acc 


tggcagacat 


craact at crt t 


2250 


caccgtgacc 


tggct gcccg 


caacatcctc 


atcaacaoca 


acct cr crt ct cr 


2300 


caaqqtqtcq 


gactttgggc 


t ct cacgct t 


t ct agaggac 


gatacctcag 


2350 


accccaccta 


caccagt gcc 


ctgggcggaa 


agat ccccat 


ccgctggaca 


2400 


gccccggaag 


ccat ccagta 


ccggaagt t c 


acct cggcca 


atcratatatcr 


2450 


gagctacggc 


attgtcatgt 


gggaggtgat 


gtcctatggg 


gagcggccct 


2500 


actgggacat 


gaccaaccag 


gatgtaatca 


atgccattga 


gcaggactat 


2550 


cggctgccac 


cgcccatgga 


ctgcccgagc 


gccctgcacc 


aactcatgct 


2600 


ggactgttgg 


cagaaggacc 


gcaaccaccg 


gcccaagttc 


ggccaaattg 


2650 
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tcaacacgct 


agacaagatg 


atccgcaatc 


ccaacagcct 


caaagccatg 


2700 


gcgcccctct 


cctctggcat 


caacctgccg 


ctgctggacc 


gcacgatccc 


2750 


cgactacacc 


agctttaaca 


cggtggacga 


gtggctggag 


gccatcaaga 


2800 


tggggcagta 


caaggagagc 


ttcgccaatg 


ccggcttcac 


ctcctttgac 


2850 


gtcgtgtctc 


agatgatgat 


ggaggacatt 


ctccgggttg 


gggtcacttt 


2900 


ggctggccac 


cagaaaaaaa 


tcctgaacag 


tatccaggtg 


atgcgggcgc 


2950 


agatgaacca 


gattcagtct 


gtggaggttt 


gacattcacc 


tgcctcggct 


3000 


cacctcttcc 


tccaagcccc 


gccccctctg 


ccccacgtgc 


cggccctcct 


3050 


ggtgctctat 


ccactgcagg 


gccagccact 


cgccaggagg 


ccacgggcca 


3100 


cgggaagaac 


caagcggtgc 


cagccacgag 


acgtcaccaa 


gaaaacatgc 


3150 


aactcaaacg 


acggaaaaaa 


aaagggaatg 


ggaaaaaaga 


aaacagatcc 


3200 


tgggaggggg 


cgggaaatac 


aaggaatatt 


ttttaaagag 


gattctcata 


3250 


aggaaagcaa 


tgactgttct 


tgcgggggat 


aaaaaagggc 


ttgggagatt 


3300 


catgcgatgt 


gtccaatcgg 


agacaaaagc 


agtttctctc 


caactccctc 


3350 


tgggaaggtg 


acctggccag 


agccaagaaa 


cactttcaga 


aaaacaaatg 


3400 


tgaaggggag 


agacaggggc 


cgcccttggc 


tcctgtccct 


gctgctcctc 


3450 


taggcctcac 


tcaacaacca 


agcgcctgga 


ggacgggaca 


gatggacaga 


3500 


cagccaccct 


gagaacccct 


ctgggaaaat 


ctattcctgc 


caccactggg 


3550 


caaacagaag 


aatttttctg 


tctttggaga 


gtattttaga 


aactccaatg 


3600 


aaagacactg 


tttctcctgt 


tggctcacag 


ggctgaaagg 


ggcttttgtc 


3650 


ctcctgggtc 


agggagaacg 


cggggacccc 


agaaaggtca 


gccttcctga 


3700 


ggatgggcaa 


cccccaggtc 


tgcagctcca 


ggtacatatc 


acgcgcacag 


3750 


cctggcagcc 


tggccctcct 


ggtgcccact 


cccgccagcc 


cctgcctcga 


3800 


ggactgatac 


tgcagtgact 


gccgtcagct 


ccgactgccg 


ctgagaaggg 


3850 


ttgatcctgc 


atctgggttt 


gtttacagca 


attcctggac 


tcgggggtat 


3900 


tttggtcaca 


gggtggtttt 


ggtttagggg 


gtttgtttgt 


tgggttgttt 


3950 


tttgtttttt 


ggtttttttt 


aatgacaatg 


aagtgacact 


ttgacatttc 


4000 


ctaccttttg 


aggacttgat 


ccttctccag 


gaagaaggtg 


ctttctgctt 


4050 


actgacttag 


gcaatacacc 


aagggcgaga 


ttttatatgc 


acatttctgg 


4100 


atttttttat 


acggttttca 


ttgacactct 


tccctcctcc 


cacctgccac 


4150 


caggcctcac 


caaagcccac 


tgccatgggg 


ccatctgggc 


cattcagaga 


4200 
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ctggagtgag atttgggtgt ggagggggag gcgccaaggt ggaggagctt 4 250 
cccactccag gactgttgat gaaagggaca gattgaggag gaagtgggct 4 300 

ctgaggctgc agggctggaa gtccttgccc acttcccact ctcctgcccc 4350 

aatctatcta gtacttccca ggcaaatagg cccctttgag gctcctgagt 4400 

gccctcagat ggtcaaaacc cagttttccc tctgggagcc taaaccaggc 4450 

tgcatcggag gccaggaccc ggatcattca ctgtgatacc ctgccctcca 4 500 

gagggtgcgc tcagagacac gggcaagcat gcctcttccc ttccctggag 4550 

agaaagtgtg tgatttctct cccacctcct tccccccacc agacctttgc 4 600 

tgggcctaaa ggtcttggcc atggggacgc cctcagtcta gggatctggc 4650 

cacagactcc ctcctgtgaa ccaacacaga cacccaagca gagcaatcag 4700 

ttagtgaatt g 4711 

<210> 56 

<211> 987 

<212> PRT 

<213> Homo sapien 

<400> 56 

Met Ala Leu Arg Arg Leu Gly Ala Ala Leu Leu Leu Leu Pro Leu 
15 10 15 

Leu Ala Ala Val Glu Glu Thr Leu Met Asp Ser Thr Thr Ala Thr 
20 25 30 

Ala Glu Leu Gly Trp Met Val His Pro Pro Ser Gly Trp Glu Glu 
35 40 45 

Val Ser Gly Tyr Asp Glu Asn Met Asn Thr lie Arg Thr Tyr Gin 
50 55 60 

Val Cys Asn Val Phe Glu Ser Ser Gin Asn Asn Trp Leu Arg Thr 
65 70 75 

Lys Phe lie Arg Arg Arg Gly Ala His Arg lie His Val Glu Met 
80 85 90 

Lys Phe Ser Val Arg Asp Cys Ser Ser lie Pro Ser Val Pro Gly 
95 100 105 

Ser Cys Lys Glu Thr Phe Asn Leu Tyr Tyr Tyr Glu Ala Asp Phe 

110 115 120 

Asp Ser Ala Thr Lys Thr Phe Pro Asn Trp Met Glu Asn Pro Trp 
125 130 135 

Val Lys Val Asp Thr lie Ala Ala Asp Glu Ser Phe Ser Gin Val 
140 • 145 150 

Asp Leu Gly Gly Arg Val Met Lys lie Asn Thr Glu Val Arg Ser 
155 160 165 
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Phe Gly Pro Val Ser Arg Ser Gly Phe Tyr Leu Ala Phe Gin Asp 
170 175 180 

Tyr Gly Gly Cys Met Ser Leu lie Ala Val Arg Val Phe Tyr Arg 
185 190 195 

Lys Cys Pro Arg lie lie Gin Asn Gly Ala lie Phe Gin Glu Thr 
200 205 210 

Leu Ser Gly Ala Glu Ser Thr Ser Leu Val Ala Ala Arg Gly Ser 
215 220 225 

Cys lie Ala Asn Ala Glu Glu Val Asp Val Pro lie Lys Leu Tyr 
230 235 240 

Cys Asn Gly Asp Gly Glu Trp Leu Val Pro lie Gly Arg Cys Met 

245 250 255 

Cys Lys Ala Gly Phe Glu Ala Val Glu Asn Gly Thr Val Cys Arg 
260 265 270 

Gly Cys Pro Ser Gly Thr Phe Lys Ala Asn Gin Gly Asp Glu Ala 
275 280 285 

Cys Thr His Cys Pro lie Asn Ser Arg Thr Thr Ser Glu Gly Ala 
290 295 300 

Thr Asn Cys Val Cys Arg Asn Gly Tyr Tyr Arg Ala Asp Leu Asp 
305 310 315 

Pro Leu Asp Met Pro Cys Thr Thr lie Pro Ser Ala Pro Gin Ala 
320 325 330 

Val lie Ser Ser Val Asn Glu Thr Ser Leu Met Leu Glu Trp Thr 
335 340 345 

Pro Pro Arg Asp Ser Gly Gly Arg Glu Asp Leu Val Tyr Asn lie 
350 355 360 

lie Cys Lys Ser Cys Gly Ser Gly Arg Gly Ala Cys Thr Arg Cys 
365 370 375 

Gly Asp Asn Val Gin Tyr Ala Pro Arg Gin Leu Gly Leu Thr Glu 

380 385 390 

Pro Arg lie Tyr lie Ser Asp Leu Leu Ala His Thr Gin Tyr Thr 
395 400 405 

Phe Glu lie Gin Ala Val Asn Gly Val Thr Asp Gin Ser Pro Phe 
410 415 420 

Ser Pro Gin Phe Ala Ser Val Asn lie Thr Thr Asn Gin Ala Ala 
425 430 435 

Pro Ser Ala Val Ser lie Met His Gin Val Ser Arg Thr Val Asp 
440 445 450 

Ser lie Thr Leu Ser Trp Ser Gin Pro Asp Gin Pro Asn Gly Val 
455 460 465 
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lie Leu Asp 
Tyr Asn Ala 
Gin Gly Leu 
Arg Thr Val 
Gin Thr Met 
Leu Pro Leu 
lie Ala Val 
Phe Glu Arg 
Thr Ser Gly 
Phe Thr Tyr 
Glu lie Asp 
Gly Glu Phe 
Lys Arg Glu 
Thr Glu Lys 
Gly Gin Phe 
Thr Lys Ser 
Gly Ser Leu 
Val lie Gin 
Lys Tyr Leu 
Arg Asn lie 
Phe Gly .Leu 



Tyr Glu Leu 
470 

Thr Ala lie 
485 

Lys Ala Gly 

500 

Ala Gly Tyr 
515 

Thr Glu Ala 
530 

lie He Gly 
545 

Val Val lie 
560 

Ala Asp Ser 

575 

His Met Thr 
590 

Glu Asp Pro 
605 

He Ser Cys 
620 

Gly Glu Val 

635 

He Phe Val 
650 

Gin Arg Arg 
665 

Asp His Pro 
680 

Thr Pro Val 
695 

Asp Ser Phe 
710 

Leu Val Gly 
725 

Ala Asp Met 
740 

Leu Val Asn 
755 

Ser Arg Phe 



Gin Tyr Tyr 
Lys Ser Pro 
Ala He Tyr 
Gly Arg Tyr 
Glu Tyr Gin 
Ser Ser Ala 
Ala He Val 
Glu Tyr Thr 
Pro Gly Met 
Asn Glu Ala 
Val Lys He 
Cys Ser Gly 
Ala He Lys 
Asp Phe Leu 
Asn Val He 
Met He He 
Leu Arg Gin 
Met Leu Arg 
Asn Tyr Val 
Ser Asn Leu 
Leu Glu Asp 



Glu Lys Glu 
475 

Thr Asn Thr 
490 

Val Phe Gin 

505 

Ser Gly Lys 
520 

Thr Ser He 
535 

Ala Gly Leu 
550 

Cys Asn Arg 
565 

Asp Lys Leu 

580 

Lys He Tyr 
595 

Val Arg Glu 
610 

Glu Gin Val 
625 

His Leu Lys 

640 

Thr Leu Lys 
655 

Ser Glu Ala 
670 

His Leu Glu 
685 

Thr Glu Phe 
700 

Asn Asp Gly 
715 

Gly He Ala 
730 

His Arg Asp 
745 

Val Cys Lys 
760 

Asp Thr Ser 



Leu Ser Glu 
480 

Val Thr Val 
495 

Val Arg Ala 
510 

Met Tyr Phe 
525 

Gin Glu Lys 
540 

Val Phe Leu 
555 

Arg Arg Gly 
570 

Gin His Tyr 

585 

He Asp Pro 
600 

Phe Ala Lys 
615 

He Gly Ala 
630 

Leu Pro Gly 

645 

Ser Gly Tyr 
660 

Ser He Met 
675 

Gly Val Val 
690 

Met Glu Asn 
705 

Gin Phe Thr 
720 

Ala Gly Met 
735 

Leu Ala Ala 
750 

Val Ser Asp 
765 

Asp Pro Thr 
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770 775 780 

Tyr Thr Ser Ala Leu Gly Gly Lys lie Pro lie Arg Trp Thr Ala 
785 790 795 

Pro Glu Ala lie Gin Tyr Arg Lys Phe Thr Ser Ala Ser Asp Val 
800 805 810 

Trp Ser Tyr Gly lie Val Met Trp Glu Val Met Ser Tyr Gly Glu 
815 820 825 

Arg Pro Tyr Trp Asp Met Thr Asn Gin Asp Val lie Asn Ala lie 

830 835 840 

Glu Gin Asp Tyr Arg Leu Pro Pro Pro Met Asp Cys Pro Ser Ala 
845 850 855 

Leu His Gin Leu Met Leu Asp Cys Trp Gin Lys Asp Arg Asn His 
860 865 870 

Arg Pro Lys Phe Gly Gin lie Val Asn Thr Leu Asp Lys Met lie 
875 880 885 

Arg Asn Pro Asn Ser Leu Lys Ala Met Ala Pro Leu Ser Ser Gly 
890 895 900 

lie Asn Leu Pro Leu Leu Asp Arg Thr lie Pro Asp Tyr Thr Ser 
905 910 915 

Phe Asn Thr Val Asp Glu Trp Leu Glu Ala lie Lys Met Gly Gin 
920 925 930 

Tyr Lys Glu Ser Phe Ala Asn Ala Gly Phe Thr Ser Phe Asp Val 
935 940 945 

Val Ser Gin Met Met Met Glu Asp lie Leu Arg Val Gly Val Thr 
950 955 960 

Leu Ala Gly His Gin Lys Lys lie Leu Asn Ser lie Gin Val Met 
965 970 975 

Arg Ala Gin Met Asn Gin lie Gin Ser Val Glu Val 
980 985 

<210> 57 

<211> 2033 

<212> DNA 

<213> Homo sapien 

<400> 57 

ggagaatccc cggaaaggct gagtctccag ctcaaggtca aaacgtccaa 50 

ggccgaaagc cctccagttt cccctggacg ccttgctcct gcttctgcta 100 

cgaccttctg gggaaaacga atttctcatt ttcttcttaa attgccattt 150 

tcgctttagg agatgaatgt tttcctttgg ctgttttggc aatgactctg 200 

aattaaagcg atgctaacgc ctcttttccc cctaattgtt aaaagctatg 250 

gactgcagga agatggcccg cttctcttac agtgtgattt ggatcatggc 300 
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catt tctaas 


gt ctttgaac 


tgggattagt 


t gccgggctg 


ggccat cagg 


350 


aatttgctcg 


tccatctcgg 


qqatacctaa 


cctt cagaga 


tgacagcatt 


400 


tggccccagg 


aggagcctgc 


aatt cggcct 


cggtcttccc 


aqcqtqtqcc 

^^^^ '~r3 ^^^^ 


450 


gcccatgggg 


atacagcaca 


gtaaggagct 


aaacagaacc 


t get gectga 


500 


atqaaqqaac 


ctgcatgctg 


gggtcctttt 


gtgcctgccc 


tecct cct t c 


550 


tacggacgga 


act gt gagca 


cgat gt gcgc 


aaaaaaaact 

V«4 W4 ^5 W« ^ wl ^ 


crt crcrcrt ct at 


600 


gccccatgac 


acctggctgc 


ccaagaagtg 


ttccc tgtgt 


aaat get ggc 


650 


acQQtcacrct 


ccgct get t t 


cct caggcat 


1 1 ct acccgg 


etgtgatggc 


700 


ct tgtgat gg 


at gagca cot 


cgtggcttcc 


aggactccag 


aactaccacc 


750 


gt ct gcacgt 


act accact t 


ttatactaat 


tCTQCatctQC 


ctttctatar* 

\-» ^ v,« a. k> o v.* 


800 


aaagctact a 


t t aat cgaca 


ttgacctatt 


tccacfaaata 

w \^ a u-i cL ^ 


caattttacra 

\^ WL li^ ^ ^ Wi ^ d 


850 


k» Q- i» ^ CL ^ u c« 












tgaaagatga 


t catttgtag 


ttgccttaaa 


ataatcraata 


C-^ ^ V* V- Cft Ca 


950 


aatggt ct ct 


aacatttcct 


tacagaacta 


cttcttactt 


r'tttOTTT'tfT 
\— » ^— V— >^ ^ v»rf L. y 


1000 


ccctctccca 


aaaaact act 


tcttttttca 


<wi ^ d ^ 




1050 


ccattgtgcc 


t aagt ccagt 


gtttcttttt 


tttttttttt 


ttcraoaccfcia 


1100 


gtct cact ct 


gtcacccagg 


c t crcract crca 

^ V--^ \mm ^ 


atcracQcaat 


ct t cf crt t r'a r* 


1150 


tgcaacct cc 


gcat ccgggg 


ttcaagccat 


tctcctcrccl" 


aacrcr'tr^rT'a 


1200 


agtaactggg 


at t acaggca 


tgtgt caeca 


tgcccagcta 


atttttttat 


1250 


at t t tagt ag 


agatgggggt 


ttcaccatat 


tggccagtct 


^ I— V — I— <^ Q 


1300 


t ctgaccttg 


t gat ccat eg 


atcagcctct 


cgagt get ga 


gat tacacac 


1350 


gtgagcaact 


gt gcaaggcc 


tggtgtttct 


taatacatcrt 


aattctacca 


1400 


aggtcttctt 


aatatgttct 


tttaaat gat 


tgaattatat 


gt t eagatta 


1450 


ttggagacta 


attctaatgt 


ggaccttaga 


atacagtttt 


gagtagagt t 


1500 


gatcaaaatc 


aattaaaata 


gtctctttaa 


aaggaaagaa 


aacatett ta 


1550 


aqqqqaqQaa 


ccagagtgct 


qaaqqaatqq 


aagtecat ct 


qcqtatqt qe 


1600 


agggagactg 


ggtaggaaag 


aggaagcaaa 


tagaagagag 


aggttgaaaa 


1650 


acaaaatggg 


ttacttgatt 


ggtgattagg 


tggtggtaga 


gaagcaagta 


1700 


aaaaggctaa 


atggaagggc 


aagtttccat 


eatctataga 


aagetatata 


1750 


agacaagaac 


tccccttttt 


ttcccaaagg 


cattataaaa 


agaatgaage 


1800 
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ctccttagaa aaaaaattat acctcaatgt ccccaacaag attgcttaat 1850 

aaattgtgtt tcctccaagc tattcaattc ttttaactgt tgtagaagac 1900 

aaaatgttca caatatattt agttgtaaac caagtgatca aactacatat 1950 

tgtaaagccc atttttaaaa tacattgtat atatgtgtat gcacagtaaa 2000 

aatggaaact atattgacct aaaaaaaaaa aaa 2033 

<210> 58 

<211> 188 

<212> PRT 

<213> Homo sapien 

<400> 58 

Met Asp Cys Arg Lys Met Ala Arg Phe Ser Tyr Ser Val lie Trp 
15 10 15 

He Met Ala He Ser Lys Val Phe Glu Leu Gly Leu Val Ala Gly 
20 25 30 

Leu Gly His Gin Glu Phe Ala Arg Pro Ser Arg Gly Tyr Leu Ala 
35 40 45 

Phe Arg Asp Asp Ser He Trp Pro Gin Glu Glu Pro Ala He Arg 
50 55 60 

Pro Arg Ser Ser Gin Arg Val Pro Pro Met Gly He Gin His Ser 

65 70 75 

Lys Glu Leu Asn Arg Thr Cys Cys Leu Asn Gly Gly Thr Cys Met 
80 85 90 

Leu Gly Ser Phe Cys Ala Cys Pro Pro Ser Phe Tyr Gly Arg Ash 
95 100 105 

Cys Glu His Asp Val Arg Lys Glu Asn Cys Gly Ser Val Pro His 
110 115 120 

Asp Thr Trp Leu Pro Lys Lys Cys Ser Leu Cys Lys Cys Trp His 
125 130 135 

Gly Gin Leu Arg Cys Phe Pro Gin Ala Phe Leu Pro Gly Cys Asp 
140 145 150 

Gly Leu Val Met Asp Glu His Leu Val Ala Ser Arg Thr Pro Glu 
155 160 165 

Leu Pro Pro Ser Ala Arg Thr Thr Thr Phe Met Leu Val Gly He 
170 175 180 

Cys Leu Ser He Gin Ser Tyr Tyr 
185 

<210> 59 

<211> 3346 

<212> DNA 

<213> Homo sapien 

<400> 59 
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gagtagacag 


cacagcggca 


gcggagggag 


tctatgcgag 


ctggacagca 


50 


gtgggaggtt 


tgtgaggctc 


gcactggccg 


cagaccctcg 


ggctcgatcg 


100 


cccgggagcc 


aggactcggc 


gacgcgaggc 


tgccgggcta 


cccggccgag 


150 


gcttcggggg 


cgcaaactaa 


tgggactggc 


tcgctcggca 


gcatctcccc 


200 


gctcttctaa 


gtacactgag 


cagggcccgc 


gctgaagtag 


aagctgtccg 


250 


ggggcgcgta 


gcccggagtc 


ccagtgtggc 


ccggaggaac 


ggagcccgtg 


300 


ccagggcggc 


ccagtcggga 


gcccggggac 


cgagcttgtg 


ctgtggggaa 


350 


acccccactt 


cttccaaggg 


acagcgatcc 


cgggacggtc 


gaggcgtcgg 


400 


ggcggtcacc 


gagacctctg 


cgggaagacc 


ccgtcgggga 


gagggcgcgc 


450 


agccccgaag 


cgtctcggga 


agtcgagcgg 


aatcgggcgg 


gatcacccgg 


500 


gggcgcagag 


cccccgtcgc 


gcctcgtgcg 


gcagcggaga 


gcccaggaga 


550 


acgagccctc 


gggggccgaa 


gcccatgccc 


gggttggggg 


cggctgccca 


600 


gtgagtcctc 


ctggccggcc 


gggcggagaa 


gagcgacacc 


gaagccggcg 


650 


ggaggggagc 


acttcaaggc 


cggcggctgc 


ggaggatggg 


cgcctgagcg 


700 


gctccgagcg 


cagcgcggca 


gaggaaggcg 


aggcgagctt 


tggtgaggag 


750 


gcgccaaggg 


atcccgaagt 


gcagtctgcc 


cccgggaaga 


tggctcggcc 


800 


tgggcagcgt 


tggctcggca 


agtggcttgt 


ggcgatggtc 


gtgtgggcgc 


850 


tgtgccggct 


cgccacaccg 


ctggccaaga 


acctggagcc 


cgtatcctgg 


900 


agctccctca 


accccaagtt 


cctgagtggg 


aagggcttgg 


tgatctatcc 


950 


gaaaattgga 


gacaagctgg 


acatcatctg 


cccccgagca 


gaagcagggc 


1000 


ggccctatga 


gtactacaag 


ctgtacctgg 


tgcggcctga 


gcaggcagct 


1050 


gcctgtagca 


cagttctcga 


ccccaacgtg 


ttggtcacct 


gcaataggcc 


1100 


agagcaggaa 


atacgcttta 


ccatcaagtt 


ccaggagttc 


agccccaact 


1150 


acatgggcct 


ggagttcaag 


aagcaccatg 


attactacat 


tacctcaaca 


1200 


tccaatggaa 


gcctggaggg 


gctggaaaac 


cgggagggcg 


gtgtgtgccg 


1250 


cacacgcacc 


atgaagatca 


tcatgaaggt 


tgggcaagat 


cccaatgctg 


1300 


tgacgcctga 


gcagctgact 


accagcaggc 


ccagcaagga 


ggcagacaac 


1350 


actgtcaaga 


tggccacaca 


ggcccctggt 


agtcggggct 


ccctgggtga 


1400 


ctctgatggc 


aagcatgaga 


ctgtgaacca 


ggaagagaag 


agtggcccag 


1450 


gtgcaagtgg 


gggcagcagc 


ggggaccctg 


atggcttctt 


caactccaag 


1500 


gtggcattgt 


tcgcggctgt 


cggtgccggt 


tgcgtcatct 


tcctgctcat 


1550 
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catcatcttc 


ctgacggtcc 


tactactgaa 


agcacacaca 


qcagcgggcg 


gctgccctct 


cccaaqaqqq 


gcagtggcac 


agcgggcacc 


tcccttacgg 


actacagaga 


acaactactg 


gtggggact a 


cgggcaccct 


gt ctacatcg 


agcccggcga 


acat ctact a 


caaggt ct ga 


cccccqaqqq 


acagtcggcc 


tqqaccqqac 


cccctcccct 


tgccagctgt 


gcccaccttt 


tt ggct t t ta 


t aat ccccct 


t t t t ccct gc 


gtgct t gt gc 


ccctaacccc 


catgctcttg 


gcct ctgggc 


t ccgtggggg 


cgccccttct 


tgatggacag 


caggcaggga 


gacagt cccc 


cccccttgcc 


accttcccag 


gact gcttgt 


aatgcttttg 


tgttcatttt 


t t agctgt ca 


tgaagaaaaa 


t ggaaaaat g 


taaaaggcag 


gcctggccca 


agccagt aca 


agagggcct g 


ggaagca t ag 


gatgcca t t t 


ct ttt ataga 


crcrt* ;5 3 oner err* 


Cl ^ ^ \^ \>^Cl ^ u ^ \^ 




ccactgggca 


aggtgt ccca 


ccct cccct C 


at cct ggcaa 


tggggtagtc 


actgccaccc 


acacacacac 


aaaaaaaaat 


cccttccttg 


tgcctccctc 


act ctcacgg 


taattaatgt 


gqaacaqqaq 


agctgctgca 


ggcagatgac 


qtqaqqtqcc 


caggtggct a 


tttgccctgc 


caccccccac 


cctgttctct 


ccttaccttt 


ggaaacagag 


gcccaqgqtq 


gagacctaag 


ctgctccttt 


tctgggccct 


agcacaggtg 


gctcctgctg 


ctgtcccagt 


cttgggctgg 


ctgcctgggg 


ctgggccagc 


ccgctgtgca 


cagcacggct 


gctaacagac 


tgccacttga 



gctacgcaag cggcaccgca 1600 
cgctcagtac cctggccagt 1650 
gagcccagcg acatcatcat 1700 
cccccactat gagaaggtga 1750 
tccaagagat gccgccccag 1800 
gtgcccggca cggcctcagg 1850 
ctctcctttc gcccccacac 1900 
gtatttagtt ttgtagtttc 1950 
cccctgggct tcggaggggg 2000 
tgccttcccc ctctggccag 2050 
tggaaggcag ggctggacac 2100 
tggccctgcc cctccctcgc 2150 
ccgctatcat cactgttttt 2200 
actcattttc atctgttttt 2250 
cccctcccca ggctttgtga 2300 
gggcacgatg tggtcagcca 2350 
ttccttggta tttctggtgg 2400 
catgagggaa gaggaaagtg 2450 
ctgaccctcc tacgaggctt 2500 
ttccacacac acacacacac 2550 
tgggattctt gggcatctcc 2600 
cttaattggc tgttgcctgg 2650 
ctcatggggg gtggagggag 2700 
agagctggga gtttcacccc 2750 
ggcatccttt ggcctggtgg 2800 
cgggtataag accaggtggc 2850 
ggtaaccccc acccaaccca 2900 
ggcctggaaa gaggaagagg 2950 
ctttgacccc agttccttgc 3000 
gtgcgccttg caggcactcc 3050 
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cagagcagcc atggaaggag ctggccctca caccatccac ctccacactg 3100 

cctcctggcc agctgcccac cccagtgcca ggtgggagag ggagcagaac 3150 

agccagcccc ttccaggtgg cagtcggaag ggtttttgtt tttgtttctg 3200 

ttgccatttg tgtaaatact agtctttttg gaaaaaaaat aatgtaaaga 3250 

tgttttgtat aaactctgaa ttattttctt gttgcttttt tcttagaaaa 3300 

aaatgagaac taaaaaaaaa aaattaacca catggaaaaa aaaaaa 334 6 

<210> 60 

<211> 346 

<212> PRT 

<213> Homo sapien 

<400> 60 

Met Ala Arg Pro Gly Gin Arg Trp Leu Gly Lys Trp Leu Val Ala 
15 10 15 

Met Val Val Trp Ala Leu Cys Arg Leu Ala Thr Pro Leu Ala Lys 
20 25 30 

Asn Leu Glu Pro Val Ser Trp Ser Ser Leu Asn Pro Lys Phe Leu 
35 40 45 

Ser Gly Lys Gly Leu Val lie Tyr Pro Lys ■ lie Gly Asp Lys Leu 
50 55 60 

Asp lie lie Cys Pro Arg Ala Glu Ala Gly Arg Pro Tyr Glu Tyr 
65 70 75 

Tyr Lys Leu Tyr Leu Val Arg Pro Glu Gin Ala Ala Ala Cys Ser 

80 85 90 

Thr Val Leu Asp Pro Asn Val Leu Val Thr Cys Asn Arg Pro Glu 
95 100 105 

Gin Glu lie Arg Phe Thr lie Lys Phe Gin Glu Phe Ser Pro Asn 
110 115 120 

Tyr Met Gly Leu Glu Phe Lys Lys His His Asp Tyr Tyr lie Thr 
125 130 135 

Ser Thr Ser Asn Gly Ser Leu Glu Gly Leu Glu Asn Arg Glu Gly 
140 145 150 

Gly Val Cys Arg Thr Arg Thr Met Lys lie lie Met Lys Val Gly 
155 160 165 

Gin Asp Pro Asn Ala Val Thr Pro Glu Gin Leu Thr Thr Ser Arg 
170 175 180 

Pro Ser Lys Glu Ala Asp Asn Thr Val Lys Met Ala Thr Gin Ala 
185 190 . 195 

Pro Gly Ser Arg Gly Ser Leu Gly Asp Ser Asp Gly Lys His Glu 
200 205 210 

Thr Val Asn Gin Glu Glu Lys Ser Gly Pro Gly Ala Ser Gly Gly 
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Ser Ser Gly Asp Pro 
230 

Phe Ala Ala Val Gly 
245 

lie Phe Leu Thr Val 
260 

Lys His Thr Gin Gin 

275 

Ala Ser Pro Lys Gly 
290 

Asp lie lie lie Pro 
305 

His Tyr Glu Lys Val 
320 

Val Gin Glu Met Pro 
335 

Val 



<210> 61 

<211> 2438 

<212> DNA 

<213> Homo sapien 

<400> 61 



ccggcggggg 


cgccgcggag 


agcggagggc 


gccgggctgc 


ggaacgcgaa 


50 


gcggagggcg 


cgggaccctg 


cacgccgccc 


gcgggcccat 


gtgagcgcca 


100 


tgcggcgccg 


cgcagcccgg 


ggacccggcc 


cgccgccccc 


agggcccgga 


150 


ctctcgcggt 


tgccgctgct 


gccgctgccg 


ctgctgctgc 


tgctggcgct 


200 


ggggacccgc 


gggggctgcg 


ccgcgcccgc 


acccgcgccg 


cgcgccgagg 


250 


acctcagcct 


gggagtggag 


tggctaagca 


ggttcggtta 


cctgcccccg 


300 


gctgacccca 


caacagggca 


gctgcagacg 


caagaggagc 


tgtctaaggc 


350 


catcacagcc 


atgcagcagt 


ttggtggcct 


ggaggccacc 


ggcatcctgg 


400 


acgaggccac 


cctggccctg 


atgaaaaccc 


cacgctgctc 


cctgccagac 


450 


ctccctgtcc 


tgacccaggc 


tcgcaggaga 


cgccaggctc 


cagcccccac 


500 


caagtggaac 


aagaggaacc 


tgtcgtggag 


ggtccggacg 


ttcccacggg 


550 


actcaccact 


ggggcacgac 


acggtgcgtg 


cactcatgta 


ctacgccctc 


600 


aaggtctgga 


gcgacattgc 


gcccctgaac 


ttccacgagg 


tggcgggcag 


650 



Asp Gly Phe Phe Asn Ser Lys Val Ala Leu 
235 240 

Ala Gly Cys Val lie Phe Leu Leu lie lie 
250 255 

Leu Leu Leu Lys Leu Arg Lys Arg His Arg 
265 270 

Arg Ala Ala Ala Leu Ser Leu Ser Thr Leu 
280 285 

Gly Ser Gly Thr Ala Gly Thr Glu Pro Ser 
295 300 

Leu Arg Thr Thr Glu Asn Asn Tyr Cys Pro 
310 315 

Ser Gly Asp Tyr Gly His Pro Val Tyr lie 
325 330 

Pro Gin Ser Pro Ala Asn lie Tyr Tyr Lys 
340 345 



caccgccgac 


atccagatcg 


acttctccaa 


ggccgaccat 


aacgacggct 


700 


accccttcga 


cggccccggc 


ggcaccgtgg 


cccacgcctt 


cttccccggc 


750 


caccaccaca 


ccgccgggga 


cacccacttt 


gacgatgacg 


aggcctggac 


800 


cttccgctcc 


tcggatgccc 


acgggatgga 


cctgtttgca 


gtggctgtcc 


850 


acgagtttgg 


ccacgccatt 


gggttaagcc 


atgtggccgc 


tgcacactcc 


900 


atcatgcggc 


cgtactacca 


gggcccggtg 


ggtgacccgc 


tgcgctacgg 


950 


gctcccctac 


gaggacaagg 


tgcgcgtctg 


gcagctgtac 


ggtgtgcggg 


1000 


agtctgtgtc 


tcccacggcg 


cagcccgagg 


agcctcccct 


gctgccggag 


1050 


cccccagaca 


accggtccag 


cgccccgccc 


aggaaggacg 


tgccccacag 


1100 


atgcagcact 


cactttgacg 


cggtggccca 


gatccgcggt 


gaagctttct 


1150 


tcttcaaagg 


caagtacttc 


tggcggctga 


cgcgggaccg 


gcacctggtg 


1200 


tccctgcagc 


cggcacagat 


gcaccgcttc 


tggcggggcc 


tgccgctgca 


1250 


cctggacagc 


gtggacgccg 


tgtacgagcg 


caccagcgac 


cacaagatcg 


1300 


tcttctttaa 


aggagacagg 


tactgggtgt 


tcaaggacaa 


taacgtagag 


1350 


gaaggatacc 


cgcgccccgt 


ctccgacttc 


agcctcccgc 


ctggcggcat 


1400 


cgacgctgcc 


ttctcctggg 


cccacaatga 


caggacttat 


ttctttaagg 


1450 


accagctgta 


ctggcgctac 


gatgaccaca 


cgaggcacat 


ggaccccggc 


1500 


taccccgccc 


agagccccct 


gtggaggggt 


gtccccagca 


cgctggacga 


1550 


cgccatgcgc 


tggtccgacg 


gtgcctccta 


cttcttccgt 


ggccaggagt 


1600 


actggaaagt 


gctggatggc 


gagctggagg 


tggcacccgg 


gtacccacag 


1650 


tccacggccc 


gggactggct 


ggtgtgtgga 


gactcacagg 


ccgatggatc 


1700 


tgtggctgcg 


ggcgtggacg 


cggcagaggg 


gccccgcgcc 


cctccaggac 


1750 


aacatgacca 


gagccgctcg 


gaggacggtt 


acgaggtctg 


ctcatgcacc 


■1800 


tctggggcat 


cctctccccc 


gggggcccca 


ggcccactgg 


tggctgccac 


1850 


catgctgctg 


ctgctgccgc 


cactgtcacc 


aggcgccctg 


tggacagcgg 


1900 


cccaggccct 


gacgctatga 


cacacagcgc 


gagcccatga 


gaggacagag 


1950 


gcggtgggac 


agcctggcca 


cagagggcaa 


ggactgtgcc 


ggagtccctg 


2000 


ggggaggtgc 


tggcgcggga 


tgaggacggg 


ccaccctggc 


accggaaggc 


2050 


cagcagaggg 


cacggcccgc 


cagggctggg 


caggctcagg 


tggcaaggac 


2100 


ggagctgtcc 


cctagtgagg 


gactgtgttg 


actgacgagc 


cgaggggtgg 


2150 


ccgctccaga 


sgggtgccca 


gtcaggccgc 


accgccgcca 


gcctcctccg 


2200 
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gccctggagg gagcatctcg ggctgggggc ccacccctct ctgtgccggc 2250 

gccaccaacc ccacccacac tgctgcctgg tgctcccgcc ggcccacagg 2300 

gcctccgtcc ccaggtcccc agtggggcag ccctccccac agacgagccc 2350 

cccacatggt gccgcggcac gtcccccctg tgacgcgttc cagaccaaca 2400 

tgacctctcc ctgctttgta aaaaaaaaaa aaaaaaaa 2438 

<210> 62 

<211> 606 

<212> PRT 

<213> Homo sapien 

<400> 62 

Met Arg Arg Arg Ala Ala Arg Gly Pro Gly Pro Pro Pro Pro Gly 
15 10 15 

Pro Gly Leu Ser Arg Leu Pro Leu Leu Pro Leu Pro Leu Leu Leu 
20 25 30 

Leu Leu Ala Leu Gly Thr Arg Gly Gly Cys Ala Ala Pro Ala Pro 
35 40 45 

Ala Pro Arg Ala Glu Asp Leu Ser Leu Gly Val Glu Trp Leu Ser 
50 55 60 

Arg Phe Gly Tyr Leu Pro Pro Ala Asp Pro Thr Thr Gly Gin Leu 
65 70 75 

Gin Thr Gin Glu Glu Leu Ser Lys Ala lie Thr Ala Met Gin Gin 
80 85 90 

Phe Gly Gly Leu Glu Ala Thr Gly lie Leu Asp Glu Ala Thr Leu 
95 100 105 

Ala Leu Met Lys Thr Pro Arg Cys Ser Leu Pro Asp Leu Pro Val 
110 115 120 

Leu Thr Gin Ala Arg Arg Arg Arg Gin Ala Pro Ala Pro Thr Lys 
125 130 135 

Trp Asn Lys Arg Asn Leu Ser Trp Arg Val Arg Thr Phe Pro Arg 
140 145 150 

Asp Ser Pro Leu Gly His Asp Thr Val Arg Ala Leu Met Tyr Tyr 
155 160 165 

. Ala Leu Lys Val Trp Ser Asp lie Ala Pro Leu Asn Phe His Glu 
170 175 180 

Val Ala Gly Ser Thr Ala Asp lie Gin lie Asp Phe Ser Lys Ala 
185 190 195 

Asp His Asn Asp Gly Tyr Pro Phe Asp Gly Pro Gly Gly Thr Val 
200 205 210 

Ala His Ala Phe Phe Pro Gly His His His Thr Ala Gly Asp Thr 
215 220 225 
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His Phe Asp Asp Asp Glu Ala Trp Thr Phe Arg Ser Ser Asp Ala 
230 235 240 

His Gly Met Asp Leu Phe Ala Val Ala Val His Glu Phe Gly His 
245 250 255 

Ala lie Gly Leu Ser His Val Ala Ala Ala His Ser lie Met Arg 
260 265 270 

Pro Tyr Tyr Gin Gly Pro Val Gly Asp Pro Leu Arg Tyr Gly Leu 
275 280 285 

Pro Tyr Glu Asp Lys Val Arg Val Trp Gin Leu Tyr Gly Val Arg 
290 295 300 

Glu Ser Val Ser Pro Thr Ala Gin Pro Glu Glu Pro Pro Leu Leu 

305 310 315 

Pro Glu Pro Pro Asp Asn Arg Ser Ser Ala Pro Pro Arg Lys Asp 
320 325 330 

Val Pro His Arg Cys Ser Thr His Phe Asp Ala Val Ala Gin lie 
335 340 345 

Arg Gly Glu Ala Phe Phe Phe Lys Gly Lys Tyr Phe Trp Arg Leu 
350 355 360 

Thr Arg Asp Arg His Leu Val Ser Leu Gin Pro Ala Gin Met His 
365 370 375 

Arg Phe Trp Arg Gly Leu Pro Leu His Leu Asp Ser Val Asp Ala 
380 385 390 

Val Tyr Glu Arg Thr Ser Asp His Lys lie Val Phe Phe Lys Gly 
395 400 405 

Asp Arg Tyr Trp Val Phe Lys Asp Asn Asn Val Glu Glu Gly Tyr 
410 415 420 

Pro Arg Pro Val Ser Asp Phe Ser Leu Pro Pro Gly Gly lie Asp 
425 430 435 

Ala Ala Phe Ser Trp Ala His Asn Asp Arg Thr Tyr Phe Phe Lys 

440 445 450 

Asp Gin Leu Tyr Trp Arg Tyr Asp Asp His Thr Arg His Met Asp 
455 460 465 

Pro Gly Tyr Pro Ala Gin Ser Pro Leu Trp Arg Gly Val Pro Ser 
470 475 480 

Thr Leu Asp Asp Ala Met Arg Trp Ser Asp Gly Ala Ser Tyr Phe 
485 490 495 

Phe Arg Gly Gin Glu Tyr Trp Lys Val Leu Asp Gly Glu Leu Glu 
500 505 510 

Val Ala Pro Gly Tyr Pro Gin Ser Thr Ala Arg Asp Trp Leu Val 
515 520 525 
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Cys Gly Asp Ser Gin Ala Asp Gly Ser Val Ala Ala Gly Val Asp 
530 535 540 

Ala Ala Glu Gly Pro Arg Ala Pro Pro Gly Gin His Asp Gin Ser 
545 550 555 

Arg Ser Glu Asp Gly Tyr Glu Val Cys Ser Cys Thr Ser Gly Ala 

560 565 570 

Ser Ser Pro Pro Gly Ala Pro Gly Pro Leu Val Ala Ala Thr Met 
575 580 585 

Leu Leu Leu Leu Pro Pro Leu Ser Pro Gly Ala Leu Trp Thr Ala 
590 595 600 

Ala Gin Ala Leu Thr Leu 
605 

<210> 63 

<211> 1009 

<212> DNA 

<213> Homo sapien 

<400> 63 



gacaaatgag 


ggtttggcat 


gcagctcgtc 


atcttaagag 


ttactatctt 


50 


cttgccctgg 


tgtttcgccg 


ttccagtgcc 


ccctgctgca 


gaccataaag 


100 


gatgggactt 


tgttgagggc 


tatttccatc 


aatttttcct 


gaccgagaag 


150 


gagtcgccac 


tccttaccca 


ggagacacaa 


acacagctcc 


tgcaacaatt 


200 


ccatcggaat 


gggacagacc 


tacttgacat 


gcagatgcat 


gctctgctac 


250 


accagcccca 


ctgtggggtg 


cctgatgggt 


ccgacacctc 


catct cgcca 


300 


ggaagatgca 


agtggaataa 


gcacactcta 


acttacagga 


ttatcaatta 


350 


cccacatgat 


atgaagccat 


ccgcagtgaa 


agacagtata 


tataatgcag 


400 


tttccatctg 


gagcaatgtg 


acccctttga 


tattccagca 


agtgcagaat 


450 


ggagatgcag 


acatcaaggt 


ttctttctgg 


cagtgggccc 


atgaagatgg 


500 


ttggcccttt 


gatgggccag 


gtggtatctt 


aggccatgcc 


tttttaccaa 


550 


attctggaaa 


tcctggagtt 


gtccattttg 


acaagaatga 


acactggtca 


600 


gcttcagaca 


ctggatataa 


tctgttcctg 


gttgcaactc 


atgagattgg 


650 


gcattctttg 


ggcctgcagc 


actctgggaa 


tcagagctcc 


ataatgtacc 


700 


ccacttactg 


gtatcacgac 


cctagaacct 


tccagctcag 


tgccgatgat 


750 


atccaaagga 


tccagcattt 


gtatggagaa 


aaatgttcat 


ctgacatacc 


800 


ttaatgttag 


cacagaggac 


ttattcaacc 


tgtcctttca 


gggagtttat 


850 


tggaggatca 


aagaactgaa 


agcactagag 


cagccttggg 


gactgctagg 


900 


atgaagccct 


aaagaatgca 


acctagtcag 


gttagctgaa 


ccgacactca 


950 
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aaacgctact gagtcacaat aaagattgtt ttaaagagta aaaaaaaaaa 1000 
aaaaaaaaa 1009 



<210> 64 

<211> 261 

<212> PRT 

<213> Homo sapien 

<400> 64 

Met Gin Leu Val lie Leu Arg Val Thr lie Phe Leu Pro Trp Cys 

15 10 15 

Phe Ala Val Pro Val Pro Pro Ala Ala Asp His Lys Gly Trp Asp 

20 25 30 

Phe Val Glu Gly Tyr Phe His Gin Phe Phe Leu Thr Glu Lys Glu 

35 40 45 

Ser Pro Leu Leu Thr Gin Glu Thr Gin Thr Gin Leu Leu Gin Gin 

50 55 60 

Phe His Arg Asn Gly Thr Asp Leu Leu Asp Met Gin Met His Ala 

65 70 75 

Leu Leu His Gin Pro His Cys Gly Val Pro Asp Gly Ser Asp Thr 

80 85 90 

Ser lie Ser Pro Gly Arg Cys Lys Trp Asn Lys His Thr Leu Thr 

95 100 105 

Tyr Arg lie lie Asn Tyr Pro His Asp Met Lys Pro Ser Ala Val 

110 115 120 

Lys Asp Ser lie Tyr Asn Ala Val Ser lie Trp Ser Asn Val Thr 

125 130 135 

Pro Leu lie Phe Gin Gin Val Gin Asn Gly Asp Ala Asp lie Lys 

140 145 150 

Val Ser Phe Trp Gin Trp Ala His Glu Asp Gly Trp Pro Phe Asp 

155 160 165 

Gly Pro Gly Gly lie Leu Gly His Ala Phe Leu Pro Asn Ser Gly 

170 175 180 

Asn Pro Gly Val Val His Phe Asp Lys Asn Glu His Trp Ser Ala 

185 190 195 

Ser Asp Thr Gly Tyr Asn Leu Phe Leu Val Ala Thr His Glu lie 

200 205 210 

Gly His Ser Leu Gly Leu Gin His Ser Gly Asn Gin Ser Ser lie 

215 220 225 

Met Tyr Pro Thr Tyr Trp Tyr His Asp Pro Arg Thr Phe Gin Leu 

230 235 240 

Ser Ala Asp Asp lie Gin Arg lie Gin His Leu Tyr Gly Glu Lys 

245 250 255 
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Cys Ser Ser Asp lie Pro 
260 

<210> 65 

<211> 3410 

<212> DNA 

<213> Homo sapien 

<400> 65 



gaattcgagg 


atccgggtac 


catgggcggc 


ggcaggccta 


gcagcacggg 


50 


aaccgtcccc 


cgcgcgcatg 


cgcgcgcccc 


tgaagcgcct 


gggggacggg 


100 


tatgggcggg 


aggtaggggc 


gcggctccgc 


gtgccagttg 


ggtgcccgcg 


150 


cgtcacgtgg 


tgaggaagga 


ggcggaggtc 


tgagtttcga 


gggagggggg 


200 


gagagaagag 


ggaacgagca 


agggaaggaa 


agcggggaaa 


ggaggaagga 


250 


aacgaacgag 


ggggagggag 


gtccctgttt 


tggaggagct 


aggagcgttg 


300 


ccggcccctg 


aagtggagcg 


agagggaggt 


gcttcgccgt 


ttctcctgcc 


350 




ccggcttccc 


gtggaggctc 


cggaccaagc 


cccttcagct 


400 


tctccctccg 


gatcgatgtg 


ctgctgttaa 


cccgtgagga 


ggcggcggcg 


450 


gcggcagcgg 


cagcggaaga 


tggtgttgct 


gagagtgtta 


attctgctcc 


500 


tctcctgggc 


ggcggggatg 


ggaggtcagt 


atgggaatcc 


tttaaataaa 


550 


tatatcagac 


attatgaagg 


attatcttac 


aatgtggatt 


cattacacca 


600 


aaaacaccag 


cgtgccaaaa 


gagcagtctc 


acatgaagac 


caatttttac 


650 


gtctagattt 


ccatgcccat 


ggaagacatt 


tcaacctacg 


aatgaagagg 


700 


gacacttccc 


ttttcagtga 


tgaatttaaa 


gtagaaacat 


caaataaagt 


750 


acttgattat 


gatacctctc 


atatttacac 


tggacatatt 


tatggtgaag 


800 


aaggaagttt 


tagccatggg 


tctgttattg 


atggaagatt 


tgaaggattc 


850 


atccagactc 


gtggtggcac 


attttatgtt 


gagccagcag 


agagatatat 


900 


taaagaccga 


actctgccat 


ttcactctgt 


catttatcat 


gaagatgata 


950 


ttaactatcc 


ccataaatac 


ggtcctcagg 


ggggctgtgc 


agatcattca 


1000 


gtatttgaaa 


gaatgaggaa 


ataccagatg 


actggtgtag 


aggaagtaac 


1050 


acagatacct 


caagaagaac 


atgctgctaa 


tggtccagaa 


cttctgagga 


1100 


aaaaacgtac 


aacttcagct 


gaaaaaaata 


cttgtcagct 


ttatattcag 


1150 


actgatcatt 


tgttctttaa 


atattacgga 


acacgagaag 


ctgtgattgc 


1200 


ccagatatcc 


agtcatgtta 


aagcgattga 


tacaatttac 


cagaccacag 


1250 


acttctccgg 


aatccgtaac 


atcagtttca 


tggtgaaacg 


cataagaatc 


1300 





era to a era a 


ooa ccc^r ric^ 

d \^ \^ d >>^d 


aatrT'tttcT' 


ol't'tTT'p'aaa 

y l> ^ ^ Var^^* V»d d d 




tat t ggtgt g 


gagaagtt tc 


tggaat t gaa 


ttct gagcag 


aat catgatg 


1400 


actactQl"l"l" 


ggcctatgtc 


t t cacagacc 


gagattttga 


i~oatonr'rf1"a 

^ y d v> \^ d 


14 50 


ct tggtct gg 


cttgggttgg 


agcaccttca 


ggaagct ct g 


craaoaatata 

^ CA \^ \U CA CA \_> CA 1» \^ 


1500 


tgaaa3a.3gt 


aaactctatt 


cagat ggtaa 


oaaoaaot cc 


ttaaacanto 

^ \^ di d d d \^ ^4 


1550 








dL.^ ud^^i-^Vi^ 


<^dddy UL'UOi. 




cacattactt 


ttoptcapoa 


aottooar'at' 

d l» <^ W d w d w> 


aar'I't'i'ooa't" 

dd U-U^dw 


\^\^\^\^o.\^o. L.yd 


X vJ «J 


t t ct ggaaca 


gagt gcacac 


caooaoaatc 


taaoaattto 

CL d U d ^ ^ ^ ^ 


ao't"r'aa333ri 

y y ^ \^ d d d d d y 


1700 


u d ^ ^ ^ \^ a a 


tl'acat'pat'ri 


U. d L. d d ^ d M 


w d d w d L. L. M U 


yydodddu^ <_ u 


17 50 


\^ OA OA tJL ^ 


aa1"'t"o1"r'ar''t" 


>^ L> ^ L d u ^ d ^ ^ 


d^ddd L.d v-dd 


yVi«N_rddy t_ l-v.^ u 


1 fi no 


t" cia rra a era a n 

i> >^ ci ci a u a a ^ 


d^ ClClCl\_<CiCL^ 


at tttat t oa 


d uij^^L^^dd 


^^udu L. ^y ^y 


1 R 

J. O w/ u 


03 3 3+" craaat' 

^ CL d d ^ U u d ^ 


U <^ L>dUdd<k^dd 






L.d L.dy i_ydL^ 


X :? u 


ca CI t cri" a a a cr 


d L> <^ d d l> U ^ U 


V'L. l^v^^ClU^l_<d 


dd L-v^ddo^dy 


dyyyddyddd 


X j7 ij U 


a't"nr'^^?;^r'i~rr 

^ <^ w d d d ^ M 




dd^d^ i_yiw^ciy 


i_\^oddy ut^dd 


yyuv^s^i-i-yuL. 


^ VJ u u 


at'acarrr'ar'a 
^ w d d \^ d \^ di 


U U> U C d I. I. 


dd^ L.^ClCld^ L. 


^ Lydyddy L.y 


L.N^yyydi,yd u 


^ U J u 


tcaoanlrrtTr 

\~ d d \^ L ^ ^ ^ 


r'aaorrrraarrrr 

^d du ^ ^ d d ^ ^ 




yyv^u L.<>^d^dy 


^ Li^u^Uy^^^ 


PI on 




uctddL^v^dd 


d^L. L.^dOd^d 


L^uy LddL.dyy 


CdUdCdCddy 


^ X o u 


u.^^dL. Cdo 






L.v^L.y uydydd 


dUdL.yyv_l-Ud 


9 9 on 


Qaacracrt CTt a 


r'oto1~or'pao 




dddyd uydL.d 


ddydd L. L-d L.y 


9? RO 


cpat* nt" a1"nc 


l^vj l^dC-yddv^d 


d d d V_ \_4 y d W N 


cti-v_^dd^)^ y ^ 


yoL^dy L.d<^dy 


^ J VJ vJ 


QQt ct crt a ca 


atooaa1"aQa 


V* d i» i» v^d ^ ^ ^ 


y w^ydd^Vvd L> 


v^d>_'V_«s_« ^y^dd 


2350 


cctaciatccc: 


Vtf ^ V^d d d 


1" 1" i" 1" ^5 (TP! o nt" 

i> L> V_ L^d^dUU I. 


L.dv^L.y L.ydL.y 


u uv^dL-yv-^y 


94 nn 

^ 1 VJ VJ 


at crcaaat ta 


ot aoal" oct o 


a 1~ oo1~ cct cf" 


dy^L.dyyv^L. L. 


ddddddyL'dd 


94 SO 


tttttagtcc 


agagct ctat 


aaaaacatto 


ctoaatooat 


1~ot*on'pt*r'at" 

^y<»yy\_>u.v_>di. 


2500 




tattacttat 


gggaattgct 


ctaatcatac 


taa1~aQ(^t"orf 
«— d d y y ^ y y 


2550 


atttattaag 


atatgcagtg 


ttcatactcc 


aaotacftaat 

W4. CA. \^ \^ Ca ^ Ca Ca C- 


v« d d d y L> y \^ 


2600 


ctcctcctaa 


accacttcca 


ggcactttaa 


agaggaggag 


acctccacag 


2650 


cccattcagc 


aaccccagcg 


tcagcggccc 


cgagagagtt 


atcaaatggg 


2700 


acacatgaga 


cgctaactgc 


agcttttgcc 


ttggttcttc 


ctagtgccta 


2750 


caatgggaaa 


acttcactcc 


aaagagaaac 


ctattaagtc 


atcatctcca 


2800 
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aactaaaccc 


tcacaagtaa 


cagttgaaga 


aaaaatggca 


agagatcata 


2850 


tcctcagacc 


aggtggaatt 


acttaaattt 


taaagcctga 


aaattccaat 


2900 


ttgggggtgg 


gaggtggaaa 


aggaacccaa 


ttttcttatg 


aacagatatt 


2950 


tttaacttaa 


tggcacaaag 


tcttagaata 


ttattatgtg 


ccccgtgttc 


3000 


cctgttcttc 


gttgctgcat 


tttcttcact 


tgcaggcaaa 


cttggctctc 


3050 


aataaacttt 


taccacaaat 


tgaaataaat 


atattttttt 


caactgccaa 


3100 


tcaaggctag 


gaggctcgac 


cacctcaaca 


ttggagacat 


cacttgccaa 


3150 


tgtacatacc 


ttgttatatg 


cagacatgta 


tttcttacgt 


acactgtact 


3200 


tctgtgtgca 


attgtaaaca 


gaaattgcaa 


tatggatgtt 


tctttgtatt 


3250 


ataaaatttt 


tccgctctta 


attaaaaatt 


actgtttaat 


tgacatactc 


3300 


aggataacag 


agaatggtgg 


tattcagtgg 


tccaggattc 


tgtaatgctt 


3350 


tacacaggca 


gttttgaaat 


gaaaatcaat 


ttaccccatg 


gtacccggat 


3400 


cctcgaattc 


3410 











<210> 66 

<211> 748 

<212> PRT 

<213> Homo sapien 

<400> 66 
Met Val Leu Leu Arg Val 
1 5 

Gly Met Gly Gly Gin Tyr 
20 

His Tyr Glu Gly Leu Ser 
35 

His Gin Arg Ala Lys Arg 
50 

Arg Leu Asp Phe His Ala 
65 

Lys Arg Asp Thr Ser Leu 
80 

Ser Asn Lys Val Leu Asp 
95 

His lie Tyr Gly Glu Glu 
110 

Asp Gly Arg Phe Glu Gly 
125 

Tyr Val Glu Pro Ala Glu 
140 



Leu lie Leu Leu Leu Ser Trp Ala Ala 
10 15 

Gly Asn Pro Leu Asn Lys Tyr lie Arg 
25 30 

Tyr Asn Val Asp Ser Leu His Gin Lys 
40 45 

Ala Val Ser His Glu Asp Gin Phe Leu 
55 60 

His Gly Arg His Phe Asn Leu Arg Met 
70 75 

Phe Ser Asp Glu Phe Lys Val Glu Thr 
85 90 

Tyr Asp Thr Ser His lie Tyr Thr Gly 
100 105 

Gly Ser Phe Ser His Gly Ser Val lie 
115 120 

Phe He Gin Thr Arg Gly Gly Thr Phe 
130 135 

Arg Tyr He Lys Asp Arg Thr Leu Pro 
145 150 



Phe His Ser Val lie Tyr His Glu Asp Asp lie Asn Tyr Pro His 

155 160 165 

Lys Tyr Gly Pro Gin Gly Gly Cys Ala Asp His Ser Val Phe Glu 

170 175 180 

Arg Met Arg Lys Tyr Gin Met Thr Gly Val Glu Glu Val Thr Gin 

185 190 195 

lie Pro Gin Glu Glu His Ala Ala Asn Gly Pro Glu Leu Leu Arg 

200 205 210 

Lys Lys Arg Thr Thr Ser Ala Glu Lys Asn Thr Cys Gin Leu Tyr 

215 220 225 

lie Gin Thr Asp His Leu Phe Phe Lys Tyr Tyr Gly Thr Arg Glu 

230 235 240 

Ala Val lie Ala Gin lie Ser Ser His Val Lys Ala lie Asp Thr 

245 250 255 

lie Tyr Gin Thr Thr Asp Phe Ser Gly lie Arg Asn lie Ser Phe 

260 265 270 

Met Val Lys Arg lie Arg lie Asn Thr Thr Ala Asp Glu Lys Asp 

275 280 285 

Pro Thr Asn Pro Phe Arg Phe Pro Asn lie Gly Val Glu Lys Phe 

290 295 300 

Leu Glu Leu Asn Ser Glu Gin Asn His Asp Asp Tyr Cys Leu Ala 

305 310 315 

Tyr Val Phe Thr Asp Arg Asp Phe Asp Asp Gly Val Leu Gly Leu 

320 325 330 

Ala Trp Val Gly Ala Pro Ser Gly Ser Ser Gly Gly lie Cys Glu 

335 340 345 

Lys Ser Lys Leu Tyr Ser Asp Gly Lys Lys Lys Ser Leu Asn Thr 

350 355 360 

Gly lie lie Thr Val Gin Asn Tyr Gly Ser His Val Pro Pro Lys 

365 370 375 

Val Ser His lie Thr Phe Ala His Glu Val Gly His Asn Phe Gly 

380 385 390 

Ser Pro His Asp Ser Gly Thr Glu Cys Thr Pro Gly Glu Ser Lys 

395 400 405 

Asn Leu Gly Gin Lys Glu Asn Gly Asn Tyr lie Met Tyr Ala Arg 

410 415 420 

Ala Thr Ser Gly Asp Lys Leu Asn Asn Asn Lys Phe Ser Leu Cys 

425 430 435 

Ser lie Arg Asn lie Ser Gin Val Leu Glu Lys Lys Arg Asn Asn 

440 445 450 
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Cys Phe Val Glu 



Ser Gly Gin Pro lie Cys Gly Asn Gly Met Val 
455 460 465 



Glu Gin Gly Glu 
Cys Cys 
Lys Pro 



Asp Glu 
Lys Leu 
Cys Thr 
Asp Asp 



Ala Gin 



Ser Asp 
Ala Leu Cys Pro 



Asn Arg 
lie Cys 
Asp Gly 
Lys Met 
Ser Arg 
Pro Cys 
Arg Leu 



His Thr 
Glu Lys 
Lys Asp 
Asp Pro 
His Phe 
Asn Asp 
Val Asp 



lie Phe Ser Pro 



Glu Cys 
470 

Phe Asp 

485 

Gly Lys 
500 

Cys Ala 
515 

Cys Ala 
530 

Ala Ser 
545 

Gin Val 

560 

Tyr Gly 
575 

Asp Lys 
590 

Ser Thr 
605 

Ser Gly 
620 

Phe Arg 
635 

Ala Asp 
650 

Glu Leu 
665 



Ala His 
Leu Met 
Ser Asn 
Lys Arg 
Arg Pro 



Trp Trp 
Ala Gly 
Pro Lys 
Arg Arg 
Arg Glu 



Ala Val 
680 

Phe lie 
695 

Leu Pro 
710 

Pro Pro 
725 

Ser Tyr 
740 



Asp Cys 
Ala Asn 
Gin Cys 
Phe Lys 
Arg Glu 
Asp Pro 
Cys lie 
Leu Glu 
Glu Leu 
Cys Ala 
Arg Thr 
Gly Tyr 
Gly Pro 
Tyr Glu 
Leu Leu 
Lys lie 
Pro Pro 
Gin Pro 
Gin Met 



Gly Tyr 
475 

Gin Pro 
490 

Ser Pro 
505 

Ser Lys 
520 

Gly He 
535 

Lys Pro 
550 

Asn Gly 
565 

Glu Cys 
580 

Cys His 
595 

Ser Thr 
610 

He Thr 

625 

Cys Asp 
640 

Leu Ala 
655 

Asn He 
670 



Ser Asp Gin Cys 
Glu Gly Arg Lys 
Ser Gin Gly Pro 
Ser Glu Lys Cys 
Cys Asn Gly Phe 
Asn Phe Thr Asp 
Gin Cys Ala Gly 
Thr Cys Ala Ser 
Val Cys Cys Met 
Gly Ser Val Gin 
Leu Gin Pro Gly 
Val Phe Met Arg 
Arg Leu Lys Lys 
Ala Glu Trp He 



Met Gly 
685 

Cys Ser 
700 

Lys Pro 
715 

He Gin 
730 

Gly His 
745 



He Ala Leu He 
Val His Thr Pro 
Leu Pro Gly Thr 
Gin Pro Gin Arg 
Met Arg Arg 



Lys 
480 

Cys 
495 

Cys 
510 

Arg 
525 

Thr 
540 

Cys 
555 

Ser 
570 

Ser 
585 

Lys 
600 

Trp 
615 

Ser 
630 

Cys 
645 

Ala 
660 

Val 
675 

Met 
690 

Ser 
705 

Leu 
720 

Gin 
735 



<210> 67 
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<211> 13497 

<212> DNA 

<213> Homo sapien 

<400> 67 



atgctqatgg 


ctgttggcga 


tcggatctac 


gatctcgtta 


tgcaaatt gg 


50 


cctgcccgcc 


gatggctt cc 


gcctctt ccg 


qcQt QQaaca 

^33^3^3 


gcct ggcaaa 


100 


cgctcttcct 


gctctgcgct 


ctcgcctatt 


gcataaatga 


agccagcagc 


150 


aaaaQtCQca 


tggtctgcta 


ctatacgaac 


tggagtgtct 


at cggccggg 


200 


cacagccaaa 


ttcaatccgc 


agaacataaa 


tccatacctg 


t gt acacat t 


250 


t ggt gtacgc 


gtt cggtgga 


t t caccaagg 


ataaccaaat 


rraaacccttt 

^ U Cn4 \^ \^ \mp Vp- ^ 


300 


gacaagtacc 


aggacatcga 


acagggtggc 


tatgccaagt 


tcactacract 


350 


caaaacgtac 


aacaaacagc 


taaaoaccat 


crattactatt 


rjrrr'crcra tn rra 


4 00 


acgaggcgag 


tt ccagat tc 


tctccattcicr 


t crcrr' t" a CT t a a 


^T^a^^<^n^~^»n^^ 

N_«<^ CI. ^ ^ 3 


450 


cacrcacrttca 


tcaaaaacat 

W GL GL \^ a %mm 


cttaaaatiT' 


r'tcfr'Cfcrr'arra 

V-r i- ^ ^a'Ci ^ CI 


a*^r'ai"+" ■t'l^na 

a w ^ Cl L. ^ L> V, ^ CI 


500 


t ggcat cgac 


ctggattggg 


aatatccacrc 


ccat p era era o 




550 


cccgggatcg 


t gat aact at 


gcccagtt t g 


tccaaaacrct 


taaacrrTTraa 

^ c* y y y \— \^ y a ci 


600 


ttcgaaaggg 


aagcggagaa 


gaccggacgc 


actccitct"cc 


tattcraccat 

^ a ^ y ci v-o v-< ci 


650 


ggcagt tcct 


get ggcat eg 


agtacat tga 


caagggttac 


aatcrtcrccca 


700 


agt tgaacaa 


gt attt ggat 


t aat t caat a 


tactaaccta 


tcjatttc^cat 

y o L> u> V— ^ ^ ci V. 


750 


t ctt cccacg 


agccat cggt 


taaccatcat 


gctccgcttt 


attcactacra 

GL ^ y y 


800 


ggaagact cc 


gagt acaatt 


acgatgccga 


gt t aaat at t 


gactactcca 


850 


t caaat acta 


t ct gaaagcg 


ggt gcaga t c 


gt gacaagct 


t gt t ct gggc 


900 


atacccacct 


atggccgat c 


ctatactt tg 


at caacgagg 


agagcaccga 


950 


actgggagca 


ccQqcaaaQQ 


Qt ccQQciacra 


acagggtgat 


gccaccaggg 


1000 


aaaagggata 


cctggcttac 


tatgagatct 


gccagaccct 


caaggacgac 


1050 


cccgagtgga 


ctgtggtgca 


gccgaatgcc 


aatgttatgg 


gtccctatgc 


1100 


ctacagacgc 


aatcagtggg 


tgggctacga 


tgatgaggct 


atcgtgcgca 


1150 


agaaggccga 


atatgtggtg 


gcccagggac 


tgggcggcat 


tatgttctgg 


1200 


gccatcgaca 


acgatgattt 


ccgcggcacc 


tgcaacggaa 


agccatatcc 


1250 


tcttatcgag 


gctgccaagg 


aagccatggt 


ggaggcattg 


ggactgggca 


1300 


tcaacgaggt 


ggccaagcca 


agtggaccac 


agaagccatc 


aagatctcgc 


1350 


agtcgcgata 


atgccagcaa 


taggaaccgt 


ctaaatggca 


agaccgaagc 


1400 
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tccactcagc 


tccaggagac 


ccagtgccac 


aaggagacca 


gctgtgagct 


1450 


ctactcaggc 


accaccgcca 


agcaccacct 


tcaaactgac 


cgaagccgag 


1500 


ggatcatctc 


tttacattgg 


aggcagggca 


tccaccacgc 


cgccaccacc 


1550 


aacgactccc 


gatccaggtt 


cggacttcaa 


gtgcgaggag 


gagggattct 


1600 


tccagcatcc 


aagagattgc 


aaaaagtact 


actggtgcct 


ggatagtgga 


1650 


ccgtctggtc 


taggaattgt 


ggctcacatg 


ttcacttgtc 


catcgggact 


1700 


ttactttaat 


ccggctgccg 


attcctgcga 


ctttgctcgc 


aatgtgccct 


1750 


gcaagaccaa 


aaaatctaca 


acggcggcac 


cagtgacatc 


cacaaccccg 


1800 


gcaaccacca 


cagtgcgttc 


caatcgagta 


acagctgctc 


ccacgtctcg 


1850 


tccagtatat 


ccacgcacca 


ccaccacaac 


aagcactacg 


acaaccacta 


1900 


cgacaactcc 


atccactgtt 


gatgaagact 


tggaatatga 


agaagatact 


1950 


gacgagctgt 


cgccaagcaa 


atccacggat 


gctgaggagg 


atccacaggt 


2000 


gattaaggaa 


ctaatcgatt 


tgattcgcaa 


agtgggcggc 


gtggagcaac 


2050 


tggagaagca 


tcttttgcgt 


aacaaggatg 


gatcgattac 


attgaaggaa 


2100 


aattctgcca 


ctggtgcagc 


cactactccg 


tcgactataa 


gcaaatctct 


2150 


gtatgatcgt 


gtgctaagtc 


gacctggaac 


attgaattcc 


ttcagccgca 


2200 


atcgtttcaa 


gatcagcgaa 


gcttcagaga 


caagcacaga 


acccactact 


2250 


tcgagcagtt 


cgtcaagggg 


ttcatcgact 


ctcacctcca 


acaccaactc 


2300 


caaatattcc 


tcagttctga 


ggggcaacag 


tcgccaaggt 


ccacagaacg 


2350 


agggcattga 


aaaattggct 


gagttcgatg 


gtttcctgaa 


ggaacgcaaa 


2400 


caatatgtga 


ccatcaatcg 


ccatcgatct 


gcgagtcagg 


gagatgagga 


2450 


ggagcacgca 


gatcagcagg 


aagaggagga 


gaacctggcc 


gaagttgaga 


2500 


caaccacccg 


tcgtcctttg 


agctctatca 


ctccgtctta 


cacaagtctg 


2550 


agacgctcta 


ggcccaccac 


ggtggcaccg 


ccagcagaag 


aatcccacga 


2600 


agaggcagag 


caacagaccc 


agacacaggt 


gaaatcctat 


gccaccttga 


2650 


gccgtactcg 


tggacgcacc 


acgtcatctc 


cagaagtcac 


ggaagcggcg 


2700 


cccagttcga 


caaccaatcg 


ttacaaatac 


ttcgagcgta 


cacgacccac 


2750 


taagagtgcc 


actgccgaag 


attccgaaga 


tccaacagaa 


gatgaagagg 


2800 


aagagtacga 


ggacgagcaa 


aaggacattg 


tcacggtaca 


gagcaaacaa 


2850 


tccacaaaca 


cacgtaaata 


tgcgagcatc 


ggccgcagaa 


caaccaccac 


2900 


cacaacagca 


acaccagaaa 


ctacaactac 


aacaacaaca 


acaaccgccg 


2950 
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gCHCt^dCfSC 


tgccaaggcc 


agcaccacca 


ccaacaacaa 


caacaacaac 


3000 


aacaaccact 

\A \^ w* X— if ^ 


acaacagcag 


caataacaac 


aacaat gtga 


aactgaat aa 


3050 


ccaatt acca 


acagaagaga 


acat cacaac 


aacacccagc 


accaccgccc 


3100 


aatccgaaac 


cacaaccaca 


act aacgaaa 


ccact gaacc 


aaatgaaagc 


3150 


acctcaacca 


ccaccacatc 


cataactaat 


aatct gcata 


ccaccaccac 


3200 


cacacccaca 


ccgat tgtag 


cat ccactgt 


cccaacaaca 


accgct aat g 


3250 


gcattagctc 


agact ccctg 


ctagccaccg 


agtt gagtga 


agcct caccc 


3300 


acccaccttt 


ctcccagtcc 


cgact cagaa 


acat caacac 


eg aca aca a c 


3350 


aagcacaaca 


acaacggaac 


aacccgaact 


ggacaccaca 


acaacgacac 


3400 


cgaaaaccac 


aacaacaacc 


accacgggca 


acaacgaact 


craat aacat t 


3450 


aacaacgtgg 


acaaqqacaa 


tgaggt aacg 


aaaaccaaga 


ct caat aca a 


3500 


otatQcaacc 

^ 4— A ^— ^ C-^ d V— ' V— ' 


a c ca a c cert" r* 


aaccrcataar* 

y d Vrf \j V^Cl ^ Ci CI 


\^ a. \^ CL O. Ci CL «_«Cl 


a ^— ' a a d u v_v a 


3550 


ccaagaacag 


caacaacaac 


aacaat gcag 


aagct gcgaa 


cgatgctagt 


3600 


ccaacaacaa 

t-l \^ d \^ d 


a CQCft" t~ 1~ as cj 

\^ \^ \^ ci \^ 


t'aatttaaat 


a \j \-r a y— I— d <^ d ci 


^ a d \^ \^ \3 y y 


3650 


cagaaggcaa 


ccccaaccag 


agcagaccca 


aacaacaacc 


tccaaaccaa 

^ %J vJi C'4 t-1 


3700 


acct tt ctag 


t cccagaccc 


tttggttatc 


cccgacgtcg 


cacacgaccc 


3750 




V \_.Ci^CJ.ClV_^^_^Cl V 








JO \J\J 


t accgataat 


aacgataacg 


aaaccgatgc 


acrtt act ca a 


Cftaatcraacra 


3850 


agacacgact 


atct ccaggg 


gat aggccca 


aggt gagt gc 


cagt ct t cca 


3900 


acagcaaccg 


caatcaacac 


acgaaccaat 


acctcctcac 


tgcaccacca 


3950 


agaatcccaa 


gtagaagtag 


ctqqtaacqq 


tggcaatgat 


agcttaaggc 


4000 


atgatgtagt 


tagctctagt 


ttaagt caat 


cccaatccaa 


caaaatcgat 


4050 


accgatgacc 


t cagtaccac 


acagcagcat 


accaagt aca 


ct t ggcgt gc 


4100 


qqtqcqacqt 


cctgcatcgc 


agcgcacagt 


ggttcccaat 


t ctt t agcgg 


4150 


gcgacgacaa 


ggact cccga 


cgct t t gccg 


gcaagcagtt 


gaacaccgaa 


4200 


tcaattgtgg 


atgacgagct 


tcaaaccacc 


accaagttcc 


gcagt cgccg 


4250 


cctaaattcc 


gccgaagatg 


agtccgaagt 


ggctctcgag 


gtggcaaccg 


4300 


cgaccccaac 


gcacggttcg 


cgcagctacc 


agagcatcca 


acgttctgct 


4350 


agcaaagcga 


gcttagatga 


ctctcaaatc 


cattacaaag 


ccatcattcg 


4400 


cgattccgag 


ggcggtgctc 


atctaaccgc 


cggacgcagt 


tccagctttg 


4450 
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tgaggaattt 


cggcgatgca 


gccaaaccaa 


ctccaccgca 


ccaacctatt 


4500 


agcagaggtg 


gacagattgt 


ggagagcacc 


accgaagatg 


aaaatgtggc 


4550 


tgctgaaata 


atcgatgatg 


agaagagggg 


tgagacgaag 


gcgcctgctg 


4600 


gaagcgagaa 


tactgatgac 


agcaacacgg 


cgaccgaaca 


ggaatctccc 


4650 


gaaattgtaa 


ctgaagctgc 


acaaccacag 


ctcgagatta 


ccactttgcc 


4700 


atcagaaact 


tcagatgtca 


gcagttctac 


ggaacaatct 


gtaagcagca 


4750 


ccactgaaga 


aagctccagc 


agcaccgcag 


acttggatat 


cgtcgctgaa 


4800 


gaagccagtc 


taggcgctga 


aaccgacaaa 


aagtctactt 


ctgagaatga 


.4850 


taatggagaa 


tcttcaacgg 


aaatcagctc 


ttctgaagcc 


ccaattagca 


4900 


gcacaactgg 


acaatctgaa 


gatgtaagca 


gcaccactga 


aactaattca 


4950 


gaagccattg 


aaaaagaaat 


tgcctctgat 


tctaacgatg 


gatccagtga 


5000 


tgatcctgcc 


agcagtacgg 


aatttataga 


aat cactaac 


acaactagca 


5050 


gcccagtcag 


tctccaggaa 


gattcttcga 


caacgacaga 


aaaactcaca 


5100 


cggcgagcat 


ttaaccgctt 


tagctcaact 


actcctgcag 


ttgtgccaga 


5150 


agatgaaacc 


acatccaccg 


taaaccaaag 


gcgtcgagtt 


attgtgcgta 


5200 


acagaatcag 


caccactgaa 


gcagagagtg 


aggctcagac 


aaccacagaa 


5250 


gaaccaaaac 


gacgtagttt 


ttacagaacc 


agcaccacag 


ctgaaccaag 


5300 


cagctcaact 


gaagcagaca 


gtgatgccca 


gatatctact 


gaaactacaa 


5350 


cacgtcgttc 


tttctttaga 


actaggacca 


ctgaagcagc 


tagcagcacc 


5400 


actgaagaac 


ctagcagccc 


cacagaacca 


gagattgaag 


tcgagacaac 


5450 


caccgagggt 


ccaacgcgcc 


gttcgttctt 


cagacgtagc 


accactgtgg 


5500 


ctcctagtag 


caccactgaa 


gaaatcagta 


gcagctccgt 


agatgatgat 


5550 


gctgaagcga 


atatt at cac 


cact cgt cgt 


tcgctattca 


ctacgccagc 


5600 


gccaagttcg 


acagaagcca 


caaccacagc 


aactgcagaa 


gattccgaag 


5650 


ttagtagctc 


caccaggcgt 


agtttcttcc 


gtaccagcac 


taccacagaa 


5700 


ggcacaacaa 


gtactacaga 


agaggcaaag 


gatattgaac 


atgagagtga 


5750 


gaccaccgct 


gctttgccta 


aacgtcgagt 


tatagtcaga 


ggcaatttta 


5800 


ggccccgcaa 


ggagggagat 


ctctcctctc 


ttctagcggc 


agatgccaac 


5850 


aagcgagtga 


gaaacaacca 


cagcaccaca 


agcactgaaa 


cacctgctaa 


5900 


tagtcaatca 


actacatcca 


atgaagaaga 


tacggtggca 


caaccaccac 


5950 


aagctgaggt 


gaaggcaacc 


actggtcggg 


tttccttaaa 


tgctgttcga 


6000 
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aaccgcacca ccacaaaaac cgaaagtcta ggcaatggaa tcacccgcac 6050 
tcgcaccacc tacgtccgca ctctcgacgc tggtcaaaag attgtgaaac 6100 
gcattcacac taaaaccata gaagagaaac ccgcggagta tgagtacatt 6150 
atcgatgaag tgacccaccc accagcggcg agcaccacgc ctcgcacagt 6200 
gacacgcaat cgtggatccg tgcgattcca gagtaatgat ctttcttcgc 6250 
tgctggcctt ggactttgcc tcacgtagca cccgcaagaa acaggcccaa 6300 
acagagacaa cagttaccaa aacgcgaaga cgcctactta agaaacccaa 6350 
ggaaaccatc gaacatgaag aggtggaaga atacgagtat gaagcaggtc 64 00 
aggaagctgg gaacgaagtt gaggaggcgc cacgtgtgag cacgacagcc 6450 
aggactataa tccgaagaac tagaccgaca acaatcagaa caacaactac 6500 
ggaaacacct caaaatattg aggctagcac ccgcagggct agcttcgctt 6550 
tcaagcgtcc ctccaaagtt agcacaacca ctgaggaacc aactacaagc 6600 
tctacggaac ccacaatatc tgcagaagct accaccagaa gagttctcaa 6650 
cttcagaaga ccagtgagca cgacaagcac cccagcttca gatgagtcca 6700 
ctgaggaggc aactgctgcc cccattgagg ccaccaccag aagagttctt 6750 
gcgttcaaaa gacctgtcag cacaacaacc accccagctc cagtagacga 6800 
agagtccaca gaagaatcca cccctacttc tatagagggc aacaccagaa 6850 
ggattctcgc ttatagaagg cccgtgagca caacaactac cacaccagtt 6900 
cctgttgaag atgaatcttc aacagatcag ttggcagcgg ccaagcaaaa 6950 
gtttataaat cgtctcaaat ctagtaccac aacgacaaca tcaattcctg 7000 
aaacaacaac caccgaagaa gacttaagcg atcttaaggt acagcttagc 7050 
aatgccataa accgtttgca aacggaaaat aaactagaag tccagacaat 7100 
caccaagggt agtgaagccg cagaagatga aggcgatgat aagctgtctt 7150 
tgccaattta ccacagaaga aagtactatc agtatgtaaa ggattcacca 7200 
attacctata tcgacaagtc ccccgcacca ccggatatcg aaagtgtgac 7250 
tgtaaatatt aagcaacaaa ttcatgatgt gttcaatgtg agtgaaaatg 7300 
agacgccaca taattctctg ggcgatgacg aagagaccga aggacatcgc 7350 
gtggctatgg cgcaggccaa ggaaatcaat gccgagctcg aagaaaagga 74 00 
aagaggcgaa gatgaagcca gggctttacg cacctacacc agattaaacc 7450 
gcacccgctt gaccctgtcc accaggttac aggaaaagac ccaaagtgaa 7500 
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ccgctagaca 


ccacaaccag 


gaggagctac 


tattcgctca 


acgacgccga 


taccatctaa 


acgatgaaga 


aactaaagac 


aatgaaggac 


gtgacaccac 


catccataaa 


actacctacc 


aaggcccgtt 


aatgctgtag 


aggactcaga 


acaatgaaga 


agagttaaag 


gtggaatcaa 


ggcttaaata 


gattgagagg 


caggggaagc 


agcaactgat 


tcaaccaccg 


agacagcaac 


gacaacctta 


tgtgggtatt 


agtcgcagag 


gagaagtcag 


ccgaaagtag 


tactgaatat 


aacggagtcc 


accacagtaa 


ctcctgaaca 


aagaaaataa 


ggttgcaatc 


aaagaaatag 


gctcccgaag 


aggctgaaga 


caccagcact 


ctttatagac 


gatgacaatg 


aaatccccct 


ctgaaaccac 


atcaacaaca 


acaacaacaa 


ccagcaagca 


ccacatcacg 


tcgtcagttg 


tggcaccata 


acaacaacca 


ctacggttgc 


tcgaaaatga 


gatcgatcca 


agtgatacgg 


gcaactacaa 


cttcaccaag 


acggcaactt 


tgcgaccagc 


agcgggtcaa 


caacaacgac 


acaatgaaat 


agatcagggc 


gagacaaaaa 


ctgtcacgtc 


ggcgttttaa 


tgcgacttcc 


atcaacgaac 


ggcgacgaga 


taagcacacg 


accgctcacg 


taatcgcttt 


acaacaccgc 


ggggcaaacg 


gcgatgatga 


tgattacgac 


agcaccgccg 


cgagctgtct 


tccttcaaac 


aacccactcc 


tgaagacgag 


gaggagggtg 


aggccactca 


attttgccgc 


acgtcgcacc 


tagctctagt 


acgcgacgaa 


atctggtggc 


accgaccaga 


ggaagataac 


gaggaagaac 


aacgaggatg 


gggatgatga 


tcaagaagaa 



agcgtccctc agcgtttccg 7550 
aatagaaaac agcgaagagg 7600 
catcgccgag cacaacaacc 7650 
agacgacttt ttacacccag 7700 
ttcttctgat atacgtaaag 7750 
ccacaaaacg cctatatgcc 7800 
accaccacaa ccaccgaaga 7850 
cacaacagcc aaaagtacaa 7900 
taacaactac aacgaccact 7950 
aatggaaatg aagatgaaga 8000 
ggagataagc gatgatgctg 8050 
atgaccaagt tagcaagaaa 8100 
gaggagcccg aactggaagc 8150 
cgaagaaagc ggacctaaaa 8200 
catcaacgac caccactaca 8250 
gtaattcgtc gccgttttaa 8300 
ccctgtcgct gatgagaatc 8350 
agagttcaac accaaaagcg 8400 
ttaatacgcc gacgtttcaa 8450 
aactgcaaat cctagtgccg 8500 
gaacaacgcg tcgaccaatt 8550 
atcacagcaa ccacgacggg 8600 
acgtccgtat gcggccttga 8650 
aaacaacaac caccgacggt 8700 
ggagaggaag aggagcagct 8750 
aaaccgccat cgcgctctga 8800 
cagctgcggt gccaggacgt 8850 
accgctgcac cactgagagt 8900 
aatcaataga aatctttacc 8950 
ccgaagagga gtacgacgaa 9000 
tctgtagatc ctcaagtcac 9050 
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aagcacbsca. 


acacgtiticac 


gact aaatca 


at tgctagcc 


aacaggcaaa 


9100 


gacaaccact 


caggacaacc 


act gaaaaac 


agacagagac 


agatagcaac 


9150 


gatacagaaa 


ctgact cgga 


caacggagat 


gaaaacgat g 


atgatgaaga 


9200 


taacaatscrc 

W w* V-- ^ ^ t-* ^— ^ 


\^ \^ \^ L» \^ \U 


tatcaaacaa 


taaccacaca 


ctaaaacaca 


9250 


gcactatatt 


cacracittcrac 
^^^^^ ^^3^ 


accactaact 


t taacaat ct 


tact aaccgt 


9300 


agcactgcac 


tgaat gt age 


t agtcaacgt 


agtaacagca 


ccgt agccaa 


9350 


ttatattaat 


cgattcaagt 


caaacagtta 


cacaaacaaa 


aacaaaccag 


9400 


tcacagt cac 


agctaatatt 


aaggcagata 


gtacagatga 


taaagataat 


9450 


ga t aat gat g 


aagat gat ga 


t gat gat gat 


aacgat gat g 


at aat tat gc 


9500 


tagtctagag 


aat gagggga 


aggagaaaac 


aacrtaaciact 


ggt t tgaat g 


9550 


cct t aggt aa 


t gat gtt aat 


t ccacacgac 


gctt t cagaa 


t cgttatcaa 


9600 


ttgagccgca 


ccaaaaacaa 


caccaccacc 


aacaccaacc 


caacaacaac 


9650 




OQciciv — aciv^ci o 


nr""^ c c a c c Pi 
y V — cj. ^ y V — \^ cx y 






9700 


gt cagcgcgc 


ccaggtaact 


aaactaaccc 


tagtcgatga 


gcagactgaa 


9750 


gagaccgaga 


ctaagggtga 


ttcccgcgaa 


gaggagaagg 


aggaggagga 


9800 


ggaagaagac 


tccaacgcaa 


ccacaacaac 


aacaaccaca 


accaccagca 


9850 


gaccaacacc 


aaagcgcata 


cgtgtgctta 


aattccgcag 


acccttaaat 


9900 


agcaatagca 


atagtaccat 


caatgtagat 


agcaccacta 


atagcgccac 


9950 



tgacactaac ccagacacca ccacagccac accaacaaca gcaggtcaaa 10000 
gcaccaccag caacagcaac aacaacaaca acaacaccac aagcaccacc 10050 
ggcaataagc gtttccgcaa gattgttcgc aaattgaggc ctgtggactc 10100 
aagtactgcg gctagtgtgg ataattccga tgagaccacc cgtaaacctt 10150 
tcgttcccag ccacaccaga ttcgctgatc aggataatga ccttgttaat 10200 
ctccgccagc gaatcaagga gcagcaagca cgaggtgagc cgcaggatgg 10250 
agttattagc aatcgattta agaccctggg ccaaaaggac gatcaggatg 10300 
tgtcggagtt gcaaaagttg agggacaaag taaaggcaga gcaggcgagg 10350 
ggagaaggag aacagggcgt gatcaacgat cgtctgaaga agcttctggc 10400 
cgagaagggc tcgagcatct caagccaaag agaagaatct tcaacagatg 10450 
atgactcttc atcggtttcc tcggccagac ccttctttaa acgaaaactg 10500 
gtggcacgta gaccctacac accaccctcg gccagtggtg gcaccacaaa 10550 
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ggcaccactg 


acctttagca 


cctcccgacc 


tacggctaaa 


ttcgtgcgca 


10600 


ggaagaacgg 


aagatttgat 


cccttcaact 


cgagtgttcg 


caatcgtgga 


10650 


gagggctttg 


tgagaagtga 


tccgagagga 


tccagattgc 


ctggaaccga 


10700 


tcgcttcaag 


tctcagggaa 


atagcgaaga 


cgatgacgaa 


gtggaagagc 


10750 


gccatgagca 


accactgcag 


aatcagtttg 


caaccacatt 


gcgaagacct 


10800 


tttgtgccga 


agacccgacc 


agttttggat 


aagtccaagc 


ctgagcagga 


10850 


agatggtgca 


gaagagagtg 


aggaggaaga 


cgaggaggag 


gattccgagg 


10900 


aagaaggtga 


cgaagaagag 


gatgaagaag 


aagaggacgt 


gaagccaggt 


10950 


ggagaagagg 


acaatgcaca 


agaggataac 


aaaccgaagt 


ttaattcccc 


11000 


ttacaaaccc 


aaagataatc 


gagctccacc 


gggtagtcgt 


cccacatttg 


11050 


gaaccaccgg 


aagtggatca 


ccacctaccg 


catccggaaa 


tgtaccatac 


11100 


aatcctcgca 


atcgcccatc 


aaact cggca 


aatggaaata 


gcacaccatc 


11150 


caaccgtttt 


ggcaccacaa 


agcgacctcg 


tgtggttaac 


cgaccaccgg 


11200 


gagtagcctc 


accaaatttg 


accttgaaac 


ccgtggccag 


tgattatgaa 


11250 


cgcaccacac 


cgctgacacc 


actgaaaccg 


gcgccattta 


tacccagcaa 


11300 


taacaggagt 


tacgagagga 


agtactcggg 


tccatccaca 


gaggccgcgg 


11350 


agacggccag 


cgagaattcc 


ctgatagaag 


atttgaatat 


cgatgcactg 


11400 


aatgcgagaa 


acaagaagat 


ctttgacaaa 


cacagtaaga 


aacatccggc 


11450 


tctgaagcca 


aaggtggtta 


aggtggaatc 


cgagacggga 


ttagaggtgg 


11500 


aagccggtac 


agaggtggcg 


gtggaagatg 


aaaccaccga 


ggagcagcag 


11550 


caggagcagg 


gctttgtgac 


caccacaccc 


agtacaccac 


catcaccagc 


11600 


accacccagc 


acacagtcag 


acacagccac 


caccacagac 


acgccaccag 


11650 


aaactgaaac 


tgaaactgaa 


actgaaactg 


aaacagaaac 


tgaaactgaa 


11700 


aatgtaaccg 


aaattgaaac 


agcgaccaat 


gctaatgaag 


ccacttccat 


11750 


caattcacag 


gatcaaacca 


tctcgagcac 


tactcaagca 


ccaccgccgg 


11800 


ccacaacctt 


gttgcatgtg 


ttcacccttc 


tcgagggtga 


gggtcaagaa 


11850 


gaggagccca 


cgaccagaaa 


gccaacggta 


cgcctctatc 


ccaccataca 


11900 


aacggaagtg 


gtgcccaagc 


acaagttaat 


cgagattaat 


cgcattgtcg 


11950 


agattaattc 


caaacaggcc 


aaggctgctc 


agaggaagtc 


caaggcgaat 


12000 


catgacttta 


gcaccttaat 


ggtggagtcc 


ctgccccacg 


tggagcagct 


12050 


gggcgagatc 


agtgtggtga 


aatatgtcca 


cttggtggat 


ggcagtgata 


12100 
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ttcagatcaa cgatggtcac agcacagtgg 

cccacatcag cggctgaacg tcctgtctcg 

gccagaaacc gagggcgctg acaccgatcg 

ctgaagttct aactgccgca ttggagacct 

ctatttgatt cggccagaaa gggcaagcaa 

tggcgaaacg gaggagagca caaccattgg 

gcgaaaccgg agagaccacc acaccggcac 

gtacccctcc taagacccga gtccaatgag 

gatagccaac ctcgatcagg tgatactgag 

ccgagaatag ccaaaccaca gtggcccccg 

tccgccttct ctgtgcgcca accgctggtg 

tggtgctcag gaaatcgatc aggatacact 

tcaatggtgc tattagtgtg aaaactaatc 

aacaggccaa atgacgatca ggtggctgaa 

tgaaacggcc actgagccag agcttaacac 

cagaagccaa tagcgaaaca gtaacagcca 

atgggtcagt ttggtctaaa cacacaatca 

caaccaacta aatgctcaaa caacaagcac 

gttccgtagc tattggtggt aacacacaaa 

cgccaagaaa atacacaatc aacaggcaca 

tggcgctatt agttccgaca accacaatca 

ccaccatcga tagcagttca gaaacaacac 

attagcagtg gtgcaattag tggtcatatt 

cacacaaaca aacaccacca tcagcactaa 

ccgatgtggg cagcaaagtt agcgaggcag 

catgtggtgc atcgcaaaaa gatgggtcgc 

gcgcaatcgc aaaacgacaa caacgacaac 

cgacggaggc gacatttgat gacaccacca 

<210> 68 

<211> 4498 

<212> PRT 

<213> Homo sapien 



cagattacac gcccaccgaa 12150 
ctgcccgtta ggaattctct 12200 
cagtggcaag tccttggtgc 12250 
ctaccatttc gctggaggga 12300 
ctgagcagta atacaatcat 12350 
cagtagcagt agtttggcca 124 00 
ccacttacgt aagacccatt 12450 
tcctcaccac tggtcatttc 12500 
caaggtgcaa aagtcgctgg 12550 
aagctgccag cgactcgaat 12600 
gtgcaggcgc ccattagcaa 12650 
taacacacaa gatcagacaa 12700 
caattataca aacgacaacc 12750 
gaaaccacaa tctttagcat 12800 
acaaacaaca attcccaaaa 12850 
tgccaattgg tgctgttatt 12900 
acaaccgctg ttgacaatga 12950 
aattagcagt ggcgctgtta 13000 
cagcaaacgc ggacaatgct 13050 
ataacaagtg agattagcag 13100 
cataggcaca caaacaacag 13150 
ccacccaaat atcaaccaca 13200 
gatggtagca tcaatctgaa 13250 
caacaccacc accagcacca 13300 
ttagctttag ttccgagacg 13350 
aaggggcgtg gccgacgcct 13400 
aaccacagaa acgccaacca 13450 
cagtggtgcc agaatag 134 97 
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<400> 68 

Met Leu Met Ala Val Gly Asp Arg lie Tyr Asp Leu Val Met Gin 
15 10 15 



lie Gly Leu 
Ala Trp Gin 



Pro Ala Asp Gly Phe Arg Leu 
20 25 

Thr Leu Phe Leu Leu Cys Ala 
35 40 



Phe Arg Arg Gly Ala 
30 

Leu Ala Tyr Cys lie 
45 



Asn Glu Ala 



Ser Ser Glu Gly Arg Val Val 
50 55 



Cys Tyr Tyr Thr Asn 
60 



Trp Ser Val 



Tyr Arg Pro Gly Thr Ala Lys 
65 70 



Phe Asn Pro Gin Asn 
75 



lie Asn Pro Tyr Leu Cys Thr His Leu Val 
80 85 



Tyr Ala Phe Gly Gly 
90 



Phe Thr Lys Asp Asn Gin Met Lys Pro Phe 
95 100 



Asp Lys Tyr Gin Asp 
105 



He Glu Gin 



Asn Lys Gin 



Gly Gly Tyr Ala Lys Phe Thr 
110 115 

Leu Lys Thr Met He Ala He 
125 130 



Gly Leu Lys Thr Tyr 
120 

Gly Gly Trp Asn Glu 
135 



Ala Ser Ser 



Arg Phe Ser Pro Leu Val Ala 
140 145 



Ser Asn Glu Arg Arg 
150 



Gin Gin Phe 
Phe Asp Gly 
Gly Gly" Lys 
Glu Leu Arg 
Thr Arg Leu 
He Asp Lys 
Trp Phe Asn 



He Lys Asn He Leu Lys Phe 

155 160 

He Asp Leu Asp Trp Glu Tyr 

170 . 175 

'Ser Arg Asp Arg Asp Asn Tyr 

185 190 

Ala Glu Phe Glu Arg Glu Ala 

200 205 

Leu Leu Thr Met Ala Val Pro 

215 220 

Gly Tyr Asp Val Pro Lys Leu 

230 235 

Val Leu Thr Tyr Asp Phe His 

245 250 



Leu Arg Gin Asn His 
165 

Pro Ala His Arg Glu 
180 

Ala Gin Phe Val Gin 
195 

Glu Lys Thr Gly Arg 
210 

Ala Gly He Glu Tyr 
225 

Asn Lys Tyr Leu Asp 
240 

Ser Ser His Glu Pro 
255 



Ser Val Asn 



His His Ala Pro Leu Tyr Ser 
260 265 



Leu Glu Glu Asp Ser 
270 



Glu Tyr Asn 
Tyr Tyr Leu 



Tyr Asp Ala Glu Leu Asn He 
275 280 

Lys Ala Gly Ala Asp Arg Asp 
290 295 



Asp Tyr Ser He Lys 
285 

Lys Leu Val Leu Gly 
300 
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lie Pro Thr Tyr Gly Arg Ser Tyr Thr Leu lie Asn Glu Glu Ser 
305 310 315 

Thr Glu Leu Gly Ala Pro Ala Glu Gly Pro Gly Glu Gin Gly Asp 
320 325 330 

Ala Thr Arg Glu Lys Gly Tyr Leu Ala Tyr Tyr Glu lie Cys Gin 
335 340 345 

Thr Leu Lys Asp Asp Pro Glu Trp Thr Val Val Gin Pro Asn Ala 
350 355 360 

Asn Val Met Gly Pro Tyr Ala Tyr Arg Arg Asn Gin Trp Val Gly 
365 370 375 

Tyr Asp Asp Glu Ala lie Val Arg Lys Lys Ala Glu Tyr Val Val 

380 385 390 

Ala Gin Gly Leu Gly Gly lie Met Phe Trp Ala lie Asp Asn Asp 
395 400 405 

Asp Phe Arg Gly Thr Cys Asn Gly Lys Pro Tyr Pro Leu lie Glu 
410 415 420 

Ala Ala Lys Glu Ala Met Val Glu Ala Leu Gly Leu Gly lie Asn 
425 430 435 

Glu Val Ala Lys Pro Ser Gly Pro Gin Lys Pro Ser Arg Ser Arg 
440 445 450 

Ser Arg Asp Asn Ala Ser Asn Arg Asn Arg Leu Asn Gly Lys Thr 
455 460 465 

Glu Ala Pro Leu Ser Ser Arg Arg Pro Ser Ala Thr Arg Arg Pro 
470 475 480 

Ala Val Ser Ser Thr Gin Ala Pro Pro Pro Ser Thr Thr Phe Lys 
485 490 495 

Leu Thr Glu Ala Glu Gly Ser Ser Leu Tyr lie Gly Gly Arg Ala 
500 505 510 

Ser Thr Thr Pro Pro Pro Pro Thr Thr Pro Asp Pro Gly Ser Asp 

515 520 525 

Phe Lys Cys Glu Glu Glu Gly Phe Phe Gin His Pro Arg Asp Cys 
530 535 540 

Lys Lys Tyr Tyr Trp Cys Leu Asp Ser Gly Pro Ser Gly Leu Gly 
545 550 555 

lie Val Ala His Met Phe Thr Cys Pro Ser Gly Leu Tyr Phe Asn 
560 565 570 

Pro Ala Ala Asp Ser Cys Asp Rhe Ala Arg Asn Val Pro Cys Lys 
575 580 585 

Thr Lys Lys Ser Thr Thr Ala Ala Pro Val Thr Ser Thr Thr Pro 
590 595 600 
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Ala Thr Thr 
Ser Arg Pro 
Thr Thr Thr 

Tyr Glu Glu 
Ala Glu Glu 
Arg Lys Val 
Asn Lys Asp 
Ala Ala Thr 
Val Leu Ser 
Phe Lys lie 
Ser Ser Ser 
Asn Ser Lys 
Pro Gin Asn 
Leu Lys Glu 
Ala Ser Gin 
Glu Glu Asn 
Ser Ser lie 
Thr Thr Val 
Gin Gin Thr 
Thr Arg Gly 
Pro Ser Ser 



Thr Val Arg 
605 

Val Tyr Pro 
620 

Thr Thr Thr 

635 

Asp Thr Asp 
650 

Asp Pro Gin 
665 

Gly Gly Val 
680 

Gly Ser lie 
695 

Thr Pro Ser 

710 

Arg Pro Gly 
725 

Ser Glu Ala 
740 

Ser Ser Arg 
755 

Tyr Ser Ser 

770 

Glu Gly He 
785 

Arg Lys Gin 
800 

Gly Asp Glu 
815 

Leu Ala Glu 
830 

Thr Pro Ser 
845 

Ala Pro Pro 
860 

Gin Thr Gin 
875 

Arg Thr Thr 
890 

Thr Thr Asn 



Ser Asn Arg 
Arg Thr Thr 
Pro Ser Thr 
Glu Leu Ser 
Val He Lys 
Glu Gin Leu 
Thr Leu Lys 
Thr He Ser 
Thr Leu Asn 
Ser Glu Thr 
Gly Ser Ser 
Val Leu Arg 
Glu Lys Leu 
Tyr Val Thr 
Glu Glu His 
Val Glu Thr 
Tyr Thr Ser 
Ala Glu Glu 
Val Lys Ser 
Ser Ser Pro 
Arg Tyr Lys 



Val Thr Ala 
610 

Thr Thr Thr 
625 

Val Asp Glu 
640 

Pro Ser Lys 
655 

Glu Leu He 
670 

Glu Lys His 
685 

Glu Asn Ser 
700 

Lys Ser Leu 

715 

Ser Phe Ser 
730 

Ser Thr Glu 
745 

Thr Leu Thr 
760 

Gly Asn Ser 

775 

Ala Glu Phe 
790 

He Asn Arg 
805 

Ala Asp Gin 
820 

Thr Thr Arg 
835 

Leu Arg Arg 
850 

Ser His Glu 
865 

Tyr Ala Thr 
880 

Glu Val Thr 
895 

Tyr Phe Glu 



Ala Pro Thr 
615 

Ser Thr Thr 
630 

Asp Leu Glu 
645 

Ser Thr Asp 
660 

Asp Leu He 
675 

Leu Leu Arg 
690 

Ala Thr Gly 
705 



Tyr Asp Arg 
720 

Arg Asn Arg 
735 

Pro Thr Thr 
750 

Ser Asn Thr 
765 

Arg Gin Gly 
780 

Asp Gly Phe 
795 

His Arg Ser 
810 

Gin Glu Glu 
825 

Arg Pro Leu 
840 

Ser Arg Pro 
855 

Glu Ala Glu 
870 

Leu Ser Arg 
885 

Glu Ala Ala 
900 

Arg Thr Arg 
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905 910 915 

Pro Thr Lys Ser Ala Thr Ala Glu Asp Ser Glu Asp Pro Thr Glu 
920 925 930 

Asp Glu Glu Glu Glu Tyr Glu Asp Glu Gin Lys Asp lie Val Thr 
935 940 945 

Val Gin Ser Lys Gin Ser Thr Asn Thr Arg Lys Tyr Ala Ser lie 
950 955 960 

Gly Arg Arg Thr Thr Thr Thr Thr Thr Ala Thr Pro Glu Thr Thr 

965 970 975 

Thr Thr Thr Thr Thr Thr Thr Ala Gly Thr Glu Thr Ala Lys Ala 
980 985 990 

Ser Thr Thr Thr Asn Asn Asn Asn Asn Asn Asn Ser His Tyr Asn 
995 1000 1005 

Ser Ser Asn Asn Asn Asn Asn Val Lys Leu Asn Asn Gin Leu Pro 
1010 1015 1020 

Thr Glu Glu Asn lie Thr Thr Thr Pro Ser Thr Thr Ala Gin Ser 
1025 1030 1035 

Glu Thr Thr Thr Thr Thr Asn Glu Thr Thr Glu Pro Asn Glu Ser 
1040 1045 1050 

Thr Ser Thr Thr Thr Thr Ser lie Thr Asn Asn Leu His Thr Thr 
1055 1060 1065 

Thr Thr Thr Pro Thr Pro lie Val Ala Ser Thr Val Pro Thr Thr 
1070 1075 1080 

Thr Ala Asn Gly lie Ser Ser Asp Ser Leu Leu Ala Thr Glu Leu 
1085 1090 1095 

Ser Glu Ala Ser Pro Thr His Leu Ser Pro Ser Pro Asp Ser Glu 

1100 1105 1110 

Thr Ser Thr Pro Thr Thr Thr Ser Thr Thr Thr Thr Glu Gin Pro 
1115 1120 1125 

Glu Leu Asp Thr Thr Thr Thr Thr Pro Lys Thr Thr Thr Thr Thr 
1130 1135 1140 

Thr Thr Gly Asn Asn Glu Leu Asn Asp Val Asn Asn Val Asp Glu 
1145 1150 1155 

Asp Ser Glu Val Thr Lys Thr Lys Thr Gin Tyr Lys Tyr Ala Thr 
1160 1165 1170 

Thr Asn Arg Arg Arg lie Thr Thr Thr Thr Thr Thr Ala Thr Lys 
1175 1180 1185 

Asn Ser Asn Asn Asn Asn Asn Ala Glu Ala Ala Asn Asp Ala Ser 
1190 1195 1200 

Pro Thr Thr Asn Gly Leu Ser Ser Leu Asn Ser lie Arg Thr Asn 
1205 1210 1215 
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Pro Gly Arg Arg Gin Pro Gin Pro Glu Gin Thr Gin Thr Thr Thr 

1220 1225 1230 

Ser Glu Pro Asn Leu Ser Ser Pro Arg Pro Phe Gly Tyr Pro Arg 

1235 1240 1245 

Arg Arg Thr Arg Pro Thr Val Ser Thr Thr Thr Thr Thr lie Ser 

1250 1255 1260 

Gin Thr Asp Asn Asp Asn Asn Thr Asp Asn Asn Asp Asn Glu Thr 

1265 1270 1275 

Asp Ala Val Ala Gin Val Val Lys Lys Thr Arg Leu Ser Pro Gly 

1280 1285 1290 

Asp Arg Pro Lys Val Ser Ala Ser Leu Pro Thr Ala Thr Ala lie 

1295 1300 1305 

Asn Thr Arg Thr Asn Thr Ser Ser Leu His His Gin Glu Ser Gin 

1310 1315 1320 

Val Glu Val Ala Gly Asn Gly Gly Asn Asp Ser Leu Arg His Asp 

1325 1330 1335 

Val Val Ser Ser Ser Leu Ser Gin Ser Gin Ser Asn Lys lie Asp 

1340 1345 1350 

Thr Asp Asp Leu Ser Thr Thr Gin Gin His Thr Lys Tyr Thr Trp 

1355 1360 1365 

Arg Ala Val Arg Arg Pro Ala Ser Gin Arg Thr Val Val Pro Asn 

1370 1375 1380 

Ser Leu Ala Gly Asp Asp Lys Asp Ser Arg Arg Phe Ala Gly Lys 

1385 1390 1395 

Gin Leu Asn Thr Glu Ser lie Val Asp Asp Glu Leu Gin Thr Thr 

1400 1405 1410 

Thr Lys Phe Arg Ser Arg Arg Leu Asn Ser Ala Glu Asp Glu Ser 

1415 1420 1425 

Glu Val Ala Leu Glu Val Ala Thr Ala Thr Pro Thr His Gly Ser 

1430 1435 1440 

Arg Ser Tyr Gin Ser lie Gin Arg Ser Ala Ser Lys Ala Ser Leu 

1445 1450 1455 

Asp Asp Ser Gin lie His Tyr Lys Ala lie lie Arg Asp Ser Glu 

1460 1465 1470 

Gly Gly Ala His Leu Thr Ala Gly Arg Ser Ser Ser Phe Val Arg 

1475 1480 1485 

Asn Phe Gly Asp Ala Ala Lys Pro Thr Pro Pro His Gin Pro lie 

1490 1495 1500 

Ser Arg Gly Gly Gin lie Val Glu Ser Thr Thr Glu Asp Glu Asn 

1505 1510 1515 
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Val Ala Ala Glu lie lie Asp Asp Glu Lys Arg Gly Glu Thr Lys 
1520 1525 1530 

Ala Pro Ala Gly Ser Glu Asn Thr Asp Asp Ser Asn Thr Ala Thr 
1535 1540 1545 

Glu Gin Glu Ser Pro Glu lie Val Thr Glu Ala Ala Gin Pro Gin 
1550 1555 1560 

Leu Glu lie Thr Thr Leu Pro Ser Glu Thr Ser Asp Val Ser Ser 
1565 1570 1575 

Ser Thr Glu Gin Ser Val Ser Ser Thr Thr Glu Glu Ser Ser Ser 
1580 1585 1590 

Ser Thr Ala Asp Leu Asp lie Val Ala Glu Glu Ala Ser Leu Gly 
1595 1600 1605 

Ala Glu Thr Asp Lys Lys Ser Thr Ser Glu Asn Asp Asn Gly Glu 
1610 1615 1620 

Ser Ser Thr Glu lie Ser Ser Ser Glu Ala Pro lie Ser Ser Thr 
1625 1630 1635 

Thr Gly Gin Ser Glu Asp Val Ser Ser Thr Thr Glu Thr Asn Ser 
1640 1645 1650 

Glu Ala lie Glu Lys Glu lie Ala Ser Asp Ser Asn Asp Gly Ser 
1655 1660 1665 

Ser Asp Asp Pro Ala Ser Ser Thr Glu Phe lie Glu lie Thr Asn 
1670 1675 1680 

Thr Thr Ser Ser Pro Val Ser Leu Gin Glu Asp Ser Ser Thr Thr 

1685 1690 1695 

Thr Glu Lys Leu Thr Arg Arg Ala Phe Asn Arg Phe Ser Ser Thr 
1700 1705 ' 1710 

Thr Pro Ala Val Val Pro Glu Asp Glu Thr Thr Ser Thr Val Asn 
1715 1720 1725 

Gin Arg Arg Arg Val lie Val Arg Asn Arg lie Ser Thr Thr Glu 
1730 1735 1740 

Ala Glu Ser Glu Ala Gin Thr Thr Thr Glu Glu Pro Lys Arg Arg 
1745 1750 1755 

Ser Phe Tyr Arg Thr Ser Thr Thr Ala Glu Pro Ser Ser Ser Thr 
1760 1765 1770 

Glu Ala Asp Ser Asp Ala Gin lie Ser Thr Glu Thr Thr Thr Arg 
1775 1780 1785 

Arg Ser Phe Phe Arg Thr Arg Thr Thr Glu Ala Ala Ser Ser Thr 
1790 1795 1800 

Thr Glu Glu Pro Ser Ser Pro Thr Glu Pro Glu lie Glu Val Glu 
1805 1810 1815 

Thr Thr Thr Glu Gly Pro Thr Arg Arg Ser Phe Phe Arg Arg Ser 
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1820 



1825 



1830 



Thr Thr Val Ala Pro Ser Ser Thr Thr Glu Glu lie Ser Ser Ser 
1835 1840 1845 

Ser Val Asp Asp Asp Ala Glu Ala Asn lie lie Thr Thr Arg Arg 
1850 1855 1860 

Ser Leu Phe Thr Thr Pro Ala Pro Ser Ser Thr Glu Ala Thr Thr 
1865 1870 1875 

Thr Ala Thr Ala Glu Asp Ser Glu Val Ser Ser Ser Thr Arg Arg 
1880 1885 1890 

Ser Phe Phe Arg Thr Ser Thr Thr Thr Glu Gly Thr Thr Ser Thr 
1895 1900 1905 

Thr Glu Glu Ala Lys Asp lie Glu His Glu Ser Glu Thr Thr Ala 
1910 1915 1920 

Ala Leu Pro Lys Arg Arg Val lie Val Arg Gly Asn Phe Arg Pro 
1925 1930 1935 

Arg Lys Glu Gly Asp Leu Ser Ser Leu Leu Ala Ala Asp Ala Asn 
1940 1945 1950 

Lys Arg Val Arg Asn Asn His Ser Thr Thr Ser Thr Glu Thr Pro 
1955 1960 1965 

Ala Asn Ser Gin Ser Thr Thr Ser Asn Glu Glu Asp Thr Val Ala 
1970 1975 1980 

Gin Pro Pro Gin Ala Glu Val Lys Ala Thr Thr Gly Arg Val Ser 
1985 1990 1995 

Leu Asn Ala Val Arg Asn Arg Thr Thr Thr Lys Thr Glu Ser Leu 
2000 2005 2010 

Gly Asn Gly lie Thr Arg Thr Arg Thr Thr Tyr Val Arg Thr Leu 
2015 2020 2025 

Asp Ala Gly Gin Lys lie Val Lys Arg lie His Thr Lys Thr lie 



Glu Glu Lys Pro Ala Glu Tyr Glu Tyr lie lie Asp Glu Val Thr 

2045 2050 2055 

His Pro Pro Ala Ala Ser Thr Thr Pro Arg Thr Val Thr Arg Asn 

2060 2065 2070 

Arg Gly Ser Val Arg Phe Gin Ser Asn Asp Leu Ser Ser Leu Leu 

2075 2080 2085 

Ala Leu Asp Phe Ala Ser Arg Ser Thr Arg Lys Lys Gin Ala Gin 

2090 2095 2100 

Thr Glu Thr Thr Val Thr Lys Thr Arg Arg Arg Leu Leu Lys Lys 

2105 2110 2115 

Pro Lys Glu Thr lie Glu His Glu Glu Val Glu Glu Tyr Glu Tyr 



2030 



2035 



2040 



2120 



2125 



2130 
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Glu Ala Gly Gin Glu Ala Gly Asn Glu Val Glu Glu Ala Pro Arg 
2135 2140 2145 

Val Ser Thr Thr Ala Arg Thr lie lie Arg Arg Thr Arg Pro Thr 
2150 2155 2160 

Thr lie Arg Thr Thr Thr Thr Glu Thr Pro Gin Asn lie Glu Ala 
2165 2170 2175 

Ser Thr Arg Arg Ala Ser Phe Ala Phe Lys Arg Pro Ser Lys Val 
2180 2185 2190 

Ser Thr Thr Thr Glu Glu Pro Thr Thr Ser Ser Thr Glu Pro Thr 
2195 2200 2205 

lie Ser Ala Glu Ala Thr Thr Arg Arg Val Leu Asn Phe Arg Arg 

2210 2215 2220 

Pro Val Ser Thr Thr Ser Thr Pro Ala Ser Asp Glu Ser Thr Glu 
2225 2230 2235 

Glu Ala Thr Ala Ala Pro lie Glu Ala Thr Thr Arg Arg Val Leu 
2240 2245 2250 

Ala Phe Lys Arg Pro Val Ser Thr Thr Thr Thr Pro Ala Pro Val 
2255 2260 2265 

Asp Glu Glu Ser Thr Glu Glu Ser Thr Pro Thr Ser lie Glu Gly 
2270 2275 2280 

Asn Thr Arg Arg lie Leu Ala Tyr Arg Arg Pro Val Ser Thr Thr 
2285 2290 2295 

Thr Thr Thr Pro Val Pro Val Glu Asp Glu Ser Ser Thr Asp Gin 
2300 2305 2310 

Leu Ala Ala Ala Lys Gin Lys Phe lie Asn Arg Leu Lys Ser Ser 
2315 2320 2325 

Thr Thr Thr Thr Thr Ser lie Pro Glu Thr Thr Thr Thr Glu Glu 
2330 2335 2340 

Asp Leu Ser Asp Leu Lys Val Gin Leu Ser Asn Ala lie Asn Arg 
2345 2350 2355 

Leu Gin Thr Glu Asn Lys Leu Glu Val Gin Thr lie Thr Lys Gly 
2360 2365 2370 

Ser Glu Ala Ala Glu Asp Glu Gly Asp Asp Lys Leu Ser Leu Pro 
2375 2380 2385 

lie Tyr His Arg Arg Lys Tyr Tyr Gin Tyr Val Lys Asp Ser Pro 
2390 2395 2400 

lie Thr Tyr lie Asp Lys Ser Pro Ala Pro Pro Asp lie Glu Ser 
2405 2410 2415 

Val Thr Val Asn lie Lys Gin Gin lie His Asp Val Phe Asn Val 
2420 2425 2430 
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Ser Glu Asn Glu Thr Pro His Asn Ser Leu Gly Asp Asp Glu Glu 
2435 2440 2445 

Thr Glu Gly His Arg Val Ala Met Ala Gin Ala Lys Glu lie Asn 
2450 2455 2460 

Ala Glu Leu Glu Glu Lys Glu Arg Gly Glu Asp Glu Ala Arg Ala 
2465 2470 2475 

Leu Arg Thr Tyr Thr Arg Leu Asn Arg Thr Arg Leu Thr Leu Ser 
2480 2485 2490 

Thr Arg Leu Gin Glu Lys Thr Gin Ser Glu Pro Leu Asp Thr Thr 
2495 2500 2505 

Thr Arg Arg Ser Tyr Ser Val Pro Gin Arg Phe Arg lie Arg Ser 
2510 2515 2520 

Thr Thr Pro lie Pro Ser Lys lie Glu Asn Ser Glu Glu Asp Asp 
2525 2530 2535 

Glu Glu Thr Lys Asp Asn Glu Gly Pro Ser Pro Ser Thr Thr Thr 
2540 2545 2550 

Val Thr Pro Pro Ser lie Lys Leu Pro Thr Arg Arg Leu Phe Thr 
2555 2560 2565 

Pro Arg Arg Pro Val Asn Ala Val Glu Asp Ser Asp Ser Ser Asp 
2570 2575 2580 

lie Arg Lys Asp Asn Glu Glu Glu Leu Lys Val Glu Ser Thr Thr 
2585 2590 2595 

Lys Arg Leu Tyr Ala Gly Leu Asn Arg Leu Arg Gly Arg Gly Ser 
2600 2605 2610 

Thr Thr Thr Thr Thr Glu Glu Ala Thr Asp Ser Thr Thr Glu Thr 
2615 2620 2625 

Ala Thr Thr Thr Ala Lys Ser Thr Arg Gin Pro Tyr Val Gly lie 
2630 2635 2640 

Ser Arg Arg Val Thr Thr Thr Thr Thr Thr Glu Lys Ser Ala Glu 
2645 2650 2655 

Ser Ser Thr Glu Tyr Asn Gly Asn Glu Asp Glu Glu Thr Glu Ser 
2660 2665 2670 

Thr Thr Val Thr Pro Glu Gin Glu lie Ser Asp Asp Ala Glu Glu 
2675 2680 2685 

Asn Lys Val Ala lie Lys Glu lie Asp Asp Gin Val Ser Lys Lys 
2690 2695 2700 

Ala Pro Glu Glu Ala Glu Asp Thr Ser Thr Glu Glu Pro Glu Leu 
2705 2710 2715 

Glu Ala Phe lie Asp Asp Asp Asn Glu lie Pro Leu Glu Glu Ser 
2720 2725 2730 

Gly Pro Lys Thr Glu Thr Thr Ser Thr Thr Thr Thr Thr Thr Ser 
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2735 2740 2745 

Thr Thr Thr Thr Thr Pro Ala Ser Thr Thr Ser Arg Arg Gin Leu 

2750 2755 2760 

Val lie Arg Arg Arg Phe Asn Gly Thr lie Thr Thr Thr Thr Thr 

2765 2770 2775 

Val Ala Pro Val Ala Asp Glu Asn Leu Glu Asn Glu lie Asp Pro 

2780 2785 2790 

Ser Asp Thr Glu Ser Ser Thr Pro Lys Ala Ala Thr Thr Thr Ser 

2795 2800 2805 

Pro Arg Arg Gin Leu Leu lie Arg Arg Arg Phe Asn Ala Thr Ser 

2810 2815 2820 

Ser Gly Ser Thr Thr Thr Thr Thr Ala Asn Pro Ser Ala Asp Asn 

2825 2830 2835 

Glu lie Asp Gin Gly Glu Thr Lys Arg Thr Thr Arg Arg Pro lie 

2840 2845 2850 

Leu Ser Arg Arg Arg Phe Asn Ala Thr Ser lie Thr Ala Thr Thr 

2855 2860 2865 

Thr Gly Ser Thr Asn Gly Asp Glu lie Ser Thr Arg Arg Pro Tyr 

2870 2875 2880 

Ala Ala Leu Asn Arg Ser Arg Asn Arg Phe Thr Thr Pro Gin Thr 

2885 2890 2895 

Thr Thr Thr Asp Gly Gly Ala Asn Gly Asp Asp Asp Asp Tyr Asp 

2900 2905 2910 

Gly Glu Glu Glu Glu Gin Leu Ala Pro Pro Arg Ala Val Phe Leu 

2915 2920 2925 

Gin Thr Asn Arg His Arg Ala Leu Lys Pro Thr Pro Glu Asp Glu 

2930 2935 2940 

Glu Glu Gly Ala Ala Ala Val Pro Gly Arg Arg Pro Leu Asn Phe 

2945 2950 2955 

Ala Ala Arg Arg Thr Thr Ala Ala Pro Leu Arg Val Ser Ser Ser 

2960 2965 2970 

Thr Arg Arg Asn Leu Val Ala lie Asn Arg Asn Leu Tyr His Arg 

2975 2980 2985 

Pro Glu Glu Asp Asn Glu Glu Glu Pro Glu Glu Glu Tyr Asp Glu 

2990 2995 3000 

Asn Glu Asp Gly Asp Asp Asp Gin Glu Glu Ser Val Asp Pro Gin 

3005 3010 3015 

Val Thr Ser Thr Thr Thr Arg Ser Arg Leu Asn Gin Leu Leu Ala 

3020 3025 3030 

Asn Arg Gin Arg Gin Pro Leu Arg Thr Thr Thr Glu Lys Gin Thr 

3035 3040 3045 
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Glu Thr Asp Ser Asn Asp Thr Glu Thr Asp Ser Asp Asn Gly Asp 
3050 3055 3060 

Glu Asn Asp Asp Asp Glu Asp Asn Asp Ser Ser Val Glu Val Ser 
3065 3070 3075 

Asn Ser Asn His Thr Leu Lys His Ser Thr lie Phe Gly Val Gly 
3080 3085 3090 

Thr Thr Asn Phe Asn Asn Leu Thr Asn Arg Ser Thr Ala Leu Asn 
3095 3100 3105 

Val Ala Ser Gin Arg Ser Asn Ser Thr Val Ala Asn Tyr lie Asn 
3110 3115 3120 

Arg Phe Lys Ser Asn Ser Tyr Thr Asn Lys Asn Lys Pro Val Thr 
3125 3130 3135 

Val Thr Ala Asn lie Lys Ala Asp Ser Thr Asp Asp Lys Asp Asn 
3140 3145 3150 

Asp Asn Asp Glu Asp Asp Asp Asp Asp Asp Asn Asp Asp Asp Asn 
3155 3160 3165 

Tyr Ala Ser Leu Glu Asn Glu Gly Lys Glu Lys Thr Ser Gly Ala 
3170 3175 3180 

Gly Leu Asn Ala Leu Gly Asn Asp Val Asn Ser Thr Arg Arg Phe 
3185 3190 3195 

Gin Asn Arg Tyr Gin Leu Ser Arg Thr Arg Gly Ser Thr Thr Thr 
3200 3205 3210 

Asn Thr Asn Pro Thr Thr Thr Gin Gin Pro Gin Thr Thr Ser Thr 
3215 3220 3225 

Ala Arg Arg Leu Ala Phe Gly Gly Arg Gin Arg Ala Gin Val Thr 
3230 3235 3240 

Lys Leu Thr Leu Val Asp Glu Gin Thr Glu Glu Thr Glu Thr Lys 
3245 3250 3255 

Gly Asp Ser Arg Glu Glu Glu Lys Glu Glu Glu Glu Glu Glu Asp 
3260 3265 3270 

Ser Asn Ala Thr Thr Thr Thr Thr Thr Thr Thr Thr Ser Arg Pro 
3275 3280 3285 

Thr Pro Lys Arg lie Arg Val Leu Lys Phe Arg Arg Pro Leu Asn 
3290 3295 3300 

Ser Asn Ser Asn Ser Thr lie Asn Val Asp Ser Thr Thr Asn Ser 
3305 3310 3315 

Ala Thr Asp Thr Asn Pro Asp Thr Thr Thr Ala Thr Pro Thr Thr 
3320 3325 3330 

Ala Gly Gin Ser Thr Thr Ser Asn Ser Asn Asn Asn Asn Asn Asn 
3335 3340 3345 
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Thr Thr Ser Thr Thr Gly Asn Lys Arg Phe Arg Lys lie Val Arg 
3350 3355 3360 



Lys Leu Arg Pro Val Asp Ser Ser Thr Ala Ala Ser Val Asp Asn 
3365 3370 3375 

Ser Asp Glu Thr Thr Arg Lys Pro Phe Val Pro Ser His Thr Arg 

3380 3385 3390 

Phe Ala Asp Gin Asp Asn Asp Leu Val Asn Leu Arg Gin Arg lie 
3395 3400 3405 

Lys Glu Gin Gin Ala Arg Gly Glu Pro Gin Asp Gly Val lie Ser 
3410 3415 3420 

Asn Arg Phe Lys Thr Leu Gly Gin Lys Asp Asp Gin Asp Val Ser 
3425 3430 3435 

Glu Leu Gin Lys Leu Arg Asp Lys Val Lys Ala Glu Gin Ala Arg 
3440 3445 3450 

Gly Glu Gly Glu Gin Gly Val lie Asn Asp Arg Leu Lys Lys Leu 
3455 3460 3465 

Leu Ala Glu Lys Gly Ser Ser lie Ser Ser Gin Arg Glu Glu Ser 
3470 3475 3480 

Ser Thr Asp Asp Asp Ser Ser Ser Val Ser Ser Ala Arg Pro Phe 
3485 3490 3495 

Phe Lys Arg Lys Leu Val Ala Arg Arg Pro Tyr Thr Pro Pro Ser 
3500 3505 3510 

Ala Ser Gly Gly Thr Thr Lys Ala Pro Leu Thr Phe Ser Thr Ser 

3515 3520 3525 

Arg Pro Thr Ala Lys Phe Val Arg Arg Lys Asn Gly Arg Phe Asp 
3530 3535 3540 

Pro Phe Asn Ser Ser Val Arg Asn Arg Gly Glu Gly Phe Val Arg 
3545 3550 3555 

Ser Asp Pro Arg Gly Ser Arg Leu Pro Gly Thr Asp Arg Phe Lys 
3560 3565 3570 

Ser Gin Gly Asn Ser Glu Asp Asp Asp Glu Val Glu Glu Arg His 
3575 3580 3585 

Glu Gin Pro Leu Gin Asn Gin Phe Ala Thr Thr Leu Arg Arg Pro 
3590 3595 3600 

Phe Val Pro Lys Thr Arg Pro Val Leu Asp Lys Ser Lys Pro Glu 
3605 3610 3615 

Gin Glu Asp Gly Ala Glu Glu Ser Glu Glu Glu Asp Glu Glu Glu 
3620 3625 3630 

Asp Ser Glu Glu Glu Gly Asp Glu Glu Glu Asp Glu Glu Glu Glu 
3635 3640 3645 

Asp Val Lys Pro Gly Gly Glu Glu Asp Asn Ala Gin Glu Asp Asn 
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3650 3655 3660 

Lys Pro Lys Phe Asn Ser Pro Tyr Lys Pro Lys Asp Asn Arg Ala 
3665 3670 3675 

Pro Pro Gly Ser Arg Pro Thr Phe Gly Thr Thr Gly Ser Gly Ser 
3680 3685 3690 

Pro Pro Thr Ala Ser Gly Asn Val Pro Tyr Asn Pro Arg Asn Arg 
3695 3700 3705 

Pro Ser Asn Ser Ala Asn Gly Asn Ser Thr Pro Ser Asn Arg Phe 

3710 3715 3720 

Gly Thr Thr Lys Arg Pro Arg Val Val Asn Arg Pro Pro Gly Val 
3725 3730 3735 

Ala Ser Pro Asn Leu Thr Leu Lys Pro Val Ala Ser Asp Tyr Glu 
3740 3745 3750 

Arg Thr Thr Pro Leu Thr Pro Leu Lys Pro Ala Pro Phe lie Pro 
3755 3760 3765 

Ser Asn Asn Arg Ser Tyr Glu Arg Lys Tyr Ser Gly Pro Ser Thr 
3770 3775 3780 

Glu Ala Ala Glu Thr Ala Ser Glu Asn Ser Leu lie Glu Asp Leu 
3785 3790 3795 

Asn lie Asp Ala Leu Asn Ala Arg Asn Lys Lys lie Phe Asp Lys 
3800 3805 3810 

His Ser Lys Lys His Pro Ala Leu Lys Pro Lys Val Val Lys Val 
3815 3820 3825 

Glu Ser Glu Thr Gly Leu Glu Val Glu Ala Gly Thr Glu Val Ala 
3830 3835 3840 

Val Glu Asp Glu Thr Thr Glu Glu Gin Gin Gin Glu Gin Gly Phe 

3845 3850 3855 

Val Thr Thr Thr Pro Ser Thr Pro Pro Ser Pro Ala Pro Pro Ser 
3860 3865 3870 

Thr Gin Ser Asp Thr Ala Thr Thr Thr Asp Thr Pro Pro Glu Thr 
3875 3880 3885 

Glu Thr Glu Thr Glu Thr Glu Thr Glu Thr Glu Thr Glu Thr Glu 
3890 3895 3900 

Asn Val Thr Glu He Glu Thr Ala Thr Asn Ala Asn Glu Ala Thr 
3905 3910 3915 

Ser He Asn Ser Gin Asp Gin Thr He Ser Ser Thr Thr Gin Ala 
3920 3925 3930 

Pro Pro Pro Ala Thr Thr Leu Leu His Val Phe Thr Leu Leu Glu 
3935 3940 3945 

Gly Glu Gly Gin Glu Glu Glu Pro Thr Thr Arg Lys Pro Thr Val 
3950 3955 3960 
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Arg Leu Tyr Pro Thr lie Gin Thr Glu Val Val Pro Lys His Lys 
3965 3970 3975 

Leu lie Glu lie Asn Arg lie Val Glu lie Asn Ser Lys Gin Ala 
3980 3985 3990 

Lys Ala Ala Gin Arg Lys Ser Lys Ala Asn His Asp Phe Ser Thr 
3995 4000 4005 

Leu Met Val Glu Ser Leu Pro His Val Glu Gin Leu Gly Glu lie 
4010 .4015 4020 

Ser Val Val Lys Tyr Val His Leu Val Asp Gly Ser Asp lie Gin 
4025 4030 4035 

lie Asn Asp Gly His Ser Thr Val Ala Asp Tyr Thr Pro Thr Glu 
4040 4045 4050 

Pro Thr Ser Ala Ala Glu Arg Pro Val Ser Leu Pro Val Arg Asn 
4055 4060 4065 

Ser Leu Pro Glu Thr Glu Gly Ala Asp Thr Asp Arg Ser Gly Lys 
4070 4075 4080 

Ser Leu Val Pro Glu Val Leu Thr Ala Ala Leu Glu Thr Ser Thr 
4085 4090 4095 

lie Ser Leu Glu Gly Leu Phe Asp Ser Ala Arg Lys Gly Lys Gin 
4100 4105 4110 

Leu Ser Ser Asn Thr lie lie Gly Glu Thr Glu Glu Ser Thr Thr 
4115 4120 4125 

lie Gly Ser Ser Ser Ser Leu Ala Ser Glu Thr Gly Glu Thr Thr 
4130 4135 4140 

Thr Pro Ala Pro Thr Tyr Val Arg Pro lie Val Pro Leu Leu Arg 
4145 4150 4155 

Pro Glu Ser Asn Glu Ser Ser Pro Leu Val lie Ser lie Ala Asn 
4160 4165 4170 

Leu Asp Gin Val lie Leu Ser Lys Val Gin Lys Ser Leu Ala Glu 
4175 4180 4185 

Asn Ser Gin Thr Thr Val Ala Pro Glu Ala Ala Ser Asp Ser Asn 
4190 4195 4200 

Ser Ala Phe Ser Val Arg Gin Pro Leu Val Val Gin Ala Pro lie 
4205 4210 4215 

Ser Asn Gly Ala Gin Glu lie Asp Gin Asp Thr Leu Asn Thr Gin 
4220 4225 4230 

Asp Gin Thr lie Asn Gly Ala lie Ser Val Lys Thr Asn Pro lie 

4235 4240 4245 

lie Gin Thr Thr Thr Asn Arg Pro Asn Asp Asp Gin Val Ala Glu 
4250 4255 4260 
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Glu Thr Thr lie Phe Ser lie Glu Thr Ala Thr Glu Pro Glu Leu 
4265 4270 4275 

Asn Thr Gin Thr Thr lie Pro Lys Thr Glu Ala Asn Ser Glu Thr 
4280 4285 4290 

Val Thr Ala Met Pro lie Gly Ala Val He Met Gly Gin Phe Gly 

4295 4300 4305 

Leu Asn Thr Gin Ser Thr Thr Ala Val Asp Asn Asp Asn Gin Leu 
4310 4315 4320 

Asn Ala Gin Thr Thr Ser Thr lie Ser Ser Gly Ala Val Ser Ser 
4325 4330 4335 

Val Ala He Gly Gly Asn Thr Gin Thr Ala Asn Ala Asp Asn Ala 
4340 4345 4350 

Arg Gin Glu Asn Thr Gin Ser Thr Gly Thr He Thr Ser Glu He 
4355 4360 4365 

Ser Ser Gly Ala He Ser Ser Asp Asn His Asn His He Gly Thr 
4370 4375 4380 

Gin Thr Thr Ala Thr He Asp Ser Ser Ser Glu Thr Thr Pro Thr 
4385 4390 4395 

Gin He Ser Thr Thr He Ser Ser Gly Ala He Ser Gly His He 
4400 4405 4410 

Asp Gly Ser He Asn Leu Asn Thr Gin Thr Asn Thr Thr He Ser 
4415 4420 4425 

Thr Asn Asn Thr Thr Thr Ser Thr Thr Asp Val Gly Ser Lys Val 
4430 4435 4440 

Ser Glu Ala Val Ser Phe Ser Ser Glu Thr His Val Val His Arg 
4445 4450 4455 

Lys Lys Met Gly Arg Lys Gly Arg Gly Arg Arg Leu Arg Asn Arg 
4460 4465 4470 

Lys Thr Thr Thr Thr Thr Thr Thr Thr Glu Thr Pro Thr Thr Thr 
4475 4480 4485 

Glu Ala Thr Phe Asp Asp Thr Thr Thr Val Val Pro Glu 
4490 4495 

<210> 69 
<211> 782 

<212> DNA 

<213> Homo sapien 

<400> 69 

aggggcctta gcgtgccgca tcgccgagat ccagcgccca gagagacacc 50 

agagaaccca ccatggcccc ctttgagccc ctggcttctg gcatcctgtt 100 

gttgctgtgg ctgatagccc ccagcagggc ctgcacctgt gtcccacccc 150 

acccacagac ggccttctgc aattccgacc tcgtcatcag ggccaagttc 200 
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r'acfaaotcaa 


^^Cl U d Va' \^ CI 




yc i^ciL^yciycii. 


^ -J 


caaoatcracc 


aacratatata 


aacrcrattnca 

d d U U U ^ l_ ^^d 


acrcct t acraa 

d W i> ^ d y V4 u 
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d M 1^ V^V'^ U I. L> 
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«J ^ U 
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C* ^ C* Ci Vi^ »^ Ci 
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*i U U 


^ M ^ ^ U ^ \»» 


ttacacatca 


r'tarT'trrr'arr 
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acct craacti" 


acrctcacrccic 

d y w ^ d U ^y ^ 
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crr'acacft crt" 1" 
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Y OCC^ Cl\' \' ^ 
1^ ^>l>• ^ ^ y L- d 




















agggcttcca 


gt cccgt cac 


cttgcctgcc 


tgcctcggga 


gccagggctg 


650 


tgcacctggc 


agtccctgcg 


gtcccagata 


gcctgaatcc 


tgcccggagt 


700 


ggaactgaag 


cctgcacagt 


gtccaccctg 


ttcccactcc 


catctttctt 


750 


ccggacaatg 


aaataaagag 


ttaccaccca 


gc 782 







<210> 70 
<211> 207 
<212> PRT 

<213> Homo sapien ^ 

<400> 70 

Met Ala Pro Phe Glu Pro Leu Ala Ser Gly lie Leu Leu Leu Leu 

15 10 15 

Trp Leu lie Ala Pro Ser Arg Ala Cys Thr Cys Val Pro Pro His 

20 25 30 

Pro Gin Thr Ala Phe Cys Asn Ser Asp Leu Val lie Arg Ala Lys 

35 40 45 

Phe Val Gly Thr Pro Glu Val Asn Gin Thr Thr Leu Tyr Gin Arg 

50 55 60 

Tyr Glu lie Lys Met Thr Lys Met Tyr Lys Gly Phe Gin Ala Leu 

65 70 75 

Gly Asp Ala Ala Asp lie Arg Phe Val Tyr Thr Pro Ala Met Glu 

80 85 90 

Ser Val Cys Gly Tyr Phe His Arg Ser His Asn Arg Ser Glu Glu 

95 100 105 

Phe Leu lie Ala Gly Lys Leu Gin Asp Gly Leu Leu His lie Thr 

110 115 120 

Thr Cys Ser Phe Val Ala Pro Trp Asn Ser Leu Ser Leu Ala Gin 

125 130 135 

Arg Arg Gly Phe Thr Lys Thr Tyr Thr Val Gly Cys Glu Glu Cys 

140 145 150 



148 



Thr Val Phe Pro Cys Leu Ser lie Pro Cys Lys Leu Gin Ser Gly 
155 160 165 

Thr His Cys Leu Trp Thr Asp Gin Leu Leu Gin Gly Ser Glu Lys 
170 175 180 

Gly Phe Gin Ser Arg His Leu Ala Cys Leu Pro Arg Glu Pro Gly 
185 190 195 

Leu Cys Thr Trp Gin Ser Leu Arg Ser Gin lie Ala 
200 205 

<210> 71 

<211> 481 

<212> DNA 

<213> Homo sapien 

<400> 71 

ccactgcacg gtagggggtc ctgtaggagg ctggtggcag ggttggattg 50 
tgggccctag gcttctgggc gggatgatga cattgagatt ctggcccctg 100 

tatccacagg tgatggagac ctgccagatg tccaggagcc cccgagagcg 150 

gctgttgctg cttttgctgc tgctactgct tgtgccctgg ggcactggcc 200 

ctgcctcagg tgttgccctg cccctcgctg gtgtgttcag cctccgcgcc 250 

ccgggtcgtg cctgggcggg cttgggtagc cccctgtctc ggcgcagcct 300 

ggcgctagct gacgacgcgg cctttcggga gcgcgcgcgc ctgctggccg 350 

ccctggagcg ccgccgctgg ctggactctt acatgcagaa gctgttgcta 400 

ctggacgcgc cctgagccta ataaagagcc tgtcgcactg cgactgcgcc 450 

tctttgctgc gccactctct tgtgggtgtg t 481 

<210> 72 

<211> 100 

<212> PRT 

<213> Homo sapien 

<400> 72 

Met Glu Thr Cys Gin Met Ser Arg Ser Pro Arg Glu Arg Leu Leu 
15 10 15 

Leu Leu Leu Leu Leu Leu Leu Leu Val Pro Trp Gly Thr Gly Pro 
20 25 30 

Ala Ser Gly Val Ala Leu Pro Leu Ala Gly Val Phe Ser Leu Arg 
35 40 45 

Ala Pro Gly Arg Ala Trp Ala Gly Leu Gly Ser Pro Leu Ser Arg 
50 55 60 

Arg Ser Leu Ala Leu Ala Asp Asp Ala Ala Phe Arg Glu Arg Ala 
65 70 75 

Arg Leu Leu Ala Ala Leu Glu Arg Arg Arg Trp Leu Asp Ser Tyr 
80 85 90 
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Met Gin Lys Leu Leu Leu Leu Asp Ala Pro 
95 100 

<210> 73 
<211> 2974 

<212> DNA 

<213> Homo sapien 

<400> 73 



ctcagggcag 


agggaggaag 


gacagcagac 


cagacagtca 


cagcagcctt 


50 


gacaaaacgt 


tcctggaact 


caagctcttc 


tccacagagg 


aggacagagc 


100 


agacagcaga 


gaccatggag 


tctccctcgg 


cccctcccca 


cagatggtgc 


150 


atcccctggc 


agaggctcct 


gctcacagcc 


tcacttctaa 


ccttctggaa 


200 


cccgcccacc 


actgccaagc 


tcactattga 


atccacgccg 


ttcaatgtcg 


250 


cagaggggaa 


ggaggtgctt 


ctacttgtcc 


acaatctgcc 


ccagcatctt 


300 


tttggctaca 


gctggtacaa 


aggtgaaaga 


gtggatggca 


accgtcaaat 


350 


tataggatat 


gtaataggaa 


ctcaacaagc 


taccccaggg 


cccgcataca 


400 


gtggtcgaga 


gataatatac 


cccaatgcat 


ccctgctgat 


ccagaacatc 


450 


atccagaatg 


acacaggatt 


ctacacccta 


cacgtcataa 


agtcagatct 


500 


tgtgaatgaa 


gaagcaactg 


gccagttccg 


ggtatacccg 


gagctgccca 


550 


agccctccat 


ctccagcaac 


aactccaaac 


ccgtggagga 


caaggatgct 


600 


gtggccttca 


cctgtgaacc 


tgagactcag 


gacgcaacct 


acctgtggtg 


650 


ggtaaacaat 


cagagcctcc 


cggtcagtcc 


caggctgcag 


ctgtccaatg 


700 


gcaacaggac 


cctcactcta 


ttcaatgtca 


caagaaatga 


cacagcaagc 


750 


tacaaatgtg 


aaacccagaa 


cccagtgagt 


gccaggcgca 


gtgattcagt 


800 


catcctgaat 


gtcctctatg 


gcccggatgc 


ccccaccatt 


tcccctctaa 


850 


acacatctta 


cagatcaggg 


gaaaatctga 


acctctcctg 


ccacgcagcc 


900 


tctaacccac 


ctgcacagta 


ctcttggttt 


gtcaatggga 


ctttccagca 


950 


atccacccaa 


gagctcttta 


tccccaacat 


cactgtgaat 


aatagtggat 


1000 


cctatacgtg 


ccaagcccat 


aactcagaca 


ctggcctcaa 


taggaccaca 


1050 


gtcacgacga 


tcacagtcta 


tgcagagcca 


cccaaaccct 


tcatcaccag 


1100 


caacaactcc 


aaccccgtgg 


aggatgagga 


tgctgtagcc 


ttaacctgtg 


1150 


aacctgagat 


tcagaacaca 


acctacctgt 


ggtgggtaaa 


taatcagagc 


1200 


ctcccggtca 


gtcccaggct 


gcagctgtcc 


aatgacaaca 


ggaccctcac 


1250 


tctactcagt 


gtcacaagga 


atgatgtagg 


accctatgag 


tgtggaatcc 


1300 
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ygyddCdLCC 




aCdLCav^Lya 


ftSiSkftZiSifSiftf* 

yadyddCayL' 
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y ccay uy gcc 


acay cay y ac 


L.(^ uyL^yycx 


ftf*\' f1 f f^ Si Si ff 

yoLyv.'L'L'Ciciy 


L.^CLL-L>dLOL 


y L.yyciyyci^ci 


a fffrs 'i' ft f^ '\~ ff\' 

ctyydLyL^LyL 


yycL^L LL'dL^L' 




crgrggrggg 


taaaLgyuca 


yyCuyCayCL 


gt ccaa t ggc 


aacaggaccc 


ayaaauyaCy 


caagagccua 


4~ 4~ ^ 4^ r^'^ 

tg ua tgcgga 


aaa.ccgcagt 


gacccagt ca 


ccctggat gt 




ccccccagac 


tcgtcttacc 


4* 4" 4* 

cucuccLycc 


acLcggcccc 


taacccatcc 




ccgcagcaac 


acacacaagt 


i** /*• ^ ^ ^ +" ^ ^ 

CyCCaoaLoa 


tiaacgggacc 


t at gcct gtt 


ggccgcaat a 


at t ccatagt 


caagagcat c 


tt ct cct ggt 


ct ct cagct g 


gggccact gt 




LyCLCLydta 


LagcagcccL 


yycici.yaCw.Lyci 


C<dyLLyLLLL 


or 4" 4" 4~ 4" o» 4~ 
yCLLCLLCCL 


ody uwuctctctct 


LLyL>LLoLLL 


s f* f zi Si ff ft Si 'i~ Si 
dL,L,radyyd Ld 


C.a.y ay o LCy a. 


gaccdi-CCLa 


gccaacaucg 


aaauacaaaa 


a Lgagc uggg 


ct t ggt ggcg 


^u.x-'yyyctyyL^ 


Lydyyodyyd 


ft Si at" r~"0(^'t"1~/T^ 
yddL^yL^L Ly 


v_ciy LydyL^^^o 


dyd Loyodoo 


dL-LyL-dL-Lot^ 




ddddyddddy 


a s :a a or a a or ^ o* 
ddddyddydC 


acaagtttct 


gataccactg 


cactgtctga 


aactaactga 


cagcttcatg 


aaactgtcca 


taattaattt 


catgggacta 


aatgaactaa 


aatgtcttgt 


ttcccagatt 


tcaggaaact 



cagtcatcct gaatgtcctc 1350 
tcatacacct attaccgtcc 1400 
agcctctaac ccacctgcac 1450 
agcaacacac acaagagctc 1500 
ggactctata cctgccaggc 1550 
tacagtcaag acaatcacag 1600 
ccagcaacaa ctccaaaccc 1650 
tgtgaacctg aggctcagaa 1700 
gagcctccca gtcagtccca 1750 
tcactctatt caatgtcaca 1800 
atccagaact cagtgagtgc 1850 
cctctatggg ccggacaccc 1900 
tttcgggagc gaacctcaac 1950 
ccgcagtatt cttggcgtat 2000 
tctctttatc gccaaaatca 2050 
ttgtctctaa cttggctact 2100 
acagtctctg catctggaac 2150 
cggcatcatg attggagtgc 2200 
ggtgtagttt cttcatttca 2250 
taaagcattt gcaacagcta 2300 
tttacagaaa agactctgac 2350 
tgaaacccca tctctactaa 2400 
cgcacctgta gtcccagtta 2450 
aacccgggag gtggagattg 2500 
agtctggcaa cagagcaaga 2550 
tctgacctgt actcttgaat 2600 
gaatttccaa aactttaatg 2650 
ccaagatcaa gcagagaaaa 2700 
tgaggattgc tgattcttta 2750 
ttttttcttt taagctatcc 2800 
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actcttacag caatttgata aaatatactt ttgtgaacaa aaattgagac 2850 

atttacattt tctccctatg tggtcgctcc agacttggga aactattcat 2900 

gaatatttat attgtatggt aatatagtta ttgcacaagt tcaataaaaa 2950 

tctgctcttt gtataacaga aaaa 2974 

<210> 74 

<211> 702 

<212> PRT 

<213> Homo sapien 

<400> 74 

Met Glu Ser Pro Ser Ala Pro Pro His Arg Trp Cys lie Pro Trp 
15 10 15 

Gin Arg Leu Leu Leu Thr Ala Ser Leu Leu Thr Phe Trp Asn Pro 
20 25 30 

Pro Thr Thr Ala Lys Leu Thr lie Glu Ser Thr Pro Phe Asn Val 
35 40 45 

Ala Glu Gly Lys Glu Val Leu Leu Leu Val His Asn Leu Pro Gin 
50 55 60 

His Leu Phe Gly Tyr Ser Trp Tyr Lys Gly Glu Arg Val Asp Gly 
65 70 75 

Asn Arg Gin lie lie Gly Tyr Val lie Gly Thr Gin Gin Ala Thr 
80 85 90 

Pro Gly Pro Ala Tyr Ser Gly Arg Glu lie lie Tyr Pro Asn Ala 
95 100 105 

Ser Leu Leu lie Gin Asn lie lie Gin Asn Asp Thr Gly Phe Tyr 
110 115 120 

Thr Leu His Val lie Lys Ser Asp Leu Val Asn Glu Gl'u Ala Thr 
125 130 135 

Gly Gin Phe Arg Val Tyr Pro Glu Leu Pro Lys Pro Ser lie Ser 
140 145 150 

Ser Asn Asn Ser Lys Pro Val Glu Asp Lys Asp Ala Val Ala Phe 
155 160 165 

Thr Cys Glu Pro Glu Thr Gin Asp Ala Thr Tyr Leu Trp Trp Val 
170 175 180 

Asn Asn Gin Ser Leu Pro Val Ser Pro Arg Leu Gin Leu Ser Asn 
185 190 195 

Gly Asn Arg Thr Leu Thr Leu Phe Asn Val Thr Arg Asn Asp Thr 
200 205 210 

Ala Ser Tyr Lys Cys Glu Thr Gin Asn Pro Val Ser Ala Arg Arg 
215 220 225 

Ser Asp Ser Val lie Leu Asn Val Leu Tyr Gly Pro Asp Ala Pro 
230 235 240 
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Thr lie Ser Pro Leu Asn Thr Ser Tyr Arg Ser Gly Glu Asn Leu 
245 250 255 

Asn Leu Ser Cys His Ala Ala Ser Asn Pro Pro Ala Gin Tyr Ser 
260 265 270 

Trp Phe Val Asn Gly Thr Phe Gin Gin Ser Thr Gin Glu Leu Phe 
275 280 285 

lie Pro Asn lie Thr Val Asn Asn Ser Gly Ser Tyr Thr Cys Gin 
290 295 300 

Ala His Asn Ser Asp Thr Gly Leu Asn Arg Thr Thr Val Thr Thr 
305 310 315 

lie Thr Val Tyr Ala Glu Pro Pro Lys Pro Phe lie Thr Ser Asn 

320 325 330 

Asn Ser Asn Pro Val Glu Asp Glu Asp Ala Val Ala Leu Thr Cys 
335 340 345 

Glu Pro Glu lie Gin Asn Thr Thr Tyr Leu Trp Trp Val Asn Asn 
350 355 360 

Gin Ser Leu Pro Val Ser Pro Arg Leu Gin Leu Ser Asn Asp Asn 
365 370 375 

Arg Thr Leu Thr Leu Leu Ser Val Thr Arg Asn Asp Val Gly Pro 
380 385 390 

Tyr Glu Cys Gly lie Gin Asn Glu Leu Ser Val Asp His Ser Asp 
395 400 405 

Pro Val lie Leu Asn Val Leu Tyr Gly Pro Asp Asp Pro Thr lie 
410 415 420 

Ser Pro Ser Tyr Thr Tyr Tyr Arg Pro Gly Val Asn Leu Ser Leu 
425 430 435 

Ser Cys His Ala Ala Ser Asn Pro Pro Ala Gin Tyr Ser Trp Leu 
440 445 450 

lie Asp Gly Asn He Gin Gin His Thr Gin Glu Leu Phe lie Ser 

455 460 465 

Asn He Thr Glu Lys Asn Ser Gly Leu Tyr Thr Cys Gin Ala Asn 
470 475 480 

Asn Ser Ala Ser Gly His Ser Arg Thr Thr Val Lys Thr He Thr 
485 490 495 

Val Ser Ala Glu Leu Pro Lys Pro Ser He Ser Ser Asn Asn Ser 
500 505 510 

Lys Pro Val Glu Asp Lys Asp Ala Val Ala Phe Thr Cys Glu Pro 
515 520 525 

Glu Ala Gin Asn Thr Thr Tyr Leu Trp Trp Val Asn Gly Gin Ser 
530 535 540 
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Leu Pro Val Ser Pro Arg 
545 

Leu Thr Leu Phe Asn Val 
560 

Cys Gly lie Gin Asn Ser 

575 

Thr Leu Asp Val Leu Tyr 
590 

Pro Asp Ser Ser Tyr Leu 
605 

His Ser Ala Ser Asn Pro 
620 

Gly lie Pro Gin Gin His 
635 

Thr Pro Asn Asn Asn Gly 

650 

Ala Thr Gly Arg Asn Asn 
665 

Ala Ser Gly Thr Ser Pro 
680 

lie Met lie Gly Val Leu 
695 

<210> 75 

<211> 2249 

<212> DNA 

<213> Homo sapien 

<400> 75 



ctcctctaca 


aagaggtgga 


cagagaagac 


agcagagacc 


atgggacccc 


50 


cctcagcccc 


tccctgcaga 


ttgcatgtcc 


cctggaagga 


ggtcctgctc 


100 


acagcctcac 


ttctaacctt 


ctggaaccca 


cccaccactg 


ccaagctcac 


150 


tattgaatcc 


acgccattca 


atgtcgcaga 


ggggaaggag 


gttcttctac 


200 


tcgcccacaa 


cctgccccag 


aatcgtattg 


gttacagctg 


gtacaaaggc 


250 


gaaagagtgg 


atggcaacag 


tctaattgta 


ggatatgtaa 


taggaactca 


300 


acaagctacc 


ccagggcccg 


catacagtgg 


tcgagagaca 


atatacccca 


350 


atgcatccct 


gctgatccag 


aacgtcaccc 


agaatgacac 


aggattctat 


400 


accctacaag 


tcataaagtc 


agatcttgtg 


aatgaagaag 


caaccggaca 


450 


gttccatgta 


tacccggagc 


tgcccaagcc 


ctccatctcc 


agcaacaact 


500 


ccaaccccgt 


ggaggacaag 


gatgctgtgg 


ccttcacctg 


tgaacctgag 


550 



Leu Gin Leu Ser Asn Gly Asn Arg Thr 
550 555 

Thr Arg Asn Asp Ala Arg Ala Tyr Val 
565 570 

Val Ser Ala Asn Arg Ser Asp Pro Val 
580 585 

Gly Pro Asp Thr Pro lie lie Ser Pro 
595 600 

Ser Gly Ala Asn Leu Asn Leu Ser Cys 
610 615 

Ser Pro Gin Tyr Ser Trp Arg lie Asn 
625 630 

Thr Gin Val Leu Phe lie Ala Lys lie 
640 645 

Thr Tyr Ala Cys Phe Val Ser Asn Leu 
655 660 

Ser lie Val Lys Ser lie Thr Val Ser 
670 675 

Gly Leu Ser Ala Gly Ala Thr Val Gly 
685 690 



Val Gly Val Ala Leu lie 
700 
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gttcagaaca 


caacctacct 


gtggtgggta 


aatggtcaga 


gcctcccggt 


600 


cagtcccagg 


ctgcagctgt 


ccaatggcaa 


catgaccctc 


actctactca 


650 


gcgtcaaaag 


gaacgatgca 


ggatcctatg 


aatgtgaaat 


acagaaccca 


700 


gcgagtgcca 


accgcagtga 


cccagtcacc 


ctgaatgtcc 


tctatggccc 


750 


agatgtcccc 


accatttccc 


cctcaaaggc 


caattaccgt 


ccaggggaaa 


800 


atctgaacct 


ctcctgccac 


gcagcctcta 


acccacctgc 


acagtactct 


850 


tggtttatca 


atgggacgtt 


ccagcaatcc 


acacaagagc 


tctttatccc 


900 


caacatcact 


gtgaataata 


gcggatccta 


tatgtgccaa 


gcccataact 


950 


cagccactgg 


cctcaatagg 


accacagtca 


cgatgatcac 


agtctctgga 


1000 


agtgctcctg 


tcctctcagc 


tgtggccacc 


gtcggcatca 


cgattggagt 


1050 


gctggccagg 


gtggctctga 


tatagcagcc 


ctggtgtatt 


ttcgatattt 


1100 


caggaagact 


ggcagattgg 


accagaccct 


gaattcttct 


agctcctcca 


1150 


atcccatttt 


atcccatgga 


accactaaaa 


acaaggtctg 


ctctgctcct 


1200 


gaagccctat 


atgctggaga 


tggacaactc 


aatgaaaatt 


taaagggaaa 


1250 


accctcaggc 


ctgaggtgtg 


tgccactcag 


agacttcacc 


taactagaga 


1300 


cagtcaaact 


gcaaaccatg 


gtgagaaatt 


gacgacttca 


cactatggac 


1350 


agcttttccc 


aagatgtcaa 


aacaagactc 


ctcatcatga 


taaggctctt 


1400 


accccctttt 


aatttgtcct 


tgcttatgcc 


tgcctctttc 


gcttggcagg 


1450 


atgatgctgt 


cattagtatt 


tcacaagaag 


tagcttcaga 


gggtaactta 


1500 


acagagtgtc 


agatctatct 


tgtcaatccc 


aacgttttac 


ataaaanaag 


1550 


agatccttta 


gtgcacccag 


tgactgacat 


tagcagcatc 


tttaacacag 


1600 


ccgtgtgttc 


aaatgtacag 


tggtcctttt 


cagagttgga 


cttctagact 


1650 


cacctgttct 


cactccctgt 


tttaattcaa 


cccagccatg 


caatgccaaa 


1700 


taatagaatt 


gctccctacc 


agctgaacag 


ggaggagtct 


gtgcagtttc 


1750 


tgacacttgt 


tgttgaacat 


ggctaaatac 


aatgggtatc 


gctgagacta 


1800 


agttgtagaa 


attaacaaat 


gtgctgcttg 


gttaaaatgg 


ctacactcat 


1850 


ctgactcatt 


ctttattcta 


ttttagttgg 


tttgtatctt 


gcctaaggtg 


1900 


cgtagtccaa 


ctcttggtat 


taccctccta 


atagtcatac 


tagtagtcat 


1950 


actccctggt 


gtagtgtatt 


ctctaaaagc 


tttaaatgtc 


tgcatgcagc 


2000 


cagccatcaa 


atagtgaatg 


gtctctcttt 


ggctggaatt 


acaaaactca 


2050 


gagaaatgtg 


tcatcaggag 


aacatcataa 


cccatgaagg 


ataaaagccc 


2100 
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caaatggtgg taactgataa tagcactaat gctttaagat ttggtcacac 2150 

tctcacctag gtgagcgcat tgagccagtg gtgctaaatg ctacatactc 2200 

caactgaaat gttaaggaag aagatagatc caaaaaaaaa aaaaaaaaa 224 9 

<210> 76 

<211> 344 

<212> PRT 

<213> Homo sapien 

<400> 76 

Met Gly Pro Pro Ser Ala Pro Pro Cys Arg Leu His Val Pro Trp 
15 10 15 

Lys Glu Val Leu Leu Thr Ala Ser Leu Leu Thr Phe Trp Asn Pro 

20 25 30 

Pro Thr Thr Ala Lys Leu Thr lie Glu Ser Thr Pro Phe Asn Val 
35 40 45 

Ala Glu Gly Lys Glu Val Leu Leu Leu Ala His Asn Leu Pro Gin 
50 55 60 

Asn Arg lie Gly Tyr Ser Trp Tyr Lys Gly Glu Arg Val Asp Gly 
65 70 75 

Asn Ser Leu lie Val Gly Tyr Val lie Gly Thr Gin Gin Ala Thr 
80 85 90 

Pro Gly Pro Ala Tyr Ser Gly Arg Glu Thr lie Tyr Pro Asn Ala 
95 100 105 

Ser Leu Leu lie Gin Asn Val Thr Gin Asn Asp Thr Gly Phe Tyr 
110 115 120 

Thr Leu Gin Val lie Lys Ser Asp Leu Val Asn Glu Glu Ala Thr 
125 130 135 

Gly Gin Phe His Val Tyr Pro Glu Leu Pro Lys Pro Ser lie Ser 
140 145 150 

Ser Asn Asn Ser Asn Pro Val Glu Asp Lys Asp Ala Val Ala Phe 

155 160 165 

Thr Cys Glu Pro Glu Val Gin Asn Thr Thr Tyr Leu Trp Trp Val 
170 175 180 

Asn Gly Gin Ser Leu Pro Val Ser Pro Arg Leu Gin Leu Ser Asn 
185 190 195 

Gly Asn Met Thr Leu Thr Leu Leu Ser Val Lys Arg Asn Asp Ala 
200 205 210 

Gly Ser Tyr Glu Cys Glu lie Gin Asn Pro Ala Ser Ala Asn Arg 
215 220 225 

Ser Asp Pro Val Thr Leu Asn Val Leu Tyr Gly Pro Asp Val Pro 
230 235 240 
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Thr lie Ser Pro Ser Lys Ala Asn Tyr Arg Pro Gly Glu Asn Leu 
245 250 255 

Asn Leu Ser Cys His Ala Ala Ser Asn Pro Pro Ala Gin Tyr Ser 
260 265 270 

Trp Phe lie Asn Gly Thr Phe Gin Gin Ser Thr Gin Glu Leu Phe 

275 280 285 

lie Pro Asn lie Thr Val Asn Asn Ser Gly Ser Tyr Met Cys Gin 
290 295 300 

Ala His Asn Ser Ala Thr Gly Leu Asn Arg Thr Thr Val Thr Met 
305 310 315 

lie Thr Val Ser Gly Ser Ala Pro Val Leu Ser Ala Val Ala Thr 
320 325 330 

Val Gly lie Thr He Gly Val Leu Ala Arg Val Ala Leu He 
335 340 

<210> 77 

<211> 1386 

<212> DNA 

<213> Homo sapien 

<400> 77 



gctcctcgcc 


ccgcgcctgc 


ccccaggatg 


gt ccgcgcga 


ggcaccagcc 


50 


gggtgggctt 


tgcctcctgc 


tgctgctgct 


ctgccagttc 


atggaggacc 


100 


gcagtgccca 


ggctgggaac 


tgctggctcc 


gtcaagcgaa 


gaacggccgc 


150 


tgccaggtcc 


tgtacaagac 


cgaactgagc 


aaggaggagt 


gctgcagcac 


200 


cggccggctg 


agcacctcgt 


ggaccgagga 


ggacgtgaat 


gacaacacac 


250 


tcttcaagtg 


gatgattttc 


aacgggggcg 


cccccaactg 


catcccctgt 


300 


aaagaaacgt 


gtgagaacgt 


ggactgtgga 


cctgggaaaa 


aatgccgaat 


350 


gaacaagaag 


aacaaacccc 


gctgcgtctg 


cgccccggat 


tgttccaaca 


400 


tcacctggaa 


gggtccagtc 


tgcgggctgg 


atgggaaaac 


ctaccgcaat 


450 


gaatgtgcac 


tcctaaaggc 


aagatgtaaa 


gagcagccag 


aactggaagt 


500 


ccagtaccaa 


ggcagatgta 


aaaagacttg 


tcgggatgtt 


ttctgtccag 


550 


gcagctccac 


atgtgtggtg 


gaccagacca 


ataatgccta 


ctgtgtgacc 


600 


tgtaatcgga 


tttgcccaga 


gcctgcttcc 


tctgagcaat 


atctctgtgg 


650 


gaatgatgga 


gtcacctact 


ccagtgcctg 


ccacctgaga 


aaggctacct 


700 


gcctgctggg 


cagatctatt 


ggattagcct 


atgagggaaa 


gtgtatcaaa 


750 


gcaaagtcct 


gtgaagatat 


ccagtgcact 


ggtgggaaaa 


aatgtttatg 


800 


ggatttcaag 


gttgggagag 


gccggtgttc 


cctctgtgat 


gagctgtgcc 


850 
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ctgacagtaa gtcggatgag cctgtctgtg ccagtgacaa tgccacttat 900 

gccagcgagt gtgccatgaa ggaagctgcc tgctcctcag gtgtgctact 950 

ggaagtaaag cactccggat cttgcaactg aatctgcccg taaaacctga 1000 

gccattgatt cttcagaact ttctgcagtt tttgacttca tagattatgc 1050 

tttaaaaaat tttttttaac ttattgcata acagcagatg ccaaaaacaa 1100 

aaaaagcatc tcactgcaag tcacataaaa atgcaacgct gtaatatggc 1150 

tgtatcagag ggctttgaaa acatacactg agctgcttct gcgctgttgt 1200 

tgtccgtatt taaacaacag ctcccctgta ttcccccatc tagccatttc 1250 

ggaagacacc gaggaagagg aggaagatga agaccaggac tacagctttc 1300 

ctatatcttc tattctagag tggtaaactc tctataagtg ttcagtgttc 1350 

acatagcctt tgtgcaaaaa aaaaaaaaaa aaaaaa 1386 

<210> 78 
<211> 317 
<212> PRT 
<213> Homo sapien 

<400> 78 
Met Val Arg Ala Arg 
1 5 

Leu Leu Leu Cys Gin 
20 

Asn Cys Trp Leu Arg 
35 

Tyr Lys Thr Glu Leu 
50 

Leu Ser Thr Ser Trp 
65 

Phe Lys Trp Met lie 
80 

Cys Lys Glu Thr Cys 
95 

Cys Arg Met Asn Lys 
110 

Asp Cys Ser Asn lie 
125 

Gly Lys Thr Tyr Arg 
140 

Lys Glu Gin Pro Glu 
155 



His Gin Pro Gly Gly Leu Cys Leu Leu Leu 
10 15 

Phe Met Glu Asp Arg Ser Ala Gin Ala Gly 
25 30 

Gin Ala Lys Asn Gly Arg Cys Gin Val Leu 
40 45 

Ser Lys Glu Glu Cys Cys Ser Thr Gly Arg 
55 60 

Thr Glu Glu Asp Val Asn Asp Asn Thr Leu 
70 75 

Phe Asn Gly Gly Ala Pro Asn Cys lie Pro 
85 90 

Glu Asn Val Asp Cys Gly Pro Gly Lys Lys 
100 105 

Lys Asn Lys Pro Arg Cys Val Cys Ala Pro 
115 120 

Thr Trp Lys Gly Pro Val Cys Gly Leu Asp 
130 135 

Asn Glu Cys Ala Leu Leu Lys Ala Arg Cys 
145 150 

Leu Glu Val Gin Tyr Gin Gly Arg Cys Lys 
160 165 
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Lys Thr Cys Arg Asp 
170 



Val Phe Cys Pro Gly Ser Ser Thr Cys Val 
175 180 



Val Asp Gin Thr Asn Asn Ala Tyr Cys Val Thr Cys Asn Arg lie 
185 190 195 

Cys Pro Glu Pro Ala Ser Ser Glu Gin Tyr Leu Cys Gly Asn Asp 
200 205 210 

Gly Val Thr Tyr Ser Ser Ala Cys His Leu Arg Lys Ala Thr Cys 
215 220 225 

Leu Leu Gly Arg Ser lie Gly Leu Ala Tyr Glu Gly Lys Cys lie 
230 235 240 

Lys Ala Lys Ser Cys Glu Asp lie Gin Cys Thr Gly Gly Lys Lys 
245 250 255 

Cys Leu Trp Asp Phe Lys Val Gly Arg Gly Arg Cys Ser Leu Cys 
260 265 270 

Asp Glu Leu Cys Pro Asp Ser Lys Ser Asp Glu Pro Val Cys Ala 

275 280 285 

Ser Asp Asn Ala Thr Tyr Ala Ser Glu Cys Ala Met Lys Glu Ala 
290 295 300 

Ala Cys Ser Ser Gly Val Leu Leu Glu Val Lys hUs Ser Gly Ser 
305 310 315 

Cys Asn 



<210> 79 

<211> 3445 

<212> DNA 

<213> Homo sapien 

<400> 79 



gagcaaccgc 


agcttctagt 


atccagact c 


cagcgccgcc 


ccgggcgcgg 


50 


accccaaccc 


cgacccagag 


cttctccagc 


ggcggcgcag 


cgagcagggc 


100 


tccccgcctt 


aacttcctcc 


gcggggccca 


gccaccttcg 


ggagtccggg 


150 


ttgcccacct 


gcaaactctc 


cgccttctgc 


acctgccacc 


cctgagccag 


200 


cgcgggcgcc 


cgagcgagtc 


atggccaacg 


cggggctgca 


gctgttgggc 


250 


ttcattctcg 


ccttcctggg 


atggatcggc 


gccatcgtca 


gcactgccct 


300 


gccccagtgg 


aggatttact 


cctatgccgg 


cgacaacatc 


gtgaccgccc 


350 


aggccatgta 


cgaggggctg 


tggatgtcct 


gcgtgtcgca 


gagcaccggg 


400 


cagatccagt 


gcaaagtctt 


tgactccttg 


ctgaatctga 


gcagcacatt 


450 


gcaagcaacc 


cgtgccttga 


tggtggttgg 


catcctcctg 


ggagtgatag 


500 


caatctttgt 


ggccaccgtt 


ggcatgaagt 


gtatgaagtg 


cttggaagac 


550 
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gatgaggtgc 


agaagatgag 


gatggctgtc 


tcttgcaggt 


ctggctattt 


tagttgccac 


tcgttcaaga 


attctatgac 


cctatgaccc 


tttggtcagg 


ctctcttcac 


tggctgggct 


gggaggtgcc 


ctactttgct 


gttcctgtcc 


caacaccaag 


gccctatcca 


aaacctgcac 


gtgtgacaca 


gaggcaaaag 


gagaaaatca 


ggacattgag 


atactatcat 


taacattagg 


gtaatctgaa 


gtatggtatt 


acaaaacaaa 


gtgttaaaat 


actcagtgct 


aaacatggct 


tcctcaatat 


aggagggaag 


atttttccat 


gagtaatcat 


actcaattgg 


gggaaggggt 


tatgtatata 


tacatgtttt 


tctattaaaa 


ctcattatgt 


tgatactagc 


atacttaaaa 


gtatttaatt 


ccatattgat 


gaagatgttt 


gtctatatat 


acatatgtaa 


cagtcaaata 


gctttgggtg 


cctttgccac 


aagacctagc 


tctttcaatt 


cttcatgcgt 


gcccttttca 


ccataatctt 


atagcacttg 


catcgttatt 


tttcattggt 


ctctatctcc 


tgaatctaac 


tagtttctaa 


agccaagaag 


aatttattac 


aatctttctg 


catgaccaaa 


gtgataaatt 


atccctgtac 


tctgacccat 


agcact cttg 


ccaattgagt 


agctgcatgc 


tgttccccca 


ttgattgaat 


ttttaagcta 


cttattcata 


acctttttgt 


tccccattcc 


ttaattgtat 


tcatgcgttt 


tatatcttcc 


taataaggtg 


agtgctagac 


tttctggagt 


gataatctgg 


gctgtaagca 


agtcacttaa 


tctttctacc 


ttgagataat 


gatacttaac 


cagttagaag 


agtttatatt 


actctcattc 


tttgaacatg 



attgggggtg cgatatttct 600 
agcatggtat ggcaatagaa 650 
cagtcaatgc caggtacgaa 700 
gctgcttctc tctgccttct 750 
ccgaaaaaca acctcttacc 800 
cttccagcgg gaaagactac 850 
tgttgaaaca aaccgaaaat 900 
accttagaat tttgggtatt 950 
caaacaaaca aaaaacccat 1000 
taatcttatt ttatcttctt 1050 
ttgtattact gcttcccatt 1100 
gctccttaaa tatatataga 1150 
atagacagta aaatactatt 1200 
tatctctaaa ataggtaaat 1250 
attggtatat tttctttttc 1300 
tcatttactc ttcttcatta 1350 
ctaatttacc aaggatgaat 1400 
tatacttatt ttatttttta 1450 
aagcccttat ttgttttgtg 1500 
acatttcata gcctacattt 1550 
aaatcagaac tttggaggca 1600 
cctgttgacc ttcccacaca 1650 
tttgctttga aaatatttgt 1700 
ggtgttgtaa cacaacttta 1750 
gttttatatc cccctaaact 1800 
tgttttccca agtgtaatta 1850 
tggtctgttt gtctgaacaa 1900 
tgacaaatat tctctctgta 1950 
tcttttttct atctgccaaa 2000 
aggtagtgtg aatattaatt 2050 
aactatgcct atgtagtgtc 2100 
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1" ttatttact 


Cricicir csacf' CI 

y v«» ^ ^ ^ \^ ^ \j 






ClClV^dCldCl^\_r L 


2150 


acacacgt ac 


ct tcatgtga 


tt cact gcct 


t cct ctct ct 


accagt ct at 


2200 


t tccactgaa 


caaaacctac 


a ca cat a cct 


tcatgtggtt 


cagt gcct tc 


2250 


ctctctctac 


cagt ct at tt 


ccactgaaca 


aaacctacgc 


acataccttc 


2300 


atgt ggct ca 


gtgcct t cct 


ct ct ct acca 


gtctatttcc 


attctttcag 


2350 


ct gt gt ct ga 


catgt ttgt g 


ctctgt t cca 


ttttaacaac 


t get ct tact 


2400 


1 1 1 ccagt ct 


gt acagaat g 


ctatttcact 


taaacaaaat 


aat at aat aa 


2450 


aaagggt gtt 


ggcatt ggtg 


t ct ggagacc 


tggat tt gag 


t ct t ggt get 


2500 


atcaatcacc 


gt ctgtgttt 


gagcaaggca 


tttaaptact 


ataaacttat 


2550 


tgcttcatct 


otaacicaatcr 


atttataatt 


cctaatcttr^ 


>^ CA ^ \^ CA di 


2 600 


crt ciatatt at 


Cfcrcicia t cca cr 


i- CTarra t aaaa 


t a na t at a a a 

L. Ct ^CL ^ ^ ^ CI 


tataatttta 


2650 


L> d CI ^ I. d a CLCl 


arrtor'tatar' 


t a a aarr^^ a ri 






9700 

£. 1 \J\J 


acgt t t t ggt 


gttgcttttc 


aaatatttaa 


aaacaaaaaa 

Cc CA CL CA CA CA CL CA 


aat at ^ r^r^cn^ 

CA CA ^ ^ C> CA d ^ CL 


2750 


aatgggtttc 


ttgccttaac 


caat ct ct ca 


O l_ >^ CA l„ ^ Ci Vi-J CA 


p'r^rrtap^^fTt a 

d ^ d d d 


2800 


aaat"1"ciscrt"a 

w4 O L» \^ ^ L« ^ 


\^ d V- C4 Cil CI 


a t a a aa 1 1 r't 


rr;^arr^^p^at r't 


t^^tr'ttp'trio 


2850 


agtgagtatg 


Cfccccfatcrct 


ttctataact 


d G d \^ d ^ d ^ u 


aat aaaa a aa 

d d ^ ^ ^ ^ ^ CL d 


2900 


aataaaaacc 

Q«* O ^ a CL Ck \A \^ \^ 


t a cert crt t era 


i» CI CL a V. ^ v_> a gl w 


aanaaaaaaa 


att tt t aaat 


2950 


cataataact 


cataaaatac 


tatr'tattr'a 


ataatacTT't 


r'aaaar'tr^tt 


3000 


gctgt t agct 


ggcagct gac 


get get agga 


taattaattt 


rjcraaataata 

\^ ^ CL d d ^ \H ^ CI 


3050 


cttcataata 


aactacacaa 


ggaaagtcag 


w- ^ ^ 


t"h;=)taaariaa 

>— 1— d <.\^dv^v^ d d 


3100 


tt ggacct aa 


taaattttaa 


tataccttcc 


aaacctcracra 

U Na^ L» ^ w4. ^ U> 


ai"atatac^tt 

d ^ d ^ d ^ M ^ ^ 


3150 


t t ggaagt t a 


aaatttaaat 


ggct t t t gcc 


acatacatag 


atcttoataa 

CL C' ^ Cl CL 


3200 


t gt gt gagt g 


taattccatg 


taaatatcaa 


ttaccaaaca 


ttapaaaaaa 

^ l^dVa^dddddd 


3250 


attttatggc 


ccaaaatgac 


caacgaaatt 


gttacaatag 


aatttatcca 


3300 


attttgatct 


ttttatattc 


ttctaccaca 


cctggaaaca 


gaecaataga 


3350 


cattttgggg 


ttttataata 


ggaatttgta 


taaagcatta 


ctetttttea 


3400 


ataaattgtt 


ttttaattta 


aaaaaaggaa 


aaaaaaaaaa 


aaaaa 3445 





<210> 80 

<211> 211 

<212> PRT 

<213> Homo sapien 

<400> 80 



161 



Met Ala Asn Ala Gly Leu Gin Leu Leu Gly Phe lie Leu Ala Phe 
15 10 15 

Leu Gly Trp lie Gly Ala lie Val Ser Thr Ala Leu Pro Gin Trp 
20 25 30 

Arg lie Tyr Ser Tyr Ala Gly Asp Asn lie Val Thr Ala Gin Ala 

35 40 45 

Met Tyr Glu Gly Leu Trp Met Ser Cys Val Ser Gin Ser Thr Gly 
50 55 60 

Gin lie Gin Cys Lys Val Phe Asp Ser Leu Leu Asn Leu Ser Ser 
65 70 75 

Thr Leu Gin Ala Thr Arg Ala Leu Met Val Val Gly lie Leu Leu 
80 85 90 

Gly Val lie Ala lie Phe Val Ala Thr Val Gly Met Lys Cys Met 
95 100 105 

Lys Cys Leu Glu Asp Asp Glu Val Gin Lys Met Arg Met Ala Val 
110 115 120 

lie Gly Gly Ala lie Phe Leu Leu Ala Gly Leu Ala lie Leu Val 
125 130 135 

Ala Thr Ala Trp Tyr Gly Asn Arg lie Val Gin Glu Phe Tyr Asp 
140 145 150 

Pro Met Thr Pro Val Asn Ala Arg Tyr Glu Phe Gly Gin Ala Leu 
155 160 165 

Phe Thr Gly Trp Ala Ala Ala Ser Leu Cys Leu Leu Gly Gly Ala 

170 175 180 

Leu Leu Cys Cys Ser Cys Pro Arg Lys Thr Thr Ser Tyr Pro Thr 
185 190 195 

Pro Arg Pro Tyr Pro Lys Pro Ala Pro Ser Ser Gly Lys Asp Tyr 
200 205 210 

Val 



<210> 81 

<211> 1233 

<212> DNA 

<213> Homo sapien 

<400> 81 

gtttgcttca ccttctgcca ggattgtaag tttcctgagg cctccccagt 50 

cctgcggaac tggctccggc tggcacctga ggagcggcgt gaccccgagg 100 

gcccagggag ctgcccggct ggcctaggca ggcagccgca ccatggccag 150 

cacggccgtg cagcttctgg gcttcctgct cagcttcctg ggcatggtgg 200 

gcacgttgat caccaccatc ctgccgcact ggcggaggac agcgcacgtg 250 
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ggcaccaaca 


tcctcacggc 


cgtgtcctac 


ctgaaagggc 


tctggatgga 


300 


gtgtgtgtgg 


cacagcacag 


gcatctacca 


gtgccagatc 


taccgatccc 


350 


tgctggcgct 


gccccaagac 


ctccaggctg 


cccgcgccct 


catggtcatc 


400 


tcctgcctgc 


tctcgggcat 


agcctgcgcc 


tgcgccgtca 


tcgggatgaa 


450 


gtgcacgcgc 


tgcgccaagg 


gcacacccgc 


caagaccacc 


tttgccatcc 


500 


tcggcggcac 


cctcttcatc 


ctggccggcc 


tcctgtgcat 


ggtggccgtc 


550 


tcctggacca 


ccaacgacgt 


ggtgcagaac 


ttctacaacc 


cgctgctgcc 


600 


cagcggcatg 


aagtttgaga 


ttggccaggc 


cctgtacctg 


ggcttcatct 


650 


cctcgtccct 


ctcgctcatt 


ggtggcaccc 


tgctttgcct 


gtcctgccag 


700 


gacgaggcac 


cctacaggcc 


ctaccaggcc 


ccgcccaggg 


ccaccacgac 


750 


cactgcaaac 


accgcacctg 


cctaccagcc 


accagctgcc 


tacaaagaca 


800 


atcgggcccc 


ctcagtgacc 


t cggccacgc 


acagcgggta 


caggctgaac 


850 


gactacgtgt 


gagtccccac 


agcctgcttc 


tcccctgggc 


tgctgtgggc 


900 


tgggtccccg 


gcgggactgt 


caatggaggc 


aggggttcca 


gcacaaagtt 


950 


tacttctggg 


caatttttgt 


atccaaggaa 


ataatgtgaa 


tgcgaggaaa 


1000 


tgtctttaga 


gcacagggac 


agagggggaa 


ataagaggag 


gagaaagctc 


1050 


tctataccaa 


agactgaaaa 


aaaaaatcct 


gtctgttttt 


gtatttatta 


1100 


tatatattta 


tgtgggtgat 


ttgat aacaa 


gtttaatata 


aagtgacttg 


1150 


ggagtttggt 


cagtggggtt 


ggtttgtgat 


ccaggaataa 


accttgcgga 


1200 


tgtggctgtt 


tatgaaaaaa 


aaaaaaaaaa 


aaa 1233 







<210> 82 

<211> 239 

<212> PRT 

<213> Homo sapien 

<400> 82 

Met Ala Ser Thr Ala Val Gin Leu Leu Gly Phe Leu Leu Ser Phe 

15 10 15 

Leu Gly Met Val Gly Thr Leu lie Thr Thr lie Leu Pro His Trp 

20 25 30 

Arg Arg Thr Ala His Val Gly Thr Asn lie Leu Thr Ala Val Ser 

35 40 45 

Tyr Leu Lys Gly Leu Trp Met Glu Cys Val Trp His Ser Thr Gly 

50 55 60 

lie Tyr Gin Cys Gin lie Tyr Arg Ser Leu Leu Ala Leu Pro Gin 

65 70 75 
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Asp Leu Gin Ala Ala 
80 

Ser Gly lie Ala Cys 
95 

Arg Cys Ala Lys Gly 
110 

Gly Gly Thr Leu Phe 
125 

Val Ser Trp Thr Thr 
140 

Leu Leu Pro Ser Gly 
155 

Leu Gly Phe He Ser 
170 

Leu Cys Leu Ser Cys 

185 

Ala Pro Pro Arg Ala 
200 

Tyr Gin Pro Pro Ala 
215 

Thr Ser Ala Thr His 
230 

<210> 83 

<211> 4716 

<212> DNA 

<213> Homo sapien 

<400> 83 



ccttggtttc 


cgttgcagat 


t cccacaact 


ccatgctgtg 


tgctgcaggc 


50 


tggtcctgaa 


cccagatctc 


tggctgagag 


gatgggggca 


gatggggaaa 


100 


cagtggttct 


gaagaacatg 


ctcattggcg 


tcaacctgat 


ccttctgggc 


150 


tccatgatca 


agccttcaga 


gtgtcagctg 


gaggtcacca 


cagaaagggt 


200 


ccagagacag 


tcagtggagg 


aggagggagg 


cattgccaac 


tacaacacgt 


250 


ccagcaaaga 


gcagcctgtg 


gtcttcaacc 


acgtgtacaa 


cattaacgtg 


300 


cccttggaca 


acctctgctc 


ctcagggcta 


gaggcctctg 


ctgagcagga 


350 


ggtgagtgca 


gaagacgaga 


ctctggcaga 


gtacatgggc 


cagacctcag 


400 


accacgagag 


ccaggtcacc 


tttacacaca 


ggatcaactt 


ccccaaaaag 


450 


gcctgtccat 


gtgccagttc 


agcccaggtg 


ctgcaggagc 


tgctgagccg 


500 


gatcgagatg 


ctggagaggg 


aggtgtcggt 


gctgcgagac 


cagtgcaacg 


550 



Arg Ala Leu Met 
Ala Cys Ala Val 
Thr Pro Ala Lys 
lie Leu Ala Gly 
Asn Asp Val Val 
Met Lys Phe Glu 
Ser Ser Leu Ser 
Gin Asp Glu Ala 
Thr Thr Thr Thr 



Ala Tyr 
Ser Gly 



Lys Asp 
Tyr Arg 



Val He 
85 

He Gly 
100 

Thr Thr 
115 

Leu Leu 
130 

Gin Asn 
145 

He Gly 
160 

Leu He 
175 

Pro Tyr 
190 

Ala Asn 
205 

Asn Arg 
220 

Leu Asn 
235 



Ser Cys 
Met Lys 
Phe Ala 
Cys Met 
Phe Tyr 
Gin Ala 
Gly Gly 
Arg Pro 
Thr Ala 
Ala Pro 



Leu Leu 
90 

Cys Thr 
105 

He Leu 
120 

Val Ala 
135 

Asn Pro 
150 

Leu Tyr 
165 

Thr Leu 
180 

Tyr Gin 
195 

Pro Ala 
210 

Ser Val 
225 



Asp Tyr Val 
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ccaactgctg 


ccaagaaagt 


gctgccacag 


gacaactgga 


ctatatccct 


600 


cactgcagtg 


gccacggcaa 


ctttagcttt 


gagtcctgtg 


gctgcatctg 


650 


caacgaaggc 


tggtttggca 


agaattgctc 


ggagccctac 


tgcccgctgg 


700 


gttgctccag 


ccggggggtg 


tgtgtggatg 


gccagtgcat 


ctgtgacagc 


750 


gaatacagcg 


gggatgactg 


ttccgaactc 


cggtgcccaa 


cagactgcag 


800 


ctcccggggg 


ctctgcgtgg 


acggggagtg 


tgtctgtgaa 


gagccctaca 


850 


ctggcgagga 


ctgcagggaa 


ctgaggtgcc 


ctggggactg 


ttcggggaag 


900 


gggagatgtg 


ccaacggtac 


ctgtttatgc 


gaggagggct 


acgttggtga 


950 


ggactgcggc 


cagcggcagt 


gtctgaatgc 


ctgcagtggg 


cgaggacaat 


1000 


gtgaggaggg 


gctctgcgtc 


tgtgaagagg 


gctaccaggg 


ccctgactgc 


1050 


tcagcagttg 


cccctccaga 


ggacttgcga 


gtggctggta 


tcagcgacag 


1100 


gtccattgag 


ctggaatggg 


acgggccgat 


ggcagtgacg 


gaatatgtga 


1150 


tctcttacca 


gccgacggcc 


ctggggggcc 


tccagctcca 


gcagcgggtg 


1200 


cctggagatt 


ggagtggtgt 


caccatcacg 


gagctggagc 


caggtctcac 


1250 


ctacaacatc 


agcgtctacg 


ctgtcattag 


caacatcctc 


agccttccca 


1300 


tcactgccaa 


ggtggccacc 


catctctcca 


ctcctcaagg 


gctacaattt 


1350 


aagacgatca 


cagagaccac 


cgtggaggtg 


cagtgggagc 


ccttctcatt 


1400 


ttccttcgat 


gggtgggaaa 


tcagcttcat 


tccaaagaac 


aatgaagggg 


1450 


gagtgattgc 


tcaggtcccc 


agcgatgtta 


cgtcctttaa 


ccagacagga 


1500 


ctaaagcctg 


gggaggaata 


cattgtcaat 


gtggtggctc 


tgaaagaaca 


1550 


ggcccgcagc 


ccccctacct 


cggccagcgt 


ctccacagtc 


attgacggcc 


1600 


ccacgcagat 


cctggttcgc 


gatgtctcgg 


acaccgtggc 


ttttgtggag 


1650 


tggattcccc 


ctcgagccaa 


agtcgatttc 


attcttttga 


aatat ggcct 


1700 


ggtgggcggg 


gaaggtggga 


ggaccacctt 


ccggctgcag 


cctcccctga 


1750 


gccaatactc 


agtgcaggcc 


ctgcggcctg 


gctcccgata 


cgaggtgtca 


1800 


gtcagtgccg 


tccgagggac 


caacgagagc 


gattctgcca 


ccactcagtt 


1850 


cacaacagag 


atcgatgccc 


ccaagaactt 


gcgagttggt 


tctcgcacag 


1900 


caaccagcct 


tgacctcgag 


tgggataaca 


gtgaagccga 


agttcaggag 


1950 


tacaaggttg 


tgtacagcac 


cctggcgggt 


gagcaatatc 


atgaggtact 


2000 


ggtccccagg 


ggcattggtc 


caaccaccag 


ggccaccctg 


acagatctgg 


2050 


tacctggcac 


tgagtatgga 


gttggaatat 


ctgccgtcat 


gaactcacag 


2100 
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tgctcctgca 


ggcagcacag 


gacaccacgt 


gctttcacca 


caggaggccg 


ggtgttccct 


gcatttgatg 


aatggagaca 


ctttgagtgg 


atggggagct 


gagccagaaa 


ttacaagtgt 



actgaacttg acagtccccg 2150 
ctccatctcc ctcatctgga 2200 
gaattacctt taccccatcc 2250 
aaggacagga cctcatacac 2300 
catcatttcc gtcactgctg 2350 
ctgtggatgc tttcacaggc 2400 
catgtgacct cctccagtgt 2450 
agcagacaga ctcattctta 2500 
tgatggaggt ctccctggat 2550 
ctgcaaccag ccacagagta 2 600 
agtgacctct gagcccattg 2650 
caaaagacat cacaattagc 2700 
tggagccctc ctgttgcatc 2750 
cacccaagtg ggacgactag 2800 
aattcaccat caccagactg 2850 
aacagcgtgc ggggcaggga 2900 
cacagccatg gacaaccctg 2950 
cagaagccct gctgcagtgg 3000 
gtcattgttc ttacacactt 3050 
cggagtcagt gaggaatttc 3100 
atactgccac catgtatgcc 3150 
agcaccaact tttctactct 3200 
tgaagtcacc agacaaagtg 3250 
agattgaaaa ttatgtcttg 3300 
gagctgattg tggatgcaga 3350 
ggagaacaca gactacacgg 3400 
ggagcagcat cacctccacc 3450 
catccccaag actgtgccca 3500 
ggtttacccc atcttcctca 3550 
actgtgatat gaccaccgac 3600 
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gggggcggct 


ggattgtatt 


ccagaggcgg 


cagaatggcc 


aaactgattt 


3650 


tttccggaaa 


tgggctgatt 


accgtgttgg 


cttcgggaac 


gtggaggatg 


3700 


agttctggct 


ggggctggac 


aatatacaca 


ggatcacatc 


ccagggccgc 


3750 


tatgagctgc 


gcgtggacat 


gcgggatggc 


caggaggccg 


ccttcgcctc 


3800 


ctacgacagg 


ttctctgtcg 


aggacagcag 


aaacctgtac 


aaactccgca 


3850 


taggaagcta 


caacggcact 


gcgggggact 


ccctcagcta 


tcatcaagga 


3900 


cgccctttct 


ccacagagga 


tagagacaat 


gatgttgcag 


tgactaactg 


3950 


tgccatgtcg 


tacaagggag 


catggtggta 


taagaactgc 


caccggacca 


4000 


acctcaatgg 


gaagtacggg 


gagtccaggc 


acagtcaggg 


catcaactgg 


4050 


taccattgga 


aaggccatga 


gttctccatc 


ccctttgtgg 


aaatgaagat 


4100 


gcgcccctac 


aaccaccgtc 


tcatggcagg 


gagaaaacgg 


cagtccttac 


4150 


agttctgagc 


agtgggcggc 


tgcaagccaa 


ccaatatttt 


ctgtcatttg 


4200 


tttgtatttt 


ataatatgaa 


acaagggggg 


agggtaatag 


caatgtgttt 


4250 


tgcaacatat 


taagagtatg 


tgaaggaagc 


agggatgtcg 


caggaatccg 


4300 


ctggctaaca 


tctgctcttg 


gtttctgctg 


ccctggagcc 


tgaccctcag 


4350 


tctccattct 


ccctcctacc 


caggcctcct 


caaccttcac 


ctcctttccc 


4400 


accaaggagg 


agaagtagga 


agttttctta 


aagggccaat 


tcaaagccaa 


4450 


gtcgtggggt 


gcagattgt t 


atggtgacag 


gcacacacat 


ttttctaccc 


4500 


ttcttctgag 


atgtcctctg 


ccttccaggt 


atttgtgatt 


ttgtcacagc 


4550 


ctgacatggc 


caggttctca 


cactggccca 


gagaaaagag 


cctcagcaag 


4600 


agagttttgc 


caacaattcc 


ccttaaaagg 


aaacagatca 


actacaccgc 


4650 


atcccaacaa 


cccaggttct 


tttccttcct 


tccttccttc 


ctcccttcct 


4700 



tctttcctgc cttccc 4716 

<210> 84 

<211> 1358 

<212> PRT 

<213> Homo sapien 

<400> 84 

Met Gly Ala Asp Gly Glu Thr Val Val Leu Lys Asn Met Leu lie 
15 10 15 

Gly Val Asn Leu lie Leu Leu Gly Ser Met lie Lys Pro Ser Glu 
20 25 30 

Cys Gin Leu Glu Val Thr Thr Glu Arg Val Gin Arg Gin Ser Val 
35 40 45 
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Glu Glu Glu 
Gin Pro Val 
Asp Asn Leu 
Val Ser Ala 
Ser Asp His 
Pro Lys Lys 
Glu Leu Leu 
Leu Arg Asp 
Thr Gly Gin 
Phe Ser Phe 
Gly Lys Asn 
Arg Gly Val 
Ser Gly Asp 
Ser Arg Gly 
Tyr Thr Gly 
Ser Gly Lys 
Gly Tyr Val 
Cys Ser Gly 
Glu Gly Tyr 
Asp Leu Arg 
Trp Asp Gly 



Gly Gly lie 
50 

Val Phe Asn 
65 

Cys Ser Ser 
80 

Glu Asp Glu 
95 

Glu Ser Gin 
110 

Ala Cys Pro 
125 

Ser Arg lie 
140 

Gin Cys Asn 

155 

Leu Asp Tyr 
170 

Glu Ser Cys 
185 

Cys Ser Glu 
200 

Cys Val Asp 
215 

Asp Cys Ser 
230 

Leu Cys Val 
245 

Glu Asp Cys 
260 

Gly Arg Cys 
275 

Gly Glu Asp 
290 

Arg Gly Gin 
305 

Gin Gly Pro 
320 

Val Ala Gly 
335 

Pro Met Ala 



Ala Asn Tyr 
His Val Tyr 
Gly Leu Glu 
Thr Leu Ala 
Val Thr Phe 
Cys Ala Ser 
Glu Met Leu 
Ala Asn Cys 
lie Pro His 
Gly Cys lie 
Pro Tyr Cys 
Gly Gin Cys 
Glu Leu Arg 
Asp Gly Glu 
Arg Glu Leu 
Ala Asn Gly 
Cys Gly Gin 
Cys Glu Glu 
Asp Cys Ser 
lie Ser Asp 
Val Thr Glu 



Asn Thr Ser 
55 

Asn lie Asn 
70 

Ala Ser Ala 

85 

Glu Tyr Met 
100 

Thr His Arg 
115 

Ser Ala Gin 
130 

Glu Arg Glu 
145 

Cys Gin Glu 
160 

Cys Ser Gly 
175 

Cys Asn Glu 
190 

Pro Leu Gly 
205 

lie Cys Asp 
220 

Cys Pro Thr 
235 

Cys Val Cys 
250 

Arg Cys Pro 
265 

Thr Cys Leu 
280 

Arg Gin Cys 
295 

Gly Leu Cys 
310 

Ala Val Ala 
325 

Arg Ser lie 
340 

Tyr Val lie 



Ser Lys Glu 
60 

Val Pro Leu 
75 

Glu Gin Glu 
90 

Gly Gin Thr 
105 

lie Asn Phe 
120 

Val Leu Gin 
135 

Val Ser Val 
150 

Ser Ala Ala 

165 

His Gly Asn 
180 

Gly Trp Phe 
195 

Cys Ser Ser 
210 

Ser Glu Tyr 

225 

Asp Cys Ser 
240 

Glu Glu Pro 
255 

Gly Asp Cys 
270 

Cys Glu Glu 
285 

Leu Asn Ala 
300 

Val Cys Glu 
315 

Pro Pro Glu 
330 

Glu Leu Glu 
345 

Ser Tyr Gin 
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350 355 360 

Pro Thr Ala Leu Gly Gly Leu Gin Leu Gin Gin Arg Val Pro Gly 
365 370 375 

Asp Trp Ser Gly Val Thr lie Thr Glu Leu Glu Pro Gly Leu Thr 
380 385 390 

Tyr Asn lie Ser Val Tyr Ala Val He Ser Asn lie Leu Ser Leu 
395 400 405 

Pro He Thr Ala Lys Val Ala Thr His Leu Ser Thr Pro Gin Gly 
410 415 420 

Leu Gin Phe Lys Thr He Thr Glu Thr Thr Val Glu Val Gin Trp 
425 430 435 

Glu Pro Phe Ser Phe Ser Phe Asp Gly Trp Glu He Ser Phe He 
440 445 450 

Pro Lys Asn Asn Glu Gly Gly Val He Ala Gin Val Pro Ser Asp 
455 460 465 

Val Thr Ser Phe Asn Gin Thr Gly Leu Lys Pro Gly Glu Glu Tyr 
470 475 480 

He Val Asn Val Val Ala Leu Lys Glu Gin Ala Arg Ser Pro Pro 
485 490 495 

Thr Ser Ala Ser Val Ser Thr Val He Asp Gly Pro Thr Gin He 
500 505 510 

Leu Val Arg Asp Val Ser Asp Thr Val Ala Phe Val Glu Trp He 
515 520 525 

Pro Pro Arg Ala Lys Val Asp Phe He Leu Leu Lys Tyr Gly Leu 
530 535 540 

Val Gly Gly Glu Gly Gly Arg Thr Thr Phe Arg Leu Gin Pro Pro 

545 550 555 

Leu Ser Gin Tyr Ser Val Gin Ala Leu Arg Pro Gly Ser Arg Tyr 
560 565 570 

Glu Val Ser Val Ser Ala Val Arg Gly Thr Asn Glu Ser Asp Ser 
575 580 585 

Ala Thr Thr Gin Phe Thr Thr Glu He Asp Ala Pro Lys Asn Leu 
590 595 600 

Arg Val Gly Ser Arg Thr Ala Thr Ser Leu Asp Leu Glu Trp Asp 
605 610 615 

Asn Ser Glu Ala Glu Val Gin Glu Tyr Lys Val Val Tyr Ser Thr 
620 625 630 

Leu Ala Gly Glu Gin Tyr His Glu Val Leu Val Pro Arg Gly He 
635 640 645 

Gly Pro Thr Thr Arg Ala Thr Leu Thr Asp Leu Val Pro Gly Thr 
650 655 660 
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Glu Tyr Gly Val Gly lie Ser Ala Val Met Asn Ser Gin Gin Ser 
665 670 675 

Val Pro Ala Thr Met Asn Ala Arg Thr Glu Leu Asp Ser Pro Arg 
680 685 690 

Asp Leu Met Val Thr Ala Ser Ser Glu Thr Ser lie Ser Leu lie 
695 700 705 

Trp Thr Lys Ala Ser Gly Pro lie Asp His Tyr Arg lie Thr Phe 
710 715 720 

Thr Pro Ser Ser Gly lie Ala Ser Glu Val Thr Val Pro Lys Asp 
725 730 735 

Arg Thr Ser Tyr Thr Leu Thr Asp Leu Glu Pro Gly Ala Glu Tyr 
740 745 750 

lie lie Ser Val Thr Ala Glu Arg Gly Arg Gin Gin Ser Leu Glu 
755 760 765 

Ser Thr Val Asp Ala Phe Thr Gly Phe Arg Pro lie Ser His Leu 
770 775 780 

His Phe Ser His Val Thr Ser Ser Ser Val Asn lie Thr Trp Ser 
785 790 795 

Asp Pro Ser Pro Pro Ala Asp Arg Leu lie Leu Asn Tyr Ser Pro 
800 805 810 

Arg Asp Glu Glu Glu Glu Met Met Glu Val Ser Leu Asp Ala Thr 
815 820 825 

Lys Arg His Ala Val Leu Met Gly Leu Gin Pro Ala Thr Glu Tyr 
830 835 840 

lie Val Asn Leu Val Ala Val His Gly Thr Val Thr Ser Glu Pro 
845 850 855 

lie Val Gly Ser lie Thr Thr Gly lie Asp Pro Pro Lys Asp lie 
860 865 870 

Thr lie Ser Asn Val Thr Lys Asp Ser Val Met Val Ser Trp Ser 
875 880 885 

Pro Pro Val Ala Ser Phe Asp Tyr Tyr Arg Val Ser Tyr Arg Pro 
890 895 900 

Thr Gin Val Gly Arg Leu Asp Ser Ser Val Val Pro Asn Thr Val 
905 910 915 

Thr Glu Phe Thr lie Thr Arg Leu Asn Pro Ala Thr Glu Tyr Glu 
920 925 930 

lie Ser Leu Asn Ser Val Arg Gly Arg Glu Glu Ser Glu Arg lie 
935 940 945 

Cys Thr Leu Val His Thr Ala Met Asp Asn Pro Val Asp Leu lie 
950 955 960 
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Ala Thr Asn lie Thr Pro Thr Glu Ala Leu Leu Gin Trp Lys Ala 
965 970 975 

Pro Val Gly Glu Val Glu Asn Tyr Val He Val Leu Thr His Phe 
980 985 990 

Ala Val Ala Gly Glu Thr He Leu Val Asp Gly Val Ser Glu Glu 

995 1000 1005 

Phe Arg Leu Val Asp Leu Leu Pro Ser Thr His Tyr Thr Ala Thr 
1010 1015 1020 

Met Tyr Ala Thr Asn Gly Pro Leu Thr Ser Gly Thr He Ser Thr 
1025 1030 1035 

Asn Phe Ser Thr Leu Leu Asp Pro Pro Ala Asn Leu Thr Ala Ser 
1040 1045 1050 

Glu Val Thr Arg Gin Ser Ala Leu He Ser Trp Gin Pro Pro Arg 
1055 1060 1065 

Ala Glu He Glu Asn Tyr Val Leu Thr Tyr Lys Ser Thr Asp Gly 
1070 1075 1080 

Ser Arg Lys Glu Leu He Val Asp Ala Glu Asp Thr Trp He Arg 
1085 1090 1095 

Leu Glu Gly Leu Leu Glu Asn Thr Asp Tyr Thr Val Leu Leu Gin 
1100 1105 1110 

Ala Ala Gin Asp Thr Thr Trp Ser Ser He Thr Ser Thr Ala Phe 
1115 1120 1125 

Thr Thr Gly Gly Arg Val Phe Pro His Pro Gin Asp Cys Ala Gin 
1130 1135 1140 

His Leu Met Asn Gly Asp Thr Leu Ser Gly Val Tyr Pro He Phe 
1145 1150 1155 

Leu Asn Gly Glu Leu Ser Gin Lys Leu Gin Val Tyr Cys Asp Met 
1160 1165 1170 

Thr Thr Asp Gly Gly Gly Trp He Val Phe Gin Arg Arg Gin Asn 
1175 1180 1185 

Gly Gin Thr Asp Phe Phe Arg Lys Trp Ala Asp Tyr Arg Val Gly 
1190 1195 1200 

Phe Gly Asn Val Glu Asp Glu Phe Trp Leu Gly Leu Asp Asn He 
1205 1210 1215 

His Arg He Thr Ser Gin Gly Arg Tyr Glu Leu Arg Val Asp Met 
1220 1225 1230 

Arg Asp Gly Gin Glu Ala Ala Phe Ala Ser Tyr Asp Arg Phe Ser 
1235 1240 1245 

Val Glu Asp Ser Arg Asn Leu Tyr Lys Leu Arg He Gly Ser Tyr 
1250 1255 1260 

Asn Gly Thr Ala Gly Asp Ser Leu Ser Tyr His Gin Gly Arg Pro 
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1265 1270 1275 

Phe Ser Thr Glu Asp Arg Asp Asn Asp Val Ala Val Thr Asn Cys 
1280 1285 1290 

Ala Met Ser Tyr Lys Gly Ala Trp Trp Tyr Lys Asn Cys His Arg 
1295 1300 1305 

Thr Asn Leu Asn Gly Lys Tyr Gly Glu Ser Arg His Ser Gin Gly 
1310 1315 1320 

lie Asn Trp Tyr His Trp Lys Gly His Glu Phe Ser lie Pro Phe 

1325 1330 1335 

Val Glu Met Lys Met Arg Pro Tyr Asn His Arg Leu Met Ala Gly 
1340 1345 1350 

Arg Lys Arg Gin Ser Leu Gin Phe 
1355 

<210> 85 

<211> 3205 

<212> DNA 

<213> Homo sapien 

<400> 85 



aaaggggcaa 


gagctgagcg 


gaacaccggc 


ccgccgtcgc 


ggcagctgct 


50 


tcacccctct 


ctctgcagcc 


atggggctcc 


ctcgtggacc 


tctcgcgtct 


100 


ctcctccttc 


tccaggtttg 


ctggctgcag 


tgcgcggcct 


ccgagccgtg 


150 


ccgggcggtc 


ttcagggagg 


ctgaagtgac 


cttggaggcg 


ggaggcgcgg 


200 


agcaggagcc 


cggccaggcg 


ctggggaaag 


tattcatggg 


ctgccctggg 


250 


caagagccag 


ctctgtttag 


cactgataat 


gatgacttca 


ctgtgcggaa 


300 


tggcgagaca 


gtccaggaaa 


gaaggtcact 


gaaggaaagg 


aatccattga 


350 


agatcttccc 


atccaaacgt 


atcttacgaa 


gacacaagag 


agattgggtg 


400 


gttgctccaa 


tatctgtccc 


tgaaaatggc 


aagggtccct 


tcccccagag 


450 


actgaatcag 


ctcaagtcta 


ataaagatag 


agacaccaag 


attttctaca 


500 


gcatcacggg 


gccgggggca 


gacagccccc 


ctgagggtgt 


cttcgctgta 


550 


gagaaggaga 


caggctggtt 


gttgttgaat 


aagccactgg 


accgggagga 


600 


gattgccaag 


tatgagctct 


ttggccacgc 


tgtgtcagag 


aatggtgcct 


650 


cagtggagga 


ccccatgaac 


atctccatca 


tcgtgaccga 


ccagaatgac 


700 


cacaagccca 


agtttaccca 


ggacaccttc 


cgagggagtg 


tcttagaggg 


750 


agtcctacca 


ggtacttctg 


tgatgcaggt 


gacagccacg 


gatgaggatg 


800 


atgccatcta 


cacctacaat 


ggggtggttg 


cttactccat 


ccatagccaa 


850 


gaaccaaagg 


acccacacga 


cctcatgttc 


accattcacc 


ggagcacagg 


900 
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caccatcagc 


gtcatctcca 


qtqqcctqqa 


ccgggaaaaa 


gtccctgagt 


950 


acacactgac 


catccaggcc 


acagacatgg 


atqqqqacqq 


ctccaccacc 


1000 


acgqcagtgg 


cagtagtgga 


gatccttgat 


gccaatgaca 


atgctcccat 


1050 


gtttgacccc 


cagaagtacg 


aggcccatgt 


gcctgagaat 


qcaqtqqqcc 


1100 


atgaggtgca 


gaggctgacg 


gtcactgatc 


tggacgcccc 


caactcacca 


1150 


QCQtaacata 


ccacctacct 


tatcatgggc 


aataacqacq 


gggaccattt 


1200 


taccatcacc 


acccaccctg 


agagcaacca 


gggcatcctg 


acaaccagga 


1250 


aqqgtttqga 


ttttgaggcc 


aaaaaccagc 


acaccctgta 


cqttqaaqta 


1300 


accaacgagg 


ccccttttgt 


gctgaagct c 


ccaacct cca 


cagccaccat 


1350 


agtggtccac 


atqaaqaata 


tgaat gaggc 


acct gt gtt t 


gtcccaccct 


1400 


ccaaagtcgt 


tgaggt ccag 


aaqqqcat cc 


ccactgggga 


gcctgt gt gt 


1450 


gtctacactg 


cagaagaccc 


t gacaaggag 


aalicaaaaga 


tea act a cca 

Vp^ Vkt w Wi Vp*- V-*- 


1500 


catcctgaga 


gacccagcag 


qQtqqctaqc 


catggaccca 


gacagt gggc 


1550 


aggtcacagc 


tqtqqqcacc 


ct cgaccgt g 


aggatgagca 


gt t t gt gagg 


1600 


aacaacatct 


atgaagtcat 


ggtcttggcc 


at ggacaat g 


gaagccct cc 


1650 


caccactggc 


acgggaaccc 


ttctgctaac 


actgat tgat 


gt caatgacc 


1700 


atggcccagt 


ccctgagccc 


cgtcagat ca 


ccat ctgcaa 


ccaaagccct 


1750 


atacaccaqq 


tgctgaacat 


cacggacaag 


gacct gt ct c 


cccacacct c 


1800 


ccctttccag 


gcccagctca 


cagatgactc 


agacatctac 


tggacggcag 


1850 


aggtcaacga 


qqaaqgtqac 


acagtggtct 


t gt ccct gaa 


gaagt t cct g 


1900 


aagcaggata 


catatgacgt 


gcacctttct 


ctgt ctgacc 


atggcaacaa 


1950 


agagcagctg 


acggtgatca 


gggccactgt 


gt gcgact gc 


catggccatg 


2000 


tcgaaacctg 


ccctggaccc 


tqqaaqqqaq 


gttt catcct 


ccct gtgctg 


2050 


ggggctgtcc 


tggctctgct 


gttcctcctg 


ctqqtqctqc 


ttttgttggt 


2100 


gagaaagaag 


cggaagatca 


aggagcccct 


cctactccca 


gaagatgaca 


2150 


cccgtgacaa 


cgtcttctac 


tatggcgaag 


aqqqqqqtqq 


cqaaqaqqac 


2200 


caggactatg 


acatcaccca 


gctccaccga 


ggtctggagg 


ccaggccgga 


2250 


ggtggttctc 


cgcaatgacg 


tggcaccaac 


catcatcccg 


acacccatgt 


2300 


accgtcctcg 


gccagccaac 


ccagatgaaa 


tcggcaactt 


tataattgag 


2350 


aacctgaagg 


cggctaacac 


agaccccaca 


gccccgccct 


acgacaccct 


2400 
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cttggtgttc 


gactatgagg 


gcagcggctc 


cgacgccgcg 


tccctgagct 


2450 


ccctcacctc 


ctccgcctcc 


gaccaagacc 


aagattacga 


ttatctgaac 


2500 


gagtggggca 


gccgcttcaa 


gaagctggca 


gacatgtacg 


gtggcgggga 


2550 


ggacgactag 


gcggcctgcc 


tgcagggctg 


gggaccaaac 


gtcaggccac 


2600 


agagcatctc 


caaggggtct 


cagttccccc 


ttcagctgag 


gacttcggag 


2650 


cttgtcagga 


agtggccgta 


gcaacttggc 


ggagacaggc 


tatgagtctg 


2700 


acgttagagt 


ggttgcttcc 


ttagcctttc 


aggatggagg 


aatgtgggca 


2750 


gtttgacttc 


agcactgaaa 


acctctccac 


ctgggccagg 


gttgcctcag 


2800 


aggccaagtt 


tccagaagcc 


tcttacctgc 


cgtaaaatgc 


tcaaccctgt 


2850 


gtcctgggcc 


tgggcctgct 


gtgactgacc 


tacagtggac 


tttctctctg 


2900 


gaatggaacc 


ttcttaggcc 


tcctggtgca 


acttaatttt 


tttttttaat 


2950 


gctatcttca 


aaacgttaga 


gaaagttctt 


caaaagtgca 


gcccagagct 


3000 


gctgggccca 


ctggccgtcc 


tgcatttctg 


gtttccagac 


cccaatgcct 


3050 


cccattcgga 


tggatctctg 


cgtttttata 


ctgagtgtgc 


ctaggttgcc 


3100 


ccttattttt 


tattttccct 


gttgcgttgc 


tatagatgaa 


gggtgaggac 


3150 


aatcgtgtat 


atgtactaga 


acttttttat 


taaagaaact 


tttcccagaa 


3200 



aaaaa 3205 

<210> 86 

<211> 829 

<212> PRT 

<213> Homo sapien 

<400> 86 
Met Gly Leu Pro Arg Gly 
1 5 

Val Cys Trp Leu Gin Cys 
20 

Phe Arg Glu Ala Glu Val 
35 

Glu Pro Gly Gin Ala Leu 
50 

Gin Glu Pro Ala Leu Phe 
65 

Arg Asn Gly Glu Thr Val 
80 

Asn Pro Leu Lys lie Phe 



Pro Leu Ala Ser Leu Leu 
10 



Leu Leu Gin 
15 



Ala Ala Ser Glu Pro Cys 
25 



Arg Ala Val 
30 



Thr Leu Glu Ala Gly Gly 
40 



Ala Glu Gin 
45 



Gly Lys Val Phe Met Gly 
55 



Cys Pro Gly 
60 



Ser Thr Asp Asn Asp Asp Phe Thr Val 
70 75 



Gin Glu Arg Arg Ser Leu 
85 



Lys Glu Arg 
90 



Pro Ser Lys Arg He Leu Arg Arg His 
100 105 
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Lys Arg Asp Trp Val Val Ala Pro lie Ser Val Pro Glu Asn Gly 
110 115 120 



Lys Gly Pro Phe Pro Gin Arg Leu Asn Gin Leu Lys Ser Asn Lys 

125 130 135 

Asp Arg Asp Thr Lys lie Phe Tyr Ser lie Thr Gly Pro Gly Ala 

140 145 150 

Asp Ser Pro Pro Glu Gly Val Phe Ala Val Glu Lys Glu Thr Gly 

155 160 165 

Trp Leu Leu Leu Asn Lys Pro Leu Asp Arg Glu Glu lie Ala Lys 

170 175 180 

Tyr Glu Leu Phe Gly His Ala Val Ser Glu Asn Gly Ala Ser Val 

185 190 195 

Glu Asp Pro Met Asn lie Ser lie lie Val Thr Asp Gin Asn Asp 

200 205 210 

His Lys Pro Lys Phe Thr Gin Asp Thr Phe Arg Gly Ser Val Leu 

215 220 225 

Glu Gly Val Leu Pro Gly Thr Ser Val Met Gin Val Thr Ala Thr 

230 235 240 

Asp Glu Asp Asp Ala lie Tyr Thr Tyr Asn Gly Val Val Ala Tyr 

245 250 255 

Ser lie His Ser Gin Glu Pro Lys Asp Pro His Asp Leu Met Phe 

260 265 270 

Thr lie His Arg Ser Thr Gly Thr lie Ser Val lie Ser Ser Gly 

275 280 285 

Leu Asp Arg Glu Lys Val Pro Glu Tyr Thr Leu Thr lie Gin Ala 

290 295 300 

Thr Asp Met Asp Gly Asp Gly Ser Thr Thr Thr Ala Val Ala Val 

305 310 315 

Val Glu lie Leu Asp Ala Asn Asp Asn Ala Pro Met Phe Asp Pro 

320 325 330 

Gin Lys Tyr Glu Ala His Val Pro Glu Asn Ala Val Gly His Glu 

335 340 345 

Val Gin Arg Leu Thr Val Thr Asp Leu Asp Ala Pro Asn Ser Pro 

350 355 360 

Ala Trp Arg Ala Thr Tyr Leu lie Met Gly Gly Asp Asp Gly Asp 

365 370 375 

His Phe Thr lie Thr Thr His Pro Glu Ser Asn Gin Gly lie Leu 

380 385 390 

Thr Thr Arg Lys Gly Leu Asp Phe Glu Ala Lys Asn Gin His Thr 

395 400 405 

Leu Tyr Val Glu Val Thr Asn Glu Ala Pro Phe Val Leu Lys Leu 
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410 415 420 

Pro Thr Ser Thr Ala Thr lie Val Val His Val Glu Asp Val Asn 

425 430 435 

Glu Ala Pro Val Phe Val Pro Pro Ser Lys Val Val Glu Val Gin 

440 445 450 

Glu Gly lie Pro Thr Gly Glu Pro Val Cys Val Tyr Thr Ala Glu 

455 460 465 

Asp Pro Asp Lys Glu Asn Gin Lys lie Ser Tyr Arg lie Leu Arg 

470 475 480 

Asp Pro Ala Gly Trp Leu Ala Met Asp Pro Asp Ser Gly Gin Val 

485 490 495 

Thr Ala Val Gly Thr Leu Asp Arg Glu Asp Glu Gin Phe Val Arg 

500 505 510 

Asn Asn lie Tyr Glu Val Met Val Leu Ala Met Asp Asn Gly Ser 

515 520 525 

Pro Pro Thr Thr Gly Thr Gly Thr Leu Leu Leu Thr Leu lie Asp 

530 535 540 

Val Asn Asp His Gly Pro Val Pro Glu Pro Arg Gin lie Thr lie 

545 550 555 

Cys Asn Gin Ser Pro Val Arg Gin Val Leu Asn lie Thr Asp Lys 

560 565 570 

Asp Leu Ser Pro His Thr Ser Pro Phe Gin Ala Gin Leu Thr Asp 

575 580 585 

Asp Ser Asp lie Tyr Trp Thr Ala Glu Val Asn Glu Glu Gly Asp 

590 595 600 

Thr Val Val Leu Ser Leu Lys Lys Phe Leu Lys Gin Asp Thr Tyr 

605 610 615 

Asp Val His Leu Ser Leu Ser Asp His Gly Asn Lys Glu Gin Leu 

620 625 630 

Thr Val lie Arg Ala Thr Val Cys Asp Cys His Gly His Val Glu 

635 640 645 

Thr Cys Pro Gly Pro Trp Lys Gly Gly Phe lie Leu Pro Val Leu 

650 655 660 

Gly Ala Val Leu Ala Leu Leu Phe Leu Leu Leu Val Leu Leu Leu 

665 670 675 

Leu Val Arg Lys Lys Arg Lys lie Lys Glu Pro Leu Leu Leu Pro 

680 685 690 

Glu Asp Asp Thr Arg Asp Asn Val Phe Tyr Tyr Gly Glu Glu Gly 

695 700 705 

Gly Gly Glu Glu Asp Gin Asp Tyr Asp lie Thr Gin Leu His Arg 

710 715 720 
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Gly Leu Glu Ala Arg Pro Glu Val Val Leu Arg Asn Asp Val Ala 

725 730 735 

Pro Thr lie lie Pro Thr Pro Met Tyr Arg Pro Arg Pro Ala Asn 
740 745 750 

Pro Asp Glu lie Gly Asn Phe lie lie Glu Asn Leu Lys Ala Ala 
755 760 765 

Asn Thr Asp Pro Thr Ala Pro Pro Tyr Asp Thr Leu Leu Val Phe 
770 775 780 

Asp Tyr Glu Gly Ser Gly Ser Asp Ala Ala Ser Leu Ser Ser Leu 
785 790 795 

Thr Ser Ser Ala Ser Asp Gin Asp Gin Asp Tyr Asp Tyr Leu Asn 
800 805 810 

Glu Trp Gly Ser Arg Phe Lys Lys Leu Ala Asp Met Tyr Gly Gly 
815 820 825 

Gly Glu Asp Asp 



<210> 87 

<211> 3427 

<212> DNA 

<213> Homo sapien 

<400> 87 



gctgtgccgc 


accgaggcga 


gcaggagcag 


ggaacaggtg 


tttaaaatta 


50 


tccaactgcc 


atagagctaa 


attctttttt 


ggaaaattga 


accgaacttc 


100 


tactgaatac 


aagatgaaaa 


tgtggttgct 


ggtcagtcat 


cttgtgataa 


150 


tatctattac 


tacctgttta 


gcagagttta 


catggtatag 


aagatatggt 


200 


catggagttt 


ctgaggaaga 


caaaggattt 


ggaccaattt 


ttgaagagca 


250 


gccaatcaat 


accatttatc 


cagaggaatc 


actggaagga 


aaagtctcac 


300 


tcaactgtag 


ggcacgagcc 


agccctttcc 


cggtttacaa 


atggagaatg 


350 


aataatgggg 


acgttgatct 


cacaagtgat 


cgatacagta 


tggtaggagg 


400 


aaaccttgtt 


atcaacaacc 


ctgacaaaca 


gaaagatgct 


ggaatatact 


450 


actgtttagc 


atctaataac 


tacgggatgg 


tcagaagcac 


tgaagcaacc 


500 


ctgagctttg 


gatatcttga 


tcctttccca 


cctgaggaac 


gtcctgaggt 


550 


cagagtaaaa 


gaagggaaag 


gaatggtgct 


tctctgtgac 


cccccatacc 


600 


attttccaga 


tgatcttagc 


tatcgctggc 


ttctaaatga 


atttcctgta 


650 


tttatcacaa 


tggataaacg 


gcgatttgtg 


tctcagacaa 


atggcaatct 


700 


ctacattgca 


aatgttgagg 


cttccgacaa 


aggcaattat 


tcctgctttg 


750 
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tttccagtcc 


ttctattaca 


aagagcgtgt 


tcagcaaatt 


catcccactc 


800 


attccaatac 


ctgaacgaac 


aacaaaacca 


tatcctgctg 


atattgtagt 


850 


tcagttcaag 


gatgtatatg 


cattgatggg 


ccaaaatgtg 


accttagaat 


900 


gttttgcact 


tggaaatcct 


gttccggata 


tccgatggcg 


gaaggttcta 


950 


gaaccaatgc 


caagcactgc 


tgagattagc 


acctctgggg 


ctgttcttaa 


1000 


gatcttcaat 


attcagctag 


aagatgaagg 


catctatgaa 


tgtgaggctg 


1050 


agaacattag 


aggaaaggat 


aaacatcaag 


caagaattta 


tgttcaagca 


1100 


ttccctgagt 


gggtagaaca 


catcaatgac 


acagaggtgg 


acataggcag 


1150 


tgatctctac 


tggccttgtg 


tggccacagg 


aaagcccatc 


cctacaatcc 


1200 


gatggttgaa 


aaatggatat 


gcgtatcata 


aaggggaatt 


aagactgtat 


1250 


gatgtgactt 


ttgaaaatgc 


cggaatgtat 


cagtgcatag 


ctgaaaacac 


1300 


atatggagcc 


atttatgcaa 


atgctgagtt 


gaagatcttg 


gcgttggctc 


1350 


caacttttga 


aatgaatcct 


atgaagaaaa 


agatcctggc 


tgctaaaggt 


1400 


ggaagggtga 


taattgaatg 


caaacctaaa 


gctgcaccga 


aaccaaagtt 


1450 


ttcatggagt 


aaagggacag 


agtggcttgt 


caatagcagc 


agaatactca 


1500 


tttgggaaga 


tggtagcttg 


gaaatcaaca 


acattacaag 


gaatgatgga 


1550 


ggtatctata 


catgctttgc 


agaaaataac 


agagggaaag 


ctaatagcac 


1600 


tggaaccctt 


gttatcacag 


atcctacgcg 


aattatattg 


gccccaatta 


1650 


atgccgatat 


cacagttgga 


gaaaacgcca 


ccatgcagtg 


tgctgcgtcc 


1700 


rttgatcctg 


ccttggatct 


cacatttgtt 


tggtccttca 


atggctatgt 


1750 


gatcgatttt 


aacaaagaga 


atattcacta 


ccagaggaat 


tttatgctgg 


1800 


attccaatgg 


ggaattacta 


atccgaaatg 


cgcagctgaa 


acatgctgga 


1850 


agatacacat 


gcactgccca 


gacaattgtg 


gacaattctt 


cagcttcagc 


1900 


tgaccttgta 


gtgagaggcc 


ctccaggccc 


tccaggtggt 


ctgagaatag 


1950 


aagacattag 


agccacttct 


gtggcactta 


cttggagccg 


tggttcagac 


2000 


aatcatagtc 


ctatttctaa 


atacactatc 


cagaccaaga 


ctattctttc 


2050 


agatgactgg 


aaagatgcaa 


agacagatcc 


cccaattatt 


gaaggaaata 


2100 


tggaggcagc 


aagagcagtg 


gacttaatcc 


catggatgga 


gtatgaattc 


2150 


cgcgtggtag 


caaccaatac 


actgggtaga 


ggagagccca 


gtataccatc 


2200 


taacagaatt 


aaaacagacg 


gtgctgcacc 


aaatgtggct 


ccttcagatg 


2250 


taggaggtgg 


aggtggaaga 


aacagagagc 


tgaccataac 


atgggcgcct 


2300 
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ttgtcaagag 


aataccacta 


t ggcaacaat 


tt tggtt aca 


t agtggcatt 


2350 


taagccattt 


qatqqaaaaa 


aatggaaaaa 


agtcacagtt 


actaatcctg 


2400 


atactggccg 


atatgtccat 


aaagatgaaa 


ccatgagccc 


tt ccactgca 


2450 


tttcaagtta 


aagt caaggc 


cttcaacaac 


aaaggagatg 


gaccttacag 


2500 


cctagtagca 


gtcattaatt 


cagcacaaga 


cgctcccagt 


gaagccccaa 


2550 


cagaagtagg 


tgtaaaagt c 


ttatcatctt 


ct gagat at c 


t at teat t era 


2600 


gaacatgttt 


tagaaaaaat 


agt ggaaagc 


tatcagatt c 


ggtatt gggc 


2650 


tgcccatgac 


aaagaagaag 


ctgcaaacag 


agtt caagt c 


accagccaag 


2700 


agt act cggc 


caggctcgag 


aaccttctgc 


cagacaccca 


gtattttata 


2750 


gaagt cgggg 


cctgcaatag 


t gcagggt gt 


ggacct ccaa 


crt aacat aat 


2800 


t gaggctt t c 


accaagaaag 


cacctcctag 


\— ^ ^ VtaO v.-* X-^ CL 


aacratcatca 


2850 


ot t cacrt aaa 

w V* t** ^ \— t*i ^ 


crtctcrcrt" tc*^ 




tcar^r*tnorTa 

^ a V-^ ^ ^ u <^ d 




2900 


gcact at caa 


atgaatctac 


agt gacggga 


t at aacratac 


tctacacrarT' 


2950 


tgatggccag 


catgatggca 


aQptcrtattr* 


\^ d V-^ cj. a a 


r'ar'trT'atan 

\^ a a Lt 


3000 


aagt cccaat. 


ccccagagat 


ggagaatacg 


ttgtggaggt 


L« ^ \^ ^ ^ U ^ 


3050 


agt gatggag 


cracra t croacrt 

^ ^ &4 ^ W> 


crcrt crt ct caa 


crtcaaaattt 


r'arrfrtnT'ar'c 

CI >^ ^ I— >^ \_»Cl v^v^ 


3100 




f 3 =3 rT"|- +- -f- 








O J. ^ VJ 


ttgtctactt 


ciaaattctaa 

W ^ ^ wL 


at cft cftt cit cr 




■h t" f ^ i~ c c 


3200 


agct cagaag 


acacccttca 


accct gggat 


gaccacaatt 


ccttcoaatt 


3250 


tctgcggct c 


catcct aagc 


caaataaatt 


atactttaac 


aaactattca 


3300 


actgatttac 


aacacacatg 


atgactgagg 


cattcgggaa 


ccccttcatc 


3350 


caaaagaata 


aacttttaaa 


tggatataaa 


tgatttttaa 


ctcgttccaa 


3400 


tatgccttat 


aaaccactta 


acctgat 3427 







<210> 88 

<211> 1018 

<212> PRT 

<213> Homo sapien 



<400> 88 

Met Lys Met Trp Leu Leu Val Ser His Leu Val lie lie Ser lie 
15 10 15 

Thr Thr Cys Leu Ala Glu Phe Thr Trp Tyr Arg Arg Tyr Gly His 
20 25 30 

Gly Val Ser Glu Glu Asp Lys Gly Phe Gly Pro lie Phe Glu Glu 
35 40 45 
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Gin Pro lie Asn Thr lie Tyr Pro Glu Glu Ser Leu Glu Gly Lys 

50 55 60 

Val Ser Leu Asn Cys Arg Ala Arg Ala Ser Pro Phe Pro Val Tyr 

65 70 75 

Lys Trp Arg Met Asn Asn Gly Asp Val Asp Leu Thr Ser Asp Arg 

80 85 90 

Tyr Ser Met Val Gly Gly Asn Leu Val lie Asn Asn Pro Asp Lys 

95 100 105 

Gin Lys Asp Ala Gly lie Tyr Tyr Cys Leu Ala Ser Asn Asn Tyr 

110 115 120 

Gly Met Val Arg Ser Thr Glu Ala Thr Leu Ser Phe Gly Tyr Leu 

125 130 135 

Asp Pro Phe Pro Pro Glu Glu Arg Pro Glu Val Arg Val Lys Glu 

140 145 150 

Gly Lys Gly Met Val Leu Leu Cys Asp Pro Pro Tyr His Phe Pro 

155 160 165 

Asp Asp Leu Ser Tyr Arg Trp Leu Leu Asn Glu Phe Pro Val Phe 

170 175 180 

lie Thr Met Asp Lys Arg Arg Phe Val Ser Gin Thr Asn Gly Asn 

185 190 195 

Leu Tyr lie Ala Asn Val Glu Ala Ser Asp Lys Gly Asn Tyr Ser 

200 205 210 

Cys Phe Val Ser Ser Pro Ser lie Thr Lys Ser Val Phe Ser Lys 

215 220 225 

Phe lie .Pro Leu lie Pro lie Pro Glu Arg Thr Thr Lys Pro Tyr 

230 235 240 

Pro Ala Asp lie Val Val Gin Phe Lys Asp Val Tyr Ala Leu Met 

245 250 255 

Gly Gin Asn Val Thr Leu Glu Cys Phe Ala Leu Gly Asn Pro Val 

260 265 270 

Pro Asp lie Arg Trp Arg Lys Val Leu Glu Pro Met Pro Ser Thr 

275 280 285 

Ala Glu lie Ser Thr Ser Gly Ala Val Leu Lys lie Phe Asn lie 

290 295 300 

Gin Leu Glu Asp Glu Gly lie Tyr Glu Cys Glu Ala Glu Asn lie 

305 310 315 

Arg Gly Lys Asp Lys His Gin Ala Arg lie Tyr Val Gin Ala Phe 

320 325 330 

Pro Glu Trp Val Glu His lie Asn Asp Thr Glu Val Asp lie Gly 

335 340 345 
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Ser Asp Leu Tyr Trp Pro Cys Val Ala Thr Gly Lys Pro lie Pro 
350 355 360 



Thr lie Arg Trp Leu Lys Asn Gly Tyr Ala Tyr His Lys Gly Glu 
365 370 375 

Leu Arg Leu Tyr Asp Val Thr Phe Glu Asn Ala Gly Met Tyr Gin 

380 385 390 

Cys lie Ala Glu Asn Thr Tyr Gly Ala lie Tyr Ala Asn Ala Glu 
395 400 405 

Leu Lys lie Leu Ala Leu Ala Pro Thr Phe Glu Met Asn Pro Met 
410 . 415 420 

Lys Lys Lys lie Leu Ala Ala Lys Gly Gly Arg Val lie lie Glu 
425 430 435 

Cys Lys Pro Lys Ala Ala Pro Lys Pro Lys Phe Ser Trp Ser Lys 
440 445 450 

Gly Thr Glu Trp Leu Val Asn Ser Ser Arg lie Leu lie Trp Glu 
455 460 465 

Asp Gly Ser Leu Glu lie Asn Asn lie Thr Arg Asn Asp Gly Gly 
470 475 480 

lie Tyr Thr Cys Phe Ala Glu Asn Asn Arg Gly Lys Ala Asn Ser 
485 490 495 

Thr Gly Thr Leu Val lie Thr Asp Pro Thr Arg lie lie Leu Ala 
500 505 510 

Pro lie Asn Ala Asp lie Thr Val Gly Glu Asn Ala Thr Met Gin 

515 520 525 

Cys Ala Ala Ser Phe Asp Pro Ala Leu Asp Leu Thr Phe Val Trp 
530 535 540 

Ser Phe Asn Gly Tyr Val lie Asp Phe Asn Lys Glu Asn lie His 
545 550 555 

Tyr Gin Arg Asn Phe Met Leu Asp Ser Asn Gly Glu Leu Leu lie 
560 565 570 

Arg Asn Ala Gin Leu Lys His Ala Gly Arg Tyr Thr Cys Thr Ala 
575 580 585 

Gin Thr lie Val Asp Asn Ser Ser Ala Ser Ala Asp Leu Val Val 
590 595 600 

Arg Gly Pro Pro Gly Pro Pro Gly Gly Leu Arg lie Glu Asp lie 
605 610 615 

Arg Ala Thr Ser Val Ala Leu Thr Trp Ser Arg Gly Ser Asp Asn 
620 625 630 

His Ser Pro lie Ser Lys Tyr Thr lie Gin Thr Lys Thr lie Leu 
635 640 645 

Ser Asp Asp Trp Lys Asp Ala Lys Thr Asp Pro Pro lie lie Glu 
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650 655 660 

Gly Asn Met Glu Ala Ala Arg Ala Val Asp Leu lie Pro Trp Met 

665 670 675 

Glu Tyr Glu Phe Arg Val Val Ala Thr Asn Thr Leu Gly Arg Gly 

680 685 690 

Glu Pro Ser lie Pro Ser Asn Arg lie Lys Thr Asp Gly Ala Ala 

695 700 705 

Pro Asn Val Ala Pro Ser Asp Val Gly Gly Gly Gly Gly Arg Asn 

710 715 720 

Arg Glu Leu Thr lie Thr Trp Ala Pro Leu Ser Arg Glu Tyr His 

725 730 735 

Tyr Gly Asn Asn Phe Gly Tyr lie Val Ala Phe Lys Pro Phe Asp 

740 745 750 

Gly Glu Glu Trp Lys Lys Val Thr Val Thr Asn Pro Asp Thr Gly 

755 760 765 

Arg Tyr Val His Lys Asp Glu Thr Met Ser Pro Ser Thr Ala Phe 

770 775 780 

Gin Val Lys Val Lys Ala Phe Asn Asn Lys Gly Asp Gly Pro Tyr 

785 790 795 

Ser Leu Val Ala Val lie Asn Ser Ala Gin Asp Ala Pro Ser Glu 

800 805 810 

Ala Pro Thr Glu Val Gly Val Lys Val Leu Ser Ser Ser Glu lie 

815 820 825 

Ser Val His Trp Glu His Val Leu Glu Lys lie- Val Glu Ser Tyr 

830 835 840 

Gin lie Arg Tyr Trp Ala Ala His Asp Lys Glu Glu Ala Ala Asn 

845 850 855 

Arg Val Gin Val Thr Ser Gin Glu Tyr Ser Ala Arg Leu Glu Asn 

860 865 870 

Leu Leu Pro Asp Thr Gin Tyr Phe lie Glu Val Gly Ala Cys Asn 

875 880 885 

Ser Ala Gly Cys Gly Pro Pro Ser Asp Met lie Glu Ala Phe Thr 

890 895 900 

Lys Lys Ala Pro Pro Ser Gin Pro Pro Arg lie lie Ser Ser Val 

905 910 915 

Arg Ser Gly Ser Arg Tyr lie lie Thr Trp Asp His Val Val Ala 

920 925 930 

Leu Ser Asn Glu Ser Thr Val Thr Gly Tyr Lys Val Leu Tyr Arg 

935 940 945 

Pro Asp Gly Gin His Asp Gly Lys Leu Tyr Ser Thr His Lys His 

950 955 960 
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Ser lie Glu Val Pro lie Pro Arg Asp Gly Glu Tyr Val Val Glu 
965 970 975 

Val Arg Ala His Ser Asp Gly Gly Asp Gly Val Val Ser Gin Val 
980 985 990 

Lys lie Ser Gly Ala Pro Thr Leu Ser Pro Ser Leu Leu Gly Leu 
995 1000 1005 

Leu Leu Pro Ala Phe Gly lie Leu Val Tyr Leu Glu Phe 
1010 1015 

<210> 89 

<211> 1616 

<212> DNA 

<213> Homo sapien 

<400> 89 



^ ^ ^ 

cccccT-yLgt 


t ggt ggagga 


t gt ctgcagc 


agcat t t aaa 


tt ctgggagg 


oU 


^> 4" "4" "f* "f^ z^*!" 

gc LLy y u t y L 


cagcagcagc 


aggaggaggc 


agagcacagc 


at cgtcggga 


ion 
lUU 


ccagac ucg u 


cx-caggccag 


ttgcagcctt 


ct cagccaaa 


cgccgaccaa 


-loU 


yyaaaaCUCo 


^ ^ a ^ 4" r^r a i~T 

c^accaugay 


aauLgcagug 


aT.T_Tigcut.t.ii. 


gcct cc t a gg 


zuu 


^ 2J "t" za "t" 4" 
OClL.t_«Clv_L-L.y U 


yot^d UaL-Ody 


^ ^ ^ ^ 

U-L-dddCdggC 


/~T "t" "1" +• 

ugdLT-CLgga 


agttctgagg 


9 n 
z o u 


cici.ciciyv_ct.y^ l. 


L. i_cioctci^cict.ci 


Ud^v^^dyd uy 


ouy uyyt_»odt_- 


ciLggCUdddC 


^ n n 
<3 u u 


/-^ +- nr /-^ a +- 


^u^ctyddy^ci 


yad L^ui^^Cd 


d Si 03 (T o 
yw\— i_i_d%^dyci 






L-Ciciy ^ ci d V 


ydddy^i-'d ^.y 


a /-^ 3 /—» -3 +- n ^ 

dL^odL-d i_yyd 


L.ydLdL.yydL. 


gdugddgdug 


4 u u 


atgatgacca 


tgtggacagc 


caggactcca 


ttgactcgaa 


cgactctgat 


450 


gatgtagatg 


acactgatga 


ttctcaccag 


tctgatgagt 


ctcaccattc 


500 


tgatgaatct 


gatgaactgg 


tcactgattt 


tcccacggac 


ctgccagcaa 


550 


ccgaagtttt 


cactccagtt 


gtccccacag 


tagacacata 


tgatggccga 


600 


ggtgatagtg 


tggtttatgg 


actgaggtca 


aaatctaaga 


agtttcgcag 


650 


acctgacatc 


cagtaccctg 


atgctacaga 


cgaggacatc 


acctcacaca 


700 


tggaaagcga 


ggagttgaat 


ggtgcataca 


aggccatccc 


cgttgcccag 


750 


gacctgaacg 


cgccttctga 


ttgggacagc 


cgtgggaagg 


acagttatga 


800 


aacgagtcag 


ctggatgacc 


agagtgctga 


aacccacagc 


cacaagcagt 


850 


ccagattata 


taagcggaaa 


gccaatgatg 


agagcaatga 


gcattccgat 


900 


gtgattgata 


gtcaggaact 


ttccaaagtc 


agccgtgaat 


tccacagcca 


950 


tgaatttcac 


agccatgaag 


atatgctggt 


tgtagacccc 


aaaagtaagg 


1000 


aagaagataa 


acacctgaaa 


tttcgtattt 


ctcatgaatt 


agatagtgca 


1050 
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tcttctgagg tcaattaaaa ggagaaaaaa tacaatttct cactttgcat 1100 

ttagtcaaaa gaaaaaatgc tttatagcaa aatgaaagag aacatgaaat 1150 

gcttctttct cagtttattg gttgaatgtg tatctatttg agtctggaaa 1200 

taactaatgt gtttgataat tagtttagtt tgtggcttca tggaaactcc 1250 

ctgtaaacta aaagcttcag ggttatgtct atgttcattc tatagaagaa 1300 

atgcaaacta tcactgtatt ttaatatttg ttattctctc atgaatagaa 1350 

atttatgtag aagcaaacaa aatactttta cccacttaaa aagagaatat 1400 

aacattttat gtcactataa tcttttgttt tttaagttag tgtatatttt 1450 

gttgtgatta tctttttgtg gtgtgaataa atcttttatc ttgaatgtaa 1500 

taagaatttg gtggtgtcaa ttgcttattt gttttcccac ggttgtccag 1550 

caattaataa aacataacct tttttactgc ctaaaaaaaa aaaaaaaaaa 1600 

aaaaaaaaaa aaaaaa 1616 

<210> 90 

<211> 300 

<212> PRT 

<213> Homo sapien 

<400> 90 

Met Arg lie Ala Val lie Cys Phe Cys Leu Leu Gly lie Thr Cys 
15 10 15 

Ala lie Pro Val Lys Gin Ala Asp Ser Gly Ser Ser Glu Glu Lys 

20 25 30 

Gin Leu Tyr Asn Lys Tyr Pro Asp Ala Val Ala Thr Trp Leu Asn 
35 40 45 

Pro Asp Pro Ser Gin Lys Gin Asn Leu Leu Ala Pro Gin Thr Leu 
50 55 60 

Pro Ser Lys Ser Asn Glu Ser His Asp His Met Asp Asp Met Asp 
65 70 75 

Asp Glu Asp Asp Asp Asp His Val Asp Ser Gin Asp Ser lie Asp 
80 85 90 

Ser Asn Asp Ser Asp Asp Val Asp Asp Thr Asp Asp Ser His Gin 
95 100 105 

Ser Asp Glu Ser His His Ser Asp Glu Ser Asp Glu Leu Val Thr 
110 115 120 

Asp Phe Pro Thr Asp Leu Pro Ala Thr Glu Val Phe Thr Pro Val 
125 130 135 

Val Pro Thr Val Asp Thr Tyr Asp Gly Arg Gly Asp Ser Val Val 
140 145 150 

Tyr Gly Leu Arg Ser Lys Ser Lys Lys Phe Arg Arg Pro Asp lie 
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Gin Tyr Pro Asp 

Ser Glu Glu Leu 

Asp Leu Asn Ala 

Tyr Glu Thr Ser 

His Lys Gin Ser 

Asn Glu His Ser 

Ser Arg Glu Phe 

Leu Val Val Asp 

Phe Arg lie Ser 

<210> 91 

<211> 2593 

<212> DNA 

<213> Homo sapien 

<400> 91 



tggacttgga 


tccgaggcag 


acgaggaagc 


tgagaaaacc 


ctggcgttga 


50 


ccccgtggac 


ctgggcgccc 


cgggaaggtc 


cagcgcttgg 


tccaggcagg 


100 


cggggatgtg 


cggtgaccac 


cctggtcctg 


aaaagtccag 


ccccgaat ct 


150 


ccctccctcc 


tagacctgga 


ggcctggaac 


agccagccgc 


ccacggacgc 


200 


cagagccggg 


aaccctgacg 


gcacttagct 


gctgacaaac 


aacctgctcc 


250 


gtggacgcct 


gaaacaccag 


tctttggggc 


cagtgcctca 


gtttcaatcc 


300 


aggtaacctt 


taaatgaaac 


ttgcctaaaa 


tcttaggtca 


tacacagaag 


350 


agactccaat 


cgacaagaag 


ctggaaaaga 


atgatgttgt 


ccttaaacaa 


400 


cctacagaat 


atcatctata 


acccggtaat 


cccgtatgtt 


ggcaccattc 


450 


ccgatcagct 


ggatcctgga 


actttgattg 


tgatatgtgg 


gcatgttcct 


500 


agtgacgcag 


acagattcca 


ggtggatctg 


cagaatggca 


gcagtgtgaa 


550 


acctcgagcc 


gatgtggcct 


ttcatttcaa 


tcctcgtttc 


aaaagggccg 


600 


gctgcattgt 


ttgcaatact 


ttgataaatg 


aaaaatgggg 


acgggaagag 


650 
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155 160 165 

Ala Thr Asp Glu Asp lie Thr Ser His Met Glu 
170 175 180 

Asn Gly Ala Tyr Lys Ala lie Pro Val Ala Gin 
185 190 195 

Pro Ser Asp Trp Asp Ser Arg Gly Lys Asp Ser 
200 205 210 

Gin Leu Asp Asp Gin Ser Ala Glu Thr His Ser 
215 220 225 

Arg Leu Tyr Lys Arg Lys Ala Asn Asp Glu Ser 
230 235 240 

Asp Val lie Asp Ser Gin Glu Leu Ser Lys Val 
245 250 255 

His Ser His Glu Phe His Ser His Glu Asp Met 
260 265 270 

Pro Lys Ser Lys Glu Glu Asp Lys His Leu Lys 
275 280 285 

His Glu Leu Asp Ser Ala Ser Ser Glu Val Asn 
290 295 300 



atcacctatg acacgccttt caaaagagaa aagtcttttg agatcgtgat 700 
tatggtgcta aaggacaaat tccaggtggc tgtaaatgga aaacatactc 750 
tgctctatgg ccacaggatc ggcccagaga aaatagacac tctgggcatt 800 
tatggcaaag tgaatattca ctcaattggt tttagcttca gctcggactt 850 
acaaagtacc caagcatcta gtctggaact gacagagata agtagagaaa 900 
atgttccaaa gtctggcacg ccccagcttc agactgtctc tccctcctgg 950 
gatttacagg gtcatggctc tgaaacattc tgtagtgttc tttggacacg 1000 
agttttcctg gagatcgctt tctgcaggcc tattggtctg actgtggctt 1050 
cttttcagag cctgccattc gctgcaaggt tgaacacccc catgggccct 1100 
ggacgaactg tcgtcgttaa aggagaagtg aatgcaaatg ccaaaagctt 1150 
taatgttgac ctactagcag gaaaatcaaa ggatattgct ctacacttga 1200 
acccacgcct gaatattaaa gcatttgtaa gaaattcttt tcttcaggag 1250 
tcctggggag aagaagagag aaatattacc tctttcccat ttagtcctgg 1300 
gatgtacttt gagatgataa tttactgtga tgttagagaa ttcaaggttg 1350 
cagtaaatgg cgtacacagc ctggagtaca aacacagatt taaagagctc 1400 
agcagtattg acacgctgga aattaatgga gacatccact tactggaagt 1450 
aaggagctgg tagcctacct acacagctgc tacaaaaacc aaaatacaga 1500 
atggcttctg tgatactggc cttgctgaaa cgcatctcac tgtcattcta 1550 
ttgtttatat tgttaaaatg agcttgtgca ccattagatc ctgctgggtg 1600 
ttctcagtcc ttgccatgaa gtatggtggt gtctagcact gaatggggaa 1650 
actgggggca gcaacactta tagccagtta aagccactct gccctctctc 1700 
ctactttggc tgactcttca agaatgccat tcaacaagta tttatggagt 1750 
acctactata atacagtagc taacatgtat tgagcacaga ttttttttgg 1800 
taaaactgtg aggagctagg atatatactt ggtgaaacaa accagtatgt 1850 
tccctgttct cttgagcttc gactcttctg tgctctattg ctgcgcactg 1900 
ctttttctac aggcattaca tcaactccta aggggtcctc tgggattagt 1950 
taagcagcta ttaaatcacc cgaagacact aatttacaga agacacaact 2000 
ccttccccag tgatcactgt cataaccagt gctctaccgt atcccatcac 2050 
tgaggactga tgttgactga catcatttta tcgtaataaa catgtggctc 2100 
tattagctgc aagctttacc aagtaattgg catgacatct gagcacagaa 2150 
attaaggcaa aaaaccaaag caaaacaaat acatggtgct gaaattaact 2200 
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tgatgccaag cccaaggcag ctgatttctg tgtatttgaa cttagggcaa 2250 

atcagagtct acacagacgc ctacagaaag tttcaggaag aggcaagatg 2300 

cattcaattt gaaagatatt tatgggcaac aaagtaaggt caggattaga 2350 

cttcaggcat tcataaggca ggcactatca gaaagtgtac gccaactaag 2400 

ggacccacaa agcaggcaga ggtaatgcag aaatctgttt tgttcccatg 2450 

aaatcaccaa tcaaggcctc cgttcttcta aagattagtc catcatcatt 2500 

agcaactgag atcaaagcac tcttccactt . tacgtgatta aaatcaaacc 2550 

tgtatcagca aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaa 2593 

<210> 92 

<211> 359 

<212> PRT 

<213> Homo sapien 

<400> 92 

Met Leu Ser Leu Asn Asn Leu Gin Asn lie lie Tyr Asn Pro Val 
15 10 15 

lie Pro Tyr Val Gly Thr lie Pro Asp Gin Leu Asp Pro Gly Thr 
20 25 30 

Leu lie Val lie Cys Gly His Val Pro Ser Asp Ala Asp Arg Phe 
35 40 45 

Gin Val Asp Leu Gin Asn Gly Ser Ser Val Lys Pro Arg Ala Asp 
50 55 60 

Val Ala Phe His Phe Asn Pro Arg Phe Lys Arg Ala Gly Cys lie 
65 70 75 

S/al Cys Asn Thr Leu lie Asn Glu Lys Trp Gly Arg Giu Glu lie 
80 85 90 

Thr Tyr Asp Thr Pro Phe Lys Arg Glu Lys Ser Phe Glu lie Val 
95 100 105 

lie Met Val Leu Lys Asp Lys Phe Gin Val Ala Val Asn Gly Lys 
110 115 120 

His Thr Leu Leu Tyr Gly His Arg lie Gly Pro Glu Lys lie Asp 
125 130 135 

Thr Leu Gly lie Tyr Gly Lys Val Asn lie His Ser lie Gly Phe 
140 145 150 

Ser Phe Ser Ser Asp Leu Gin Ser Thr Gin Ala Ser Ser Leu Glu 
155 160 165 

Leu Thr Glu lie Ser Arg Glu Asn Val Pro Lys Ser Gly Thr Pro 
170 175 180 

Gin Leu Gin Thr Val Ser Pro Ser Trp Asp Leu Gin Gly His Gly 
185 190 195 
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Ser Glu Thr Phe Cys Ser 

200 

lie Ala Phe Cys Arg Pro 
215 

Ser Leu Pro Phe Ala Ala 
230 

Arg Thr Val Val Val Lys 
245 

Phe Asn Val Asp Leu Leu 
260 

His Leu Asn Pro Arg Leu 

275 

Phe Leu Gin Glu Ser Trp 
290 

Phe Pro Phe Ser Pro Gly 
305 

Asp Val Arg Glu Phe Lys 
320 

Glu Tyr Lys His Arg Phe 

335 

Glu lie Asn Gly Asp lie 
350 

<210> 93 

<211> 2401 

<212> DNA 

<213> Homo sapien 

<400> 93 



agcctcccgc 


ccgccgcctc 


tgtctccctc 


tctccacaaa 


ctgcccagga 


50 


gtgagtagct 


gctttcggtc 


cgccggacac 


accggacaga 


tagacgtgcg 


100 


gacggcccac 


caccccagcc 


cgccaactag 


tcagcctgcg 


cctggcgcct 


150 


cccctctcca 


ggtccatccg 


ccatgtggcc 


cctgtggcgc 


ctcgtgtctc 


200 


tgctggccct 


gagccaggcc 


ctgccctttg 


agcagagagg 


cttctgggac 


250 


ttcaccctgg 


acgatgggcc 


attcatgatg 


aacgatgagg 


aagcttcggg 


300 


cgctgacacc 


tcgggcgtcc 


tggacccgga 


ctctgtcaca 


cccacctaca 


350 


gcgccatgtg 


tcctttcggc 


tgccactgcc 


acctgcgggt 


ggttcagtgc 


400 


tccgacctgg 


gtctgaagtc 


tgtgcccaaa 


gagatctccc 


ctgacaccac 


450 


gctgctggac 


ctgcagaaca 


acgacatctc 


cgagctccgc 


aaggatgact 


500 


tcaagggtct 


ccagcacctc 


tacgccctcg 


tcctggtgaa 


caacaagatc 


550 



Val Leu Trp Thr Arg Val Phe Leu Glu 
205 210 

lie Gly Leu Thr Val Ala Ser Phe Gin 
220 225 

Arg Leu Asn Thr Pro Met Gly Pro Gly 
235 240 

Gly Glu Val Asn Ala Asn Aia Lys Ser 
250 255 

Ala Gly Lys Ser Lys Asp lie Ala Leu 
265 270 

Asn lie Lys Ala Phe Val Arg Asn Ser 
280 285 

Gly Glu Glu Glu Arg Asn lie Thr Ser 
295 300 

Met Tyr Phe Glu Met lie lie Tyr Cys 
310 315 

Val Ala Val Asn Gly Val His Ser Leu 
325 330 

Lys Glu Leu Ser Ser lie Asp Thr Leu 
340 345 

His Leu Leu Glu Val Arg Ser Trp 
355 
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tccaagatcc 


atgagaaggc 


cttcagccca 


ctqcqqaaqc 


t gca gaagct 


600 


ctacatctcc 


aagaaccacc 


tqqtqqaqat 
^3 3*^ 


cccgcccaac 


ctacccagct 


650 


ccctggtgga 


gctccgcatc 


cacgacaacc 


gcatccgcaa 


ggtgcccaag 


700 


qaaqtqttca 


qcqqqct ccq 


gaacatgaac 


tgcat cgaga 


tqqqcaqqaa 


750 


cccactggag 


aacagtggct 


ttgaacctgg 


agccttcgat 


qqcctqaaqc 

3 3 3 3 


800 


tcaactacct 


gcgcat ctca 


qaqqccaaqc 


tgactggcat 


ccccaaagac 


850 


ctccctgaga 


ccctgaatga 


act ccaccta 


gaccacaaca 


aaat ccaggc 


900 


catcgaactg 


gaggacctgc 


ttcgctactc 


caagctgtac 


aggctgggcc 


950 


taggccacaa 


ccagat cagg 


at gat cgaga 


acgggagcct 


gagcttcctg 


1000 


cccaccct cc 


gggag ctcca 


cttggacaac 


aacaagttgg 


ccacfCJCftacc 

^ C,*4 ^ ^ ^ \^ \^ 


1050 


ctcagggctc 


ccagacct ca 


agct cctcca 


ggtggt ct at 


ctgcactcca 


1100 


acaacatcac 


caaagt gggt 


gt caacgact 


tctgtcccat 


cfcract t cciacf 

\j \A ^— ' ^ ^-j ^4 y 


1150 


qtaaaqcQqa 


cctactacaa 


cggcat cage 


ctcttcaaca 


accccgtgcc 


1200 


ct act gggag 


gtgcagccgg 


ccactttccg 


ctgcgtcact 


gaccgcctgg 


1250 


ccat ccagtt 


tggcaactac 


aaaaagt aga 


ggcagct gca 


gccaccgcgg 


1300 


ggcctcagtg 


ggggtctct g 


gggaacacag 


ccagacatcc 


t aat cicrcicracr 


1350 


gcagagccag 


gaagct aagc 


cagggcccag 


ct gcgt ccaa 


CCCS.CIOCCCC 

\^ \^ \^ \^ 


1400 


cacctcgggt 


ccct gacccc 


agct cgatgc 


cccat caccg 


cctctccctcr 


14 50 


gctcccaagg 


qtqcaqqtaa 


gcgcaaggcc 


cggcccccat 


cacat gt t CC 


1500 


cttggcctca 


gagctgcccc 


t get ct ccca 


ccacagccac 


ccagaggcac 


1550 


cccatgaagc 


ttttttctcg 


ttcactccca 


aacccaagt g 


t ccaaggct c 


1600 


cagtcctagg 


agaacagtcc 


ctqqqtcaqc 


agccaggagg 


cggt ccataa 


1650 


gaatggggac 


agtgggct ct 


gccagggct g 


ccacacctot 


X— » w U \J V* C* Cl ^ 


1700 


atgttctgtt 


cct cctcct c 


atgcattt cc 


agcctt t caa 


ccct CC ccga 


1750 


ctctgcggct 


cccctcagcc 


cccttgcaag 


ttcatggcct 


gt ccct ccca 


1800 


gacccct get 


ccactggccc 


t t cgaccagt 


cct ccctt ct 


gttctctctt 


1850 


tccccgtcct 


tcctctctct 


ctctctctct 


ctctctctct 


ctttctgtgt 


1900 


gtgtgtgtgt 


gtgtgtgtgt 


gtgtgtgtgt 


gtgtgtgtgt 


cttgtgcttc 


1950 


ctcagacctt 


tctcgcttct 


gagcttggtg 


gcctgttccc 


tccatctctc 


2000 


cgaacctggc 


ttcgcctgtc 


cctttcactc 


cacaccctct 


ggccttctgc 


2050 
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cttgagctgg gactgctttc tgtctgtccg gcctgcaccc agcccctgcc 2100 

cacaaaaccc cagggacagc ggtctcccca gcctgccctg ctcaggcctt 2150 

gcccccaaac ctgtactgtc ccggaggagg ttgggaggtg gaggcccagc 2200 

atcccgcgca gatgacacca tcaaccgcca gagtcccaga caccggtttt 2250 

cctagaagcc cctcaccccc actggcccac tggtggctag gtctcccctt 2300 

atccttctgg tccagcgcaa ggaggggctg cttctgaggt cggtggctgt 2350 

ctttccatta aagaaacacc gtgcaacgtg aaaaaaaaaa aaaaaaaaaa 2400 

a 2401 

<210> 94 

<211> 368 

<212> PRT 

<213> Homo sapien 

<400> 94 

Met Trp Pro Leu Trp Arg Leu Val Ser Leu Leu Ala Leu Ser Gin 
15 10 15 

Ala Leu Pro Phe Glu Gin Arg Gly Phe Trp Asp Phe Thr Leu Asp 
20 25 30 

Asp Gly Pro Phe Met Met Asn Asp Glu Glu Ala Ser Gly Ala Asp 
35 40 45 

Thr Ser Gly Val Leu Asp Pro Asp Ser Val Thr Pro Thr Tyr Ser 
50 55 60 

Ala Met Cys Pro Phe Gly Cys His Cys His Leu Arg Val Val Gin 
65 70 75 

Cys Ser Asp Leu Gly Leu Lys Ser Val Pro Lys Glu lie Ser Pro 
80 85 90 

Asp Thr Thr Leu Leu Asp Leu Gin Asn Asn Asp lie Ser Glu Leu 
95 100 105 

Arg Lys Asp Asp Phe Lys Gly Leu Gin His Leu Tyr Ala Leu Val 
110 115 120 

Leu Val Asn Asn Lys lie Ser Lys lie His Glu Lys Ala Phe Ser 
125 130 135 

Pro Leu Arg Lys Leu Gin Lys Leu Tyr lie Ser Lys Asn His Leu 
140 145 150 

Val Glu lie Pro Pro Asn Leu Pro Ser Ser Leu Val Glu Leu Arg 
155 160 165 

lie His Asp Asn Arg lie Arg Lys Val Pro Lys Gly Val Phe Ser 

170 175 180 

Gly Leu Arg Asn Met Asn Cys lie Glu Met Gly Gly Asn Pro Leu 
185 190 195 
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Glu Asn Ser Gly Phe Glu Pro Gly Ala Phe Asp Gly Leu Lys Leu 
200 205 210 

Asn Tyr Leu Arg lie Ser Glu Ala Lys Leu Thr Gly lie Pro Lys 
215 220 225 

Asp Leu Pro Glu Thr Leu Asn Glu Leu His Leu Asp His Asn Lys 

230 235 240 

lie Gin Ala lie Glu Leu Glu Asp Leu Leu Arg Tyr Ser Lys Leu 
245 250 255 

Tyr Arg Leu Gly Leu Gly His Asn Gin lie Arg Met lie Glu Asn 
260 265 270 

Gly Ser Leu Ser Phe Leu Pro Thr Leu Arg Glu Leu His Leu Asp 
275 280 285 

Asn Asn Lys Leu Ala Arg Val Pro Ser Gly Leu Pro Asp Leu Lys 
290 295 300 

Leu Leu Gin Val Val Tyr Leu His Ser Asn Asn lie Thr Lys Val 
305 310 315 

Gly Val Asn Asp Phe Cys Pro Met Gly Phe Gly Val Lys Arg Ala 
320 325 330 

Tyr Tyr Asn Gly lie Ser Leu Phe Asn Asn Pro Val Pro Tyr Trp 
335 340 345 

Glu Val Gin Pro Ala Thr Phe Arg Cys Val Thr Asp Arg Leu Ala 
350 355 360 

lie Gin Phe Gly Asn Tyr Lys Lys 

365 

<210> 95 
<211> 1983 

<212> DNA 

<213> Homo sapien 

<400> 95 

cgagtaaagt ttgcaaagag gcgcgggagg cggcagccgc agcgaggagg 50 

cggcggggaa gaagcgcagt ctccgggttg ggggcggggg cggggggggc 100 

gccaaggagc cgggtggggg gcggcggcca gcatgcggcc ccgcagcgcc 150 

ctgccccgcc tgctgctgcc gctgctgctg ctgcccgccg ccgggccggc 200 

ccagttccac ggggagaagg gcatctccat cccggaccac ggcttctgcc 250 

agcccatctc catcccgctg tgcacggaca tcgcctacaa ccagaccatc 300 

atgcccaacc ttctgggcca cacgaaccag gaggacgcag gcctagaggt 350 

gcaccagttc tatccgctgg tgaaggtgca gtgctcgccc gaactgcgct 400 

tcttcctgtg ctccatgtac gcacccgtgt gcaccgtgct ggaacaggcc 450 

atcccgccgt gccgctctat ctgtgagcgc gcgcgccagg gctgcgaagc 500 
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cctcatgaac 


aagttcggtt 


ttcagtggcc 


cgagcgcctg 


cgctqcgagc 

3 3 3 3 


550 


acttcccgcg 


ccacggcgcc 


gagcagatct 


gcgtcggcca 

3 3 3 3 


gaaccactcc 


600 


qaqaacggaq 


ctcccgcgct 


actcaccacc 


gcqccgccgc 


cgggactgca 


650 


QCcqaqtQCC 


qqqqqcaccc 


cqqqtqqccc 


qqqcqqcqqc 


ggcgctcccc 


700 


cgcgctacgc 


cacqctqqaq 

3^^33*^3 


caccccttcc 


actgcccgcg 


cgtcctcaag 


750 


gtgccatcct 


atctcagcta 


caagtttctg 


qqcqaqcqtq 


attgtgctgc 


800 


gccctgcgaa 


cctgcgcggc 


ccgatggttc 


catgttcttc 


tcacaqqaqq 


850 


agacgcgttt 


cgcgcgcctc 


tggatcctca 


cctggtcggt 


gctgtgctgc 


900 


gctt ccacct 


t ctt cactgt 


caccacgt ac 


tt ggt agaca 


t gcagcgctt 


950 


ccgctaccca 


gagcggccta 


tcatttttct 


gt cgggct go 


t acaccat gg 


1000 


tqtcqqtqqc 


ctacatcgcg 


ggcttcgtgc 


tccaggagcg 


cqtaatqtqc 


1050 


aacgagcgct 


tctccgagga 


cggtt accgc 


acggtggtgc 


agggcaccaa 


1100 


aaaaqaaaac 


tgcaccatcc 


t ctt cat gat 


gctctact t c 


ttcagcatgg 


1150 


ccagctccat 


ctqgt qqqtc 

^^33 ^333 


atcctgt cgc 


t cacctggtt 


cct ggcagcc 


1200 


ggcat gaagt 


ggggccacga 


ggccat cgag 


gccaactctc 


agtacttcca 


1250 


cctggccgcc 


tqqqccqtqc 

3 3 3 3 3 


cggccgtcaa 


gaccatcacc 


atcctggcca 


1300 


tqqaccaqat 


cqacqqcqac 


ctqct qaacq 


gcgt gt gctt 


cgtaggcct c 


1350 


aacagcctgg 


acccgct gcg 


gggct tcgtg 


ctagcgccgc 


tctt cgtgta 


1400 


cctgtt catc 


ggcacgt cct 


tcct cctggc 


cggcttcgtg 


t cgctcttcc 


1450 


gcatccgcac 


catcatgaag 


cacgacggca 


ccaagaccga 


aaaQctQQaq 

""^3^ ^33'-*3 


1500 


cqqctcatqq 


tgcgcatcgg 


cgtcttct cc 


gtgctctaca 


cagtgcccgc 


1550 


caccatcgtc 


atcgcttgct 


acttctacga 


gcaggcct tc 


cgcgagcact 


1600 


gggaqcqctc 


gtqqqtqaqc 


cagcactgca 


aqaqcctqqc 


catcccgtgc 


1650 


ccggcgcact 


acacgccgcg 


catgtcgccc 


gacttcacgg 


tctacatgat 


1700 


caaatacctc 


atgacgctca 


tcgtgggcat 


cacgtcgggc 


ttctggatct 


1750 


qqtcqqqcaa 


gacgctgcac 


tcqtqqaqqa 


agttctacac 


tcgcct cacc 


1800 


aacagccgac 


acggtgagac 


caccgtgtga 


gggacgcccc 


caggccggaa 


1850 


ccgcgcggcg 


ctttcctccg 


cccggggtgg 


ggcccctaca 


gactccgtat 


1900 


tttatttttt 


taaataaaaa 


acgatcgaaa 


ccatttcact 


tttaggttgc 


1950 


tttttaaaag 


agaactctct 


gcccaacacc 


ccc 1983 
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<210> 96 

<211> 565 

<212> PRT 

<213> Homo sapien 

<400> 96 

Met Arg Pro Arg Ser Ala Leu Pro Arg Leu Leu Leu Pro Leu Leu 

15 10 15 

Leu Leu Pro Ala Ala Gly Pro Ala Gin Phe His Gly Glu Lys Gly 

20 25 30 

lie Ser lie Pro Asp His Gly Phe Cys Gin Pro lie Ser lie Pro 

35 40 45 

Leu Cys Thr Asp lie Ala Tyr Asn Gin Thr lie Met Pro Asn Leu 

50 55 60 

Leu Gly His Thr Asn Gin Glu Asp Ala Gly Leu Glu Val His Gin 

65 70 75 

Phe Tyr Pro Leu Val Lys Val Gin Cys Ser Pro Glu Leu Arg Phe 

80 85 90 

Phe Leu Cys Ser Met Tyr Ala Pro Val Cys Thr Val Leu Glu Gin 

95 100 105 

Ala lie Pro Pro Cys Arg Ser lie Cys Glu Arg Ala Arg Gin Gly 

110 115 120 

Cys Glu Ala Leu Met Asn Lys Phe Gly Phe Gin Trp Pro Glu Arg 

125 130 135 

Leu Arg Cys Glu His Phe Pro Arg His Gly Ala Glu Gin lie Cys 

140 145 150 

Val Gly Gin Asn His Ser Glu Asp Gly Ala Pro Ala Leu Leu Thr 

155 160 165 

Thr Ala Pro Pro Pro Gly Leu Gin Pro Gly Ala Gly Gly Thr Pro 

170 175 180 

Gly Gly Pro Gly Gly Gly Gly Ala Pro Pro Arg Tyr Ala Thr Leu 

185 190 195 

Glu His Pro Phe His Cys Pro Arg Val Leu Lys Val Pro Ser Tyr 

200 205 210 

Leu Ser Tyr Lys Phe Leu Gly Glu Arg Asp Cys Ala Ala Pro Cys 

215 220 225 

Glu Pro Ala Arg Pro Asp Gly Ser Met Phe Phe Ser Gin Glu Glu 

230 235 240 

Thr Arg Phe Ala Arg Leu Trp lie Leu Thr Trp Ser Val Leu Cys 

245 250 255 

Cys Ala Ser Thr Phe Phe Thr Val Thr Thr Tyr Leu Val Asp Met 

260 265 270 

Gin Arg Phe Arg Tyr Pro Glu Arg Pro lie lie Phe Leu Ser Gly 
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275 280 285 

Cys Tyr Thr Met Val Ser Val Ala Tyr lie Ala Gly Phe Val Leu 
290 295 300 

Gin Glu Arg Val Val Cys Asn Glu Arg Phe Ser Glu Asp Gly Tyr 
305 310 315 

Arg Thr Val Val Gin Gly Thr Lys Lys Glu Gly Cys Thr lie Leu 
320 325 330 

Phe Met Met Leu Tyr Phe Phe Ser Met Ala Ser Ser lie Trp Trp 

335 340 345 

Val lie Leu Ser Leu Thr Trp Phe Leu Ala Ala Gly Met Lys Trp 
350 355 360 

Gly His Glu Ala lie Glu Ala Asn Ser Gin Tyr Phe His Leu Ala 
365 370 375 

Ala Trp Ala Val Pro Ala Val Lys Thr lie Thr lie Leu Ala Met 
380 385 390 

Gly Gin lie Asp Gly Asp Leu Leu Ser Gly Val Cys Phe Val Gly 
395 400 405 

Leu Asn Ser Leu Asp Pro Leu Arg Gly Phe Val Leu Ala Pro Leu 
410 415 420 

Phe Val Tyr Leu Phe lie Gly Thr Ser Phe Leu Leu Ala Gly Phe 
425 430 435 

Val Ser Leu Phe Arg lie Arg Thr lie Met Lys His Asp Gly Thr 
440 445 450 

Lys Thr Glu Lys Leu Glu Arg Leu Met Val Arg lie Gly Val Phe 
455 460 465 

Ser Val Leu Tyr Thr Val Pro Ala T"hr lie Val He Ala Cys Tyr 
470 475 480 

Phe Tyr Glu Gin Ala Phe Arg Glu His Trp Glu Arg Ser Trp Val 
485 490 495 

Ser Gin His Cys Lys Ser Leu Ala He Pro Cys Pro Ala His Tyr 
500 505 510 

Thr Pro Arg Met Ser Pro Asp Phe Thr Val Tyr Met He Lys Tyr 
515 520 525 

Leu Met Thr Leu He Val Gly He Thr Ser Gly Phe Trp He Trp 
530 535 540 

Ser Gly Lys Thr Leu His Ser Trp Arg Lys Phe Tyr Thr Arg Leu 
545 550 555 

Thr Asn Ser Arg His Gly Glu Thr Thr Val 
560 565 

<210> 97 
<211> 2294 
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<212> DNA 

<213> Homo sapien 

<400> 97 



aagcagttgt 


tttgctggaa 


ggagggagtg 


cgcgggctgc 


cccgggctcc 


50 


tccctgccgc 


ctcctctcag 


tggatggttc 


caggcaccct 


gtctggggca 


100 


gggagggcac 


aggcctgcac 


atcgaaggtg 


gggtgggacc 


aggctgcccc 


150 


tcgccccagc 


atccaagtcc 


tcccttgggc 


gcccgtggcc 


ctgcagactc 


200 


tcagggctaa 


ggtcctctgt 


tgctttttgg 


ttccacctta 


gaagaggctc 


250 


cgcttgacta 


agagtagctt 


gaaggaggca 


ccatgcagga 


gctgcatctg 


300 


ctctggtggg 


cgcttctcct 


gggcctggct 


caggcctgcc 


ctgagccctg 


350 


cgactgtggg 


gaaaagtatg 


gcttccagat 


cgccgactgt 


gcctaccgcg 


400 


acctagaatc 


cgtgccgcct 


ggcttcccgg 


ccaatgtgac 


tacactgagc 


450 


ctgtcagcca 


accggctgcc 


aggcttgccg 


gagggtgcct 


tcagggaggt 


500 


gcccctgctg 


cagtcgctgt 


ggctggcaca 


caatgagatc 


cgcacggtgg 


550 


ccgccggagc 


cctggcctct 


ctgagccatc 


tcaagagcct 


ggacctcagc 


600 


cacaatctca 


tctctgactt 


tgcctggagc 


gacctgcaca 


acctcagtgc 


650 


cctccaattg 


ctcaagatgg 


acagcaacga 


gctgaccttc 


atcccccgcg 


700 


acgccttccg 


cagcctccgt 


gctctgcgct 


cgctgcaact 


caaccacaac 


750 


cgcttgcaca 


cattggccga 


gggcaccttc 


accccgctca 


ccgcgctgtc 


800 


ccacctgcag 


atcaacgaga 


accccttcga 


ctgcacctgc 


ggcatcgtgt 


850 


ggctcaagac 


atgggccctg 


accacggccg 


tgtccatccc 


ggagcaggac 


900 


aacatcgcct 


gcacctcacc 


ccatgtgctc 


aagggtacgc 


cgctgagccg 


950 


cctgccgcca 


ctgccatgct 


cggcgccctc 


agtgcagctc 


agctaccaac 


1000 


ccagccagga 


tggtgccgag 


ctgcggcctg 


gttttgtgct 


ggcactgcac 


1050 


tgtgatgtgg 


acgggcagcc 


ggcccctcag 


cttcactggc 


acatccagat 


1100 


acccagtggc 


attgtggaga 


tcaccagccc 


caacgtgggc 


actgatgggc 


1150 


gtgccctgcc 


tggcacccct 


gtggccagct 


cccagccgcg 


cttccaggcc 


1200 


tttgccaatg 


gcagcctgct 


tatccccgac 


tttggcaagc 


tggaggaagg 


1250 


cacctacagc 


tgcctggcca 


ccaatgagct 


gggcagtgct 


gagagctcag 


1300 


tggacgtggc 


actggccacg 


cccggtgagg 


gtggtgagga 


cacactgggg 


1350 


cgcaggttcc 


atggcaaagc 


ggttgaggga 


aagggctgct 


atacggttga 


1400 


caacgaggtg 


cagccatcag 


ggccggagga 


caatgtggtc 


atcatctacc 


1450 
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■f- n i~ n 


"t-rrrrrraaccct 

L u ^ ^ CI. a ^ Vi> 


rr a crcf c t a p a CI 


^ ^ ^ V* d y ciiCi y 


crot ccct cicfcr 


1500 


O 4- rrC*C^r*C* 




^\^L.yv_<i,yyyi^ 


paaarTpr''l~pp 


■hcpt c1- 1 rt 1- 


1550 


ci" CT''^ c ^ c 

v_- L. L. v_l_-l_v_»CI.V^^_^ 


Iv- L. d y 


N — \ — a. v-» Vw-- ci ^ \^ 


crr'1"tccpt'aa 


Pt cct PPPPt 

\^ ^ >^ L« \^ \^ \^ \^ 


1600 


k> ^ V'V^^ CI ^ 


a;5't"crciccctt 


taagtgctgc 


aggggtctgg 


ggttggcaac 


1650 


1" rT'lrra nnc n 




apt"tT'apa1"1" 

Ct l» I— d V-- Ci ^ 


tt cctacctc 


tccttctaat 


1700 






i" PTTr'aar*'!"'!" 

l^V^X^V^^wdd^l,. I— 


c^" Pi CI Pi oof" a c 

V— * L> CL^ CI V-^ ^ C W N— - 


t"ppaaap1"acf 

V> ^ wd dd w L» d ^ 


1750 


+* pI" a crcra "h 

L- v<4 ' u ^ N-j a ^ 


acraat 1 1 oa t 

d V_J ^4 ^ It— *wJ ^riL 


cppptaactc 

\^ V-^ \^ \— Ci C4 C- XkN' 


actgtctgcg 


gtgctcattg 


1800 


L. ^ V L> CI CI V_'Cl U 


r'a1~*hrrr'r'1~ rr1~ 

V — * CX L> U V-^ L. L. 




p a rr rr CI rr p a or* 

CL y u y >^ d \A V-^ 


at'O'p't'aapciCf 


1850 


rr rf ^ r^'\~ c 


(-.do. u ^ d ci L. 


yyydyddyL'^ 


L-v_^dy i_yy L.yy 


dd L. L.v_>^dyy^ 


1900 




L-^ddyv^ L,yy\^ 




dc L.yyyyydd 


L_yydyv^ i.yyy 


1 950 




ydyy L.yy 


yddyodvjdv^d 


yyydd L.yyyd 


ydyydyyd i-y 


2000 


ggaayX-ciy"^ 


ag L.ggc L.ggi- 


d. t. gg c L. c L. g d 


\~ f* "f~ /T 

ggcucoctgy 


ygcc^i_gc uCd 








rf1--h1-t"r'-hrTa-t- 

y L.L.L.L.OL.ydL. 


gciT:T:T:ggggg 


v^L. L,yyydy 


2100 


cctttgtcct 


catctgagac 


tgaaatgtgg 


ggatccagga 


tggcttcctt 


2150 


cctcttaccc 


ttcctccctc 


agcctgcaac 


ctctatcctg 


gaacctgtcc 


2200 


tccctttctc 


cccaactatg 


catctgttgt 


ctgctcctct 


gcaaaggcca 


2250 


gccagcttgg 


gagcagcaga 


gaaataaaca 


gcatttctga 


tgcc 2294 





<210> 98 

<211> 428 

<212> PRT 

<213> Homo sapien 

<400> 98 

Met Gin Glu Leu His Leu Leu Trp Trp 
1 5 

Ala Gin Ala Cys Pro Glu Pro Cys Asp 
20 

Phe Gin lie Ala Asp Cys Ala Tyr Arg 
35 

Pro Gly Phe Pro Ala Asn Val Thr Thr 
50 

Arg Leu Pro Gly Leu Pro Glu Gly Ala 
65 

Leu Gin Ser Leu Trp Leu Ala His Asn 
80 

Ala Gly Ala Leu Ala Ser Leu Ser His 



Ala Leu 
10 

Cys Gly 
25 

Asp Leu 
40 

Leu Ser 
55 

Phe Arg 
70 

Glu lie 
85 

Leu Lys 
100 



Leu Leu 
Glu Lys 
Glu Ser 
Leu Ser 
Glu Val 
Arg Thr 
Ser Leu 



Gly Leu 
15 

Tyr Gly 
30 

Val Pro 
45 

Ala Asn 
60 

Pro Leu 
75 

Val Ala 
90 

Asp Leu 
105 



Ser His Asn Leu lie Ser Asp Phe Ala Trp Ser Asp Leu His Asn 

110 115 120 

Leu Ser Ala Leu Gin Leu Leu Lys Met Asp Ser Asn Glu Leu Thr 

125 130 135 

Phe lie Pro Arg Asp Ala Phe Arg Ser Leu Arg Ala Leu Arg Ser 

140 145 150 

Leu Gin Leu Asn His Asn Arg Leu His Thr Leu Ala Glu Gly Thr 

155 160 165 

Phe Thr Pro Leu Thr Ala Leu Ser His Leu Gin lie Asn Glu Asn 

170 175 180 

Pro Phe Asp Cys Thr Cys Gly lie Val Trp Leu Lys Thr Trp Ala 

185 190 195 

Leu Thr Thr Ala Val Ser lie Pro Glu Gin Asp Asn lie Ala Cys 

200 205 210 

Thr Ser Pro His Val Leu Lys Gly Thr Pro Leu Ser Arg Leu Pro 

215 220 225 

Pro Leu Pro Cys Ser Ala Pro Ser Val Gin Leu Ser Tyr Gin Pro 

230 235 240 

Ser Gin Asp Gly Ala Glu Leu Arg Pro Gly Phe Val Leu Ala Leu 

245 250 255 

His Cys Asp Val Asp Gly Gin Pro Ala Pro Gin Leu His Trp His 

260 265 270 

lie Gin lie Pro Ser Gly lie Val Glu lie Thr Ser Pro Asn Val 

275 280 285 

Gly Thr Asp Gly Arg Ala Leu Pro Gly Thr Pro Val Ala Ser Ser 

290 295 300 

Gin Pro Arg Phe Gin Ala Phe Ala Asn Gly Ser Leu Leu lie Pro 

305 310 315 

Asp Phe Gly Lys Leu Glu Glu Gly Thr Tyr Ser Cys Leu Ala Thr 

320 325 330 

Asn Glu Leu Gly Ser Ala Glu Ser Ser Val Asp Val Ala Leu Ala 

335 340 345 

Thr Pro Gly Glu Gly Gly Glu Asp Thr Leu Gly Arg Arg Phe His 

350 355 360 

Gly Lys Ala Val Glu Gly Lys Gly Cys Tyr Thr Val Asp Asn Glu 

365 370 375 

Val Gin Pro Ser Gly Pro Glu Asp Asn Val Val lie lie Tyr Leu 

380 385 390 

Ser Arg Ala Gly Asn Pro Glu Ala Ala Val Ala Glu Gly Val Pro 

395 400 405 
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Gly Gin Leu Pro Pro Gly Leu Leu Leu Leu Gly Gin Ser Leu Leu 
410 415 420 

Leu Phe Phe Phe Leu Thr Ser Phe 
425 

<210> 99 

<211> 6894 

<212> DNA 

<213> Homo sapien 

<400> 99 



tgacccggtc 


cgtgtgggcc 


agcgggaagg 


aagccagttg 


agggaagttc 


50 


tccatgaatg 


tacgtcacaa 


tgatgatgac 


cgaccaaatc 


cctctggaac 


100 


tgccaccatt 


gctgaacgga 


gaggtagcca 


tgatgcccca 


cttggtgaat 


150 


ggagatgcag 


ctcagcaggt 


tattctcgtt 


caagttaatc 


caggtgagac 


200 


tttcacaata 


agagcagagg 


atggaacact 


tcagtgcatt 


caaggacctg 


250 


ctgaagttcc 


catgatgtca 


cccaatggat 


ccattcct cc 


cattcatgtg 


300 


cctccaggtt 


atatctcaca 


ggtgattgaa 


gatagtactg 


gagtccgccg 


350 


ggtggtggtc 


acaccccagt 


ctcctgagtg 


ttatccccca 


agctacccct 


400 


cagccatgtc 


tccaacccat 


catctccctc 


cctatctgac 


tcaccatcca 


450 


cattttattc 


ataactcaca 


cacggcttac 


tacccacctg 


ttaccggacc 


500 


tggagatatg 


ccgcctcagt 


tttttcccca 


gcatcatctt 


ccccacacaa 


550 


tatatggtga 


gcaagaaatt 


ataccatttt 


atggaatgtc 


aagctacatc 


600 


acccgagaag 


accagtacag 


caagcctccg 


cacaaaaaac 


tgaaagaccg 


650 


ccagatcgat 


cgccagaacc 


gactcaacag 


acctccttct 


gcta cctaca 


700 


aaagcagctg 


cacaacagta 


tacaatggct 


atgggaaggg 


ccatagtggt 


750 


ggaagtggcg 


gaggcggcag 


cggtagtggt 


cccggaatta 


agaaaacaga 


800 


gcgacgagca 


agaagcagcc 


caaagtcgaa 


tgattcagac 


ttgcaagaat 


850 


atgagttgga 


agtaaagagg 


gtgcaagaca 


ttctttcggg 


aatagagaaa 


900 


ccacaggttt 


ctaatattca 


ggcaagagca 


gttgtgttgt 


cctgggctcc 


950 


ccctgttgga 


ctttcctgtg 


gaccccacag 


tggtctttcc 


ttcccctaca 


1000 


gttacgaggt 


ggccttatca 


gacaaaggac 


gagatggaaa 


atacaagata 


1050 


atttacagtg 


gagaagaatt 


agaatgtaac 


ctgaaagatc 


ttagaccagc 


1100 


aacagattat 


catgtgaggg 


tgtatgccat 


gtacaattcc 


gtaaagggat 


1150 


cctgctccga 


gcctgttagc 


ttcaccaccc 


acagctgtgc 


acccgagtgt 


1200 


cctttccccc 


ctaagctggc 


acataggagc 


aaaagttcac 


taaccctgca 


1250 
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ccaa t t aaca 


arrirrt t ca a a 


acrt" ocsciri t" era 


crocraaaaacra 

^ U ^4 C4 Ct C4 CI CI ^ d 


aatacftrrntt 


3gCCa.g3.agC 


actgca3gtt 


d \^ d d. d ^ C- 


3t1"caciapt'cr 

0 w V- CI ^ \-4 \^ 


QCPCfctcaaa 

V-^ \^ \^ *-4 I— \^ ^ CL d 


arrrar^at t rrrr 

d w u d v-* a I.. 1^ y y 


°^y y '-y y *-y '-y 


ctacacatta 

^ CL Cc CL ^ L« CI 


crcraaa t a t 








acraacrar't" crt" 


tpanpf^cracrn 
d y ^ *M 


aacrt crat f^ar* 
ciciy ^yci<>«^civ^ 


acrcra t" aa a a a 

0 u V. <^ u CI CI CI 


^ ^ Cl ^ d u. w ^ L- 


ttrT'ar'f^oaa 




Cl Cl CL Cl CL L.V_'l_ 


\— ddddyddy 




dd L.CIV^^^C1C1U 


ydddddUL^ ^y 


crtapaaccracr 

W U \^ Gi ^ ~3 ^ y 


^ l_ U d \_> d 


cc^f' nn^ cc'i~ c 

\^ \^ \^ y y d ^w* 




C,aL.CUCaL.gg 


cucudgLgcc 




t*^artaaa+*r»r' 


t r'a a rrt a r'l" i" 


CIL. L. l_ CI 0. \-j V-^ 


^^ddi—^civ^ i^^v^ 


yddy l. 




^^^v^dv^ u u^dd 


dOOdyy^^dO i_ 






dodyov^dy ^y 


^ ^ ci <w d v_ i^ctd^ 


^d u c y ^ d ^ d 


yy L.^ddL.y UL« 


Cl >H cL V^Ci d CI ^ \^ 


a \^ a a a\-j cL a \^ i_ 


^^dL<L. L-dydy 


ClCl^ yj \^ L. 




/-T +- zj .3 <T n "f~ 
dy i.d^^dyoy L. 


a. V-^ d L- 




f~'Atrmr*r'r'a rr 


33cctgcttc 


ctggaaccgt 


gt at cgct t c 


tggagggt at 


aatccctatt 


ctcratcrtr'tc 


ggcct cot gg 


acaatgcaaa 


crcacptt crt a 


tgtgt cttag 


t aaot t Qcraa 
'-yyy'-'-yyy° 


craat cct aat 


agagtacagg 


t t ggaat ggg 




atcatgggac 


ag3C3cccgt 


U> L« W ^ CI d- d V- Q a 


cagtattgct 


gtagactaca 


ggccttcaat 


cagtgaactt 


gtcctttgcc 


agacgccagc 


ccactctctg 


tgtcctggag 


gaggagcccc 


ccttctgcgt 


gccttgtact 


gaactgggaa 



aatcaccaac taccttttag 1300 
tcagacagtg cttcttcggg 1350 
tgtccggcaa tggggtacac 1400 
taccagtggt tatagccaag 1450 
ctcagatgcc ttctgcacca 1500 
acgttgcagt ggagtaagcc 1550 
ctacaccttg gaaattcagg 1600 
aatacactgg agaggattta 1650 
ac3C3gt3t3 C3ttc3ggct 1700 
tccaagcgaa gttcttgttt 1750 
ctaccagacc gcttgtcaaa 1800 
aaatgggatc cccctaagga 1850 
gctagagatt actgatggaa 1900 
acagtgggtc ggctaccgaa 1950 
ttgtaca3ac tccgagc3tg 2000 
ttctgaaagt ctccctgttc 2050 
gaccaccgag ggttttgggt 2100 
tgggatgttc ctgcatcgga 2150 
ggagatgacg gagcccg33g 2200 
agctgg3gtg caccgtcggc 2250 
cgggtg3ggg ctctgaatga 2300 
agaaattacc actgctgcag 2350 
tttcttgtac acctgatgga 2400 
agttctggtg ctgacatctc 2450 
agaatcctta gaactcattt 2500 
g3g3cctgtt gcctgctgc3 2550 
caagcagggg cagggccgta 2600 
gtctgcccct gaccccgtct 2650 
ttgatgccta ccctgattca 2700 
gagccgtgca ataacggstc 2750 



199 



tgaaatcctt 


gcttacacca 


ttgatctagg 


gcaacaccac 


catgcatgtt 


atgaaagatc 


cggatcagaa 


ttcaggctat 


aaatgaaatt 


gttcattaaa 


gcaaaaactc 


ggccattacc 


aatgtgctgc 


tgctggtcct 


cagagcctga 


aactccaaga 


cacatgctgc 


tgaggacatt 


ggacagaaac 


aagaggttta 


tttcaatcta 


acaaggtcca 


gagactgacg 


gaattcacat 


gcagcaagcg 


aggctggaga 


agggcccttc 


cacaaccaaa 


agtgtccccc 


ccaccatcaa 


tagaaggaaa 


ttcatgtgaa 


attttatggg 


ggtgaccctg 


ttaactacat 


tctgcaggta 


gtacaaacag 


gtgtacaagg 


gagaagaagc 


tccagaccaa 


cacagactac 


aggttccgcg 


ttagacacct 


ctcaggagct 


aagcggagcc 


tgtattacaa 


cgaagtgagg 


tcatgcttac 


atgatcccaa 


aatgaagagc 


atgatgccta 


atcattgtgc 


ttggctttgc 


aactttgtcc 


acagtacttc 


ttaatgaagt 


aaacccaaca 


tgctacacat 


tttaatacac 


acatttattc 


cccttttgtt 


ttttgattta 


tatactctgt 


aaaaatgtca 


gtgttttggt 


gcaccttttt 


ggttaaactg 


gatttttttt 


tttaaaaaaa 


tataccagat 


accaaaagct 


agctttctta 


gatttacctt 


cattctgttt 


tcactgatgt 


tttttttttt 


gttacagttt 


agtaatttat 


gtcttgaaca 


tctgtatctg 


taaacatgaa 


gggctaggat 


ttcagtgttg 


tcagagtatt 


tacagaagat 


atgttcactc 


agataagact 


cactcagtta 


tttaactgtg 


tttagctcat 


taatctaaaa 


tgttttaata 


atctgtattt 



agacactagc attaccgtgg 2800 
tccttccaga aaccacctac 2850 
ggagctggac catttagtca 2 900 
acccttgcct cctaggctag 2950 
agctaaaatg gggagacagt 3000 
gtgtacacac tacagctgga 3050 
cagaggaccc agccacacct 3100 
gctactcctt cagaatccag 3150 
tcagaaacct ataccttcag 3200 
agcacctcga gtaacacagt 3250 
agacggtacc atcaatgaaa 3300 
ttggttggaa gagaatctga 3350 
cacattccaa atctcaggcc 3400 
tatgtgcgtg tcgtcgctgt 3450 
ttcagcccct ctgcggcttt 3500 
aggggacatg gggagcttag 3550 
ctgatgaaca gtttgcagcc 3600 
attttatttg cctttatatt 3650 
aaactagagg tatgaattaa 3700 
agatactccc ctttttaaag 3750 
tttacagatt tagctagaaa 3800 
gaaatgcaaa actaggaaaa 3850 
agaaaaaaaa agaagaaaag 3900 
tgttttcctt taaattttca 3950 
cttttgcaag cctttgattt 4000 
attcaccagt cacttcatat 4050 
tcaccgtgtg tgtacttaca 4100 
accacacagc aacagcaaca 4150 
gccctaaaca accattttgt 4200 
ttaaatcaaa atgtgtactt 4250 
cttataattt taacactatg 4300 
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arrnl'crr'ctcrt' 

Cl ^ W l> ^ V-f U> ^ 
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agcagt aact 


ttaagagggc 


4400 
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agtct tctt a 
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agtgat t gaa 


ttt caat acc 


t t aat t caat 
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a dt crcaaacrt 

d \^ \J d d d ^ 


crttar'tptta 

^ L d w ^ ^ L. ^ d 




5050 


ttoaatcata 


acrataatpaa 

d ^ d d d I' d CL 


ttttaancca 

^ ^ ^.^ ^ d d V^d 


aacftcattrrrr 


at tatt tat a 

dU.UidL.l..l..Cll.d 


5100 


"t'o^^arrl'r'r'al" 

l_ ^ d Cl U i. ^ L> 


aa"t"ni""t"r'rrarr 

d d U I. ^ U d ^ 


"t" a oa rroTr 

d W ^ d ^ M ^ 


apai"*l~'f~aaria 


gttggaggtg 


«J X .J w 


caaatatatt 

^.^ddd^dL-dl— L. 


opaaaacicfCft 

Vrf d d d d \^ 


cir'aacarrar'a 

^ d d V^d ^ d V^d 


cari'hrr'ha'hr'C 

V-'d <^ d 




5200 


atttttatat 


atttttacta 


cttaattttt 


pttrral" cata 


act att tt nt 


5250 


^ y a L- L- 


I— Q L- ^w-* CI CI 


\-A CL CI CI I— 




l»^L. L.a UCliClL.Cll_ 


5300 


t ccca t acca 


aagtcatggg 


gaaacaaaca 


ttattttgtt 


tttaatttat 


5350 


ttatact at a 


ttctgcat ac 


agt act t t aa 


at gccaat t a 


caatacaatc 


5400 


tttatttatt 


gtaaaat t t t 


t taagt gt ac 


ttatcftacta 


attttccctt 


5450 


gtagcat gt t 


atatttttgt 


gttttatact 


tttgtaattt 


t aggt cagt c 


5500 


ttgttccttg 


gcaacat ctg 


tagtattatt 


aat ct t ct ga 


cattttctta 


5550 


tgtttttaaa 


aagataagag 


cat ct agt gc 


attaaatgcc 


aaaaaaaaaa 


5600 


tacattatca 


gtgattgaaa 


cgtttacatg 


tacccaaaaa 


ccataatcat 


5650 


ctcttggaag 


aaaatgctga 


gatcaatgaa 


ttattctgtg 


tgcctatatt 


5700 


gacgtagtga 


gtactagaga 


gttctgtatt 


ttattattga 


ctataataat 


5750 


tagtttaatt 


agctttgcaa 


actgatggca 


tcaaggtaaa 


tatatttttg 


5800 
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ccaaagttct 


ggccttccaa 


aactcacccc 


cttatttaaa 


tgtgtgctat 


5850 


gacccactat 


gaccacagca 


tctgcatttt 


ctaaaaaatt 


ccatgcaggt 


5900 


gttttgggga 


gaggtatttt 


ttaagcaatg 


aaaattcaac 


tgagtacaaa 


5950 


gccccctctt 


ggggggttgg 


ggaagtctct 


tttttgaaac 


acttcagaac 


6000 


tgctgctata 


aagaaattct 


ctaattggtt 


gaattttttt 


tttaagtaaa 


6050 


tagtacttta 


ggccaaaatt 


tatatgaata 


tttgatcttc 


ttgagatttt 


6100 


catactatca 


tttaaccacc 


aggaagctga 


agtgtgtgaa 


gtacaaagct 


6150 


gacagcactt 


tattttattg 


ctctccatta 


tttggtattc 


attatattcc 


6200 


ttcagtcaga 


aaattattac 


tctctatggc 


actgtttttt 


atcacaaata 


6250 


tgtatatgtg 


atattgatat 


ataactatat 


atattgccat 


cacacacgaa 


6300 


caataaaata 


aagtgttcta 


ttaacctgat 


ctctttgccc 


ttttgctatg 


6350 


tgaggagtga 


atgagtggcc 


ttctgatgct 


ctgactcttc 


tctgtatgtc 


6400 


aaactcatcc 


ctggcacaag 


aaattccagt 


catgtgaagc 


aaactgccct 


6450 


ttgtcctcaa 


agaaattgtt 


gaaaaagaaa 


actttttaaa 


gagatttttt 


6500 


gcatattctc 


tgccttgttc 


ttatcaactt 


gaaatgttgg 


cattttctaa 


6550 


ccttgttttg 


ttggctacaa 


taattcagta 


ttcatgtcaa 


aattgagaag 


6600 


tgccctaatt 


gaatgtgttt 


gaatgttatc 


cttgcacaat 


tctttaaatt 


6650 


gaaagataaa 


atgttttacc 


tcactgttgg 


acatacattc 


caagctttt c 


6700 


aactctagga 


gaaaaagaaa 


atcatgtttt 


cctgtattgt 


aaattttaga 


6750 


ctatttcata 


tacattgtat 


taaaactgcc 


atatcaattt 


taatgtatag 


6800 


attttgcaaa 


tattatgcta 


tatgtaatac 


ctaactgtat 


ctgtagtgta 


6850 


tatgtaatat 


atttatgccc 


aataaatgtt 


ttaattcttt 


ctga 6894 





<210> 100 

<211> 1204 

<212> PRT 

<213> Homo sapien 



<400> 100 

Met Tyr Val Thr Met Met Met Thr Asp Gin lie Pro Leu Glu Leu 
15 10 15 

Pro Pro Leu Leu Asn Gly Glu Val Ala Met Met Pro His Leu Val 
20 25 30 

Asn Gly Asp Ala Ala Gin Gin Val lie Leu Val Gin Val Asn Pro 
35 40 45 

Gly Glu Thr Phe Thr lie Arg Ala Glu Asp Gly Thr Leu Gin Cys 
50 55 60 
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lie Gin Gly Pro Ala Glu Val Pro Met Met Ser Pro Asn Gly Ser 
65 70 75 

lie Pro Pro lie His Val Pro Pro Gly Tyr lie Ser Gin Val lie 
80 85 90 

Glu Asp Ser Thr Gly Val Arg Arg Val Val Val Thr Pro Gin Ser 
95 100 105 

Pro Glu Cys Tyr Pro Pro Ser Tyr Pro Ser Ala Met Ser Pro Thr 
110 115 120 

His His Leu Pro Pro Tyr Leu Thr His His Pro His Phe lie His 
125 130 135 

Asn Ser His Thr Ala Tyr Tyr Pro Pro Val Thr Gly Pro Gly Asp 
140 145 150 

Met Pro Pro Gin Phe Phe Pro Gin His His Leu Pro His Thr lie 
155 160 165 

Tyr Gly Glu Gin Glu lie lie Pro Phe Tyr Gly Met Ser Ser Tyr 
170 175 180 

lie Thr Arg Glu Asp Gin Tyr Ser Lys Pro Pro His Lys Lys Leu 
185 190 195 

Lys Asp Arg Gin lie Asp Arg Gin Asn Arg Leu Asn Arg Pro Pro 
200 205 210 

Ser Ala lie Tyr Lys Ser Ser Cys Thr Thr Val Tyr Asn Gly Tyr 
215 220 225 

Gly Lys Gly His Ser Gly Gly Ser Gly Gly Gly Gly Ser Gly Ser 
230 235 240 

Gly Pro Gly lie Lys Lys Thr Glu Arg Arg Ala Arg Ser Ser Pro 
245 250 255 

Lys Ser Asn Asp Ser Asp Leu Gin Glu Tyr Glu Leu Glu Val Lys 
260 265 270 

Arg Val Gin Asp lie Leu Ser Gly lie Glu Lys Pro Gin Val Ser 

275 ■ 280 285 

Asn lie Gin Ala Arg Ala Val Val Leu Ser Trp Ala Pro Pro Val 
290 295 300 

Gly Leu Ser Cys Gly Pro His Ser Gly Leu Ser Phe Pro Tyr Ser 
305 310 315 

Tyr Glu Val Ala Leu Ser Asp Lys Gly Arg Asp Gly Lys Tyr Lys 
320 325 330 

lie lie Tyr Ser Gly Glu Glu Leu Glu Cys Asn Leu Lys Asp Leu 
335 340 345 

Arg Pro Ala Thr Asp Tyr His Val Arg Val Tyr Ala Met Tyr Asn 
350 355 360 
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Ser Val Lys 
Ser Cys Ala 
Ser Lys Ser 
Gly Ser Lys 
Arg Asn Ser 
Cys Lys Leu 
Leu Ala Ala 
Val Val Cys 
Pro Arg Leu 
Ser Lys Pro 
Leu Glu lie 
Tyr Thr Gly 
Ser Thr Gin 
Lys Ser Cys 
Arg Pro Gly 
Ser His Gly 
Gly Ser Glu 
Ser Glu Ala 
Glu Tyr Thr 
Arg Ala Cys 
Ser Leu Pro 



Gly Ser Cys 
365 

Pro Glu Cys 
380 

Ser Leu Thr 
395 

lie Thr Asn 
410 

Gly Phe Arg 
425 

Thr Lys Leu 
440 

Arg Asn Asp 
455 

Tyr Thr Leu 
470 

Val Arg Ala 
485 

Glu Gly Cys 
500 

Gin Glu Asp 
515 

Glu Asp Leu 

530 

Tyr Thr Phe 
545 

Pro Ser Glu 
560 

Pro Pro Thr 
575 

Phe Ser Val 
590 

lie Leu Lys 
605 

Asn Gin Trp 
620 

Phe Thr His 
635 

Cys lie Ser 
650 

Val Arg Thr 



Ser Glu Pro 
Pro Phe Pro 
Leu Gin Trp 
Tyr Leu Leu 
Gin Cys Phe 
Cys Pro Ala 
lie Gly Thr 
Gly Asn lie 
Gly lie Thr 
Ser Pro Glu 
Glu Asn Asp 
Thr Cys Thr 
Arg Leu Thr 
Val Leu Val 
Arg Pro Leu 
Lys Trp Asp 
Tyr Leu Leu 
Glu Val Ala 
Leu Lys Pro 
Thr Gly Gly 
Leu Ser lie 



Val Ser Phe 
370 

Pro Lys Leu 
385 

Lys Ala Pro 
400 

Glu Trp Asp 
415 

Phe Gly Ser 
430 

Met Gly Tyr 
445 

Ser Gly Tyr 
460 

Pro Gin Met 
475 

Trp Val Thr 
490 

Glu Val lie 
505 

Asn Leu Phe 
520 

Val Lys Asn 

535 

Ala Ser Asn 
550 

Cys Thr Thr 
565 

Val Lys Gly 
580 

Pro Pro Lys 
595 

Glu He Thr 
610 

Tyr Ser Gly 
625 

Gly Thr Leu 
640 

His Ser Gin 
655 

Ala Pro Gly 



Thr Thr His 
375 

Ala His Arg 
390 

He Asp Asn 
405 

Glu Gly Lys 
420 

Gin Lys His 
435 

Thr Phe Arg 
450 

Ser Gin Glu 
465 

Pro Ser Ala 
480 

Leu Gin Trp 
495 

Thr Tyr Thr 
510 

His Pro Lys 
525 

Leu Lys Arg 
540 

Thr Glu Gly 
555 

Ser Pro Asp 
570 

Pro Val Thr 
585 

Asp Asn Gly 
600 

Asp Gly Asn 
615 

Ser Ala Thr 
630 

Tyr Lys Leu 
645 

Cys Ser Glu 
660 

Gin Cys Arg 
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665 670 675 

Pro Pro Arg Val Leu Gly Arg Pro Lys His Lys Glu Val His Leu 

680 685 690 

Glu Trp Asp Val Pro Ala Ser Glu Ser Gly Cys Glu Val Ser Glu 

695 700 705 

Tyr Ser Val Glu Met Thr Glu Pro Glu Asp Val Ala Ser Glu Val 

710 715 720 

Tyr His Gly Pro Glu Leu Glu Cys Thr Val Gly Asn Leu Leu Pro 

725 730 735 

Gly Thr Val Tyr Arg Phe Arg Val Arg Ala Leu Asn Asp Gly Gly 

740 745 750 

Tyr Gly Pro Tyr Ser Asp Val Ser Glu lie Thr Thr Ala Ala Gly 

755 760 765 

Pro Pro Gly Gin Cys Lys Ala Pro Cys lie Ser Cys Thr Pro Asp 

770 775 780 

Gly Cys Val Leu Val Gly Trp Glu Ser Pro Asp Ser Ser Gly Ala 

785 790 795 

Asp lie Ser Glu Tyr Arg Leu Glu Trp Gly Glu Asp Glu Glu Ser 

800 805 810 

Leu Glu Leu lie Tyr His Gly Thr Asp Thr Arg Phe Glu He Arg 

815 820 825 

Asp Leu Leu Pro Ala Ala Gin Tyr Cys Cys Arg Leu Gin Ala Phe 

830 835 840 

Asn Gin Ala Gly Ala Gly Pro Tyr Ser Glu Leu Val Leu Cys Gin 

845 850 855 

Thr Pro Ala Ser Ala Pro Asp Pro Val Ser Thr Leu Cys Val Leu 

860 865 870 

Glu Glu Glu Pro Leu Asp Ala Tyr Pro Asp Ser Pro Ser Ala Cys 

875 880 885 

Leu Val Leu Asn Trp Glu Glu Pro Cys Asn Asn Gly Ser Glu lie 

890 895 900 

Leu Ala Tyr Thr He Asp Leu Gly Asp Thr Ser He Thr Val Gly 

905 910 915 

Asn Thr Thr Met His Val Met Lys Asp Leu Leu Pro Glu Thr Thr 

920 925 930 

Tyr Arg lie Arg He Gin Ala He Asn Glu He Gly Ala Gly Pro 

935 940 945 

Phe Ser Gin Phe He Lys Ala Lys Thr Arg Pro Leu Pro Pro Leu 

950 955 960 

Pro Pro Arg Leu Glu Cys Ala Ala Ala Gly Pro Gin Ser Leu Lys 

965 970 975 
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Leu Lys Trp Gly Asp Ser Asn Ser Lys Thr His Ala Ala Glu Asp 
980 985 990 



lie Val Tyr Thr Leu Gin Leu Glu Asp Arg Asn Lys Arg Phe lie 
995 1000 1005 

Ser lie Tyr Arg Gly Pro Ser His Thr Tyr Lys Val Gin Arg Leu 
1010 1015 1020 

Thr Glu Phe Thr Cys Tyr Ser Phe Arg lie Gin Ala Ala Ser Glu 
1025 1030 1035 

Ala Gly Glu Gly Pro Phe Ser Glu Thr Tyr Thr Phe Ser Thr Thr 
1040 1045 1050 

Lys Ser Val Pro Pro Thr lie Lys Ala Pro Arg Val Thr Gin Leu 
1055 1060 1065 

Glu Gly Asn Ser Cys Glu lie Leu Trp Glu Thr Val Pro Ser Met 
1070 1075 1080 

Lys Gly Asp Pro Val Asn Tyr lie Leu Gin Val Leu Val Gly Arg 
1085 1090 1095 

Glu Ser Glu Tyr Lys Gin Val Tyr Lys Gly Glu Glu Ala Thr Phe 
1100 1105 1110 

Gin lie Ser Gly Leu Gin Thr Asn Thr Asp Tyr Arg Phe Arg Val 
1115 1120 1125 

Cys Ala Cys Arg Arg Cys Leu Asp Thr Ser Gin Glu Leu Ser Gly 
1130 1135 1140 

Ala Phe Ser Pro Ser Ala Ala Phe Val Leu Gin Arg Ser Glu Val 
1145 1150 1155 

Met Leu Thr Gly Asp Met Gly Ser Leu Asp Asp Pro Lys Met Lys 
1160 1165 1170 

Ser Met Met Pro Thr Asp Glu Gin Phe Ala Ala lie lie Val Leu 
1175 1180 1185 

Gly Phe Ala Thr Leu Ser lie Leu Phe Ala Phe lie Leu Gin Tyr 
1190 • 1195 1200 



Phe Leu Met Lys 



<210> 101 

<211> 2565 

<212> DNA 

<213> Homo sapien 



<400> 101 

tcgcgatgct gctgcgcctg ttgctggcct gggcggccgc agggcccaca 50 

ctgggccagg acccctgggc tgctgagccc cgtgccgcct gcggccccag 100 

cagctgctac gctctcttcc cacggcgccg caccttcctg gaggcctggc 150 
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gggcctgccg 


cgagctgggg 


ggcgacctgg 


ccactcctcg 


gacccccgag 


200 


gaggcccagc 


gtgtggacag 


cctggtgggt 


gcgggcccag 


ccagccggct 


250 


gctgtggatc 


gggctgcagc 


ggcaggcccg 


gcaatgccag 


ctgcagcgcc 


300 


cactgcgcgg 


cttcacgtgg 


accacagggg 


accaggacac 


ggctttcacc 


350 


aactgggccc 


agccagcctc 


tggaggcccc 


tgcccggccc 


agcgctgtgt 


400 


ggccctggag 


gcaagtggcg 


agcaccgctg 


gctggagggc 


tcgtgcacgc 


450 


tggctgtcga 


cggctacctg 


tgccagtttg 


gcttcgaggg 


cgcctgcccg 


500 


gcgctgcaag 


atgaggcggg 


ccaggccggc 


ccagccgtgt 


ataccacgcc 


550 


cttccacctg 


gtctccacag 


agtttgagtg 


gctgcccttc 


ggctctgtgg 


600 


ccgctgtgca 


gtgccaggct 


ggcaggggag 


cctctctgct 


ctgcgtgaag 


650 


cagcctgagg 


gaggtgtggg 


ctggtcacgg 


gctgggcccc 


tgtgcctggg 


700 


gactggctgc 


agccctgaca 


acgggggctg 


cgaacacgaa 


tgtgtggagg 


750 


aggtggatgg 


tcacgtgtcc 


tgccgctgca 


ctgagggctt 


ccggctggca 


800 


gcagacgggc 


gcagttgcga 


ggacccctgt 


gcccaggctc 


cgtgcgagca 


850 


gcagtgtgag 


cccggtgggc 


cacaaggcta 


cagctgccac 


tgtcgcctgg 


900 


gtttccggcc 


agcggaggat 


gatccgcacc 


gctgtgtgga 


cacagatgag 


950 


tgccagattg 


ccggtgtgtg 


ccagcagatg 


tgtgtcaact 


acgttggtgg 


1000 


cttcgagtgt 


tattgtagcg 


agggacatga 


gctggaggct 


gatggcatca 


1050 


gctgcagccc 


tgcaggggcc 


atgggtgccc 


aggcttccca 


ggacctcgga 


1100 


gatgagttgc 


tggatgacgg 


ggaggatgag 


gaagatgaag 


acgaggcctg 


1150 


gaaggccttc 


aacggtggct 


ggacggagat 


gcctgggatc 


ctgtggatgg 


1200 


agcctacgca 


gccgcctgac 


tttgccctgg 


cctatagacc 


gagcttccca 


1250 


gaggacagag 


agccacagat 


accctacccg 


gagcccacct 


ggccaccccc 


1300 


gctcagtgcc 


cccagggtcc 


cctaccactc 


ctcagtgctc 


tccgtcaccc 


1350 


ggcctgtggt 


ggtctctgcc 


acgcatccca 


cactgccttc 


tgcccaccag 


1400 


cctcctgtga 


tccctgccac 


acacccagct 


ttgtcccgtg 


accaccagat 


1450 


ccccgtgatc 


gcagccaact 


atccagatct 


gccttctgcc 


taccaacccg 


1500 


gtattctctc 


tgtctctcat 


tcagcacagc 


ctcctgccca 


ccagccccct 


1550 


atgatctcaa 


ccaaatatcc 


ggagctcttc 


cctgcccacc 


agtcccccat 


1600 


gtttccagac 


acccgggtcg 


ctggcaccca 


gaccaccact 


catttgcctg 


1650 


gaatcccacc 


taaccatgcc 


cctctggtca 


ccaccctcgg 


tgcccagcta 


1700 
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\mp w& %^ V,* 


cct t gt cct c 


aaaacccacicf 


ccacccacrct 

\»« d V«> X^^d \J \^ 


1750 


tcccattatc 


ccaactgccc 


agccctct ct 


V4 CL \^ 


t ccaacft ccc 

W Ci ^ \^ \^ \^ 


1800 


ct gt gt ct cc 


tgcccat caa 


atct ct gtgc 


ctgctgccac 


ccagcccgca 


1850 


gccctcccca 


ccctcctgcc 


ct ct cagagc 


cccactaacc 


agacctcacc 


1900 


cat cacrccct 


acacat cccc 


a 1 1 cc33.3.gc 


%^ CL wi ^ 


ccaaaacraaa 

\^ Gk Wft \4 \4 ^ Wl %J 


1950 


atacrccccao 


tcccaaatta 


gccctgtggc 


taccctcacc 


d W L. \^ ^ Vod V* d 


2000 


gcagccccaa 


cagccctggg 


ggaggct ggt 


cttgccgagc 


CL d \^ \^ CL CL 


2050 


ggat gaccgg 


t ggct gctgg 


t ggcact cct 


ggtgccaacg 


tatatctttt 


2100 






ncic Rf" cnf' nt 


CI ^ \— Cl ^ ^ V— 




2150 


L« 1^ \ml^ O V-^ X-^ Q. 


acaagcgcat 


cactgactgc 


tatcactcfcicr 


tcatccatcrc 


2200 






u CI Vi^ ^ CI V. U w 








rrnrrt" rtos o a 

^ ^ ^ ^ ^ \^CL ^ CL ^ 


u ^ Cl ^ CL CL V_< ^ 


acrr'crtcrtrfat 

a ^ ^ ^ ^ L> ^ a ^ 




rTT'r^rT't r^^»t 


2300 


era a crl" al" ocrcf 

3 y ^ y V» C» y y y 


opap't'Cfciar'a 

^ v>^^ ^ ^ ^ a. a 


cat dcjcccicici 






2350 


gggctgccca 


gctggacaga 


tggcttcctg 


ctccccaggc 


ccagccaggg 


2400 


tcctctctca 


accactagac 


ttggctctca 


ggaactctgc 


ttcctggccc 


2450 


agcgctcgtg 


accaaggata 


caccaaagcc 


cttaagacct 


cagggggcgg 


2500 


gtgctggggt 


cttctccaat 


aaatggggtg 


tcaaccttaa 


aaaaaaaaaa 


2550 



aaaaaaaaaa aaaaa 2565 

<210> 102 
<211> 757 
<212> PRT 
<213> Homo sapien 

<400> 102 
Met Leu Leu Arg Leu Leu 
1 5 

Leu Gly Gin Asp Pro Trp 
20 

Pro Ser Ser Cys Tyr Ala 
35 

Glu Ala Trp Arg Ala Cys 
50 

Pro Arg Thr Pro Glu Glu 
65 

Ala Gly Pro Ala Ser Arg 
80 
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Leu Ala Trp Ala Ala Ala Gly Pro Thr 
10 15 

Ala Ala Glu Pro Arg Ala Ala Cys Gly 
25 30 

Leu Phe Pro Arg Arg Arg Thr Phe Leu 
40 45 

Arg Glu Leu Gly Gly Asp Leu Ala Thr 
55 60 

Ala Gin Arg Val Asp Ser Leu Val Gly 
70 75 

Leu Leu Trp lie Gly Leu Gin Arg Gin 
85 90 



Ala Arg Gin 
Thr Thr Gly 
Ala Ser Gly 
Ala Ser Gly 
Val Asp Gly 
Ala Leu Gin 
Thr Pro Phe 
Gly Ser Val 
Leu Leu Cys 
Ala Gly Pro 
Gly Cys Glu 
Cys Arg Cys 
Cys Glu Asp 
Pro Gly Gly 
Arg Pro Ala 
Cys Gin lie 
Gly Gly Phe 
Asp Gly lie 
Ser Gin Asp 
Glu Asp Glu 
Glu Met Pro 



Cys Gin Leu 
95 

Asp Gin Asp 
110 

Gly Pro Cys 

125 

Glu His Arg 
140 

Tyr Leu Cys 
155 

Asp Glu Ala 
170 

His Leu Val 
185 

Ala Ala Val 

200 

Val Lys Gin 
215 

Leu Cys Leu 
230 

His Glu Cys 
245 

Thr Glu Gly 
260 

Pro Cys Ala 
275 

Pro Gin Gly 
290 

Glu Asp Asp 
305 

Ala Gly Val 
320 

Glu Cys Tyr 
335 

Ser Cys Ser 
350 

Leu Gly Asp 
365 

Asp Glu Ala 
380 

Gly lie Leu 



Gin Arg Pro 
•Thr Ala Phe 
Pro Ala Gin 
Trp Leu Glu 
Gin Phe Gly 
Gly Gin Ala 
Ser Thr Glu 
Gin Cys Gin 
Pro Glu Gly 
Gly Thr Gly 
Val Glu Glu 
Phe Arg Leu 
Gin Ala Pro 
Tyr Ser Cys 
Pro His Arg 
Cys Gin Gin 
Cys Ser Glu 
Pro Ala Gly 
Glu Leu Leu 
Trp Lys Ala 
Trp Met Glu 



Leu Arg Gly 
100 

Thr Asn Trp 
115 

Arg Cys Val 
130 

Gly Ser Cys 
145 

Phe Glu Gly 
160 

Gly Pro Ala 
175 

Phe Glu Trp 
190 

Ala Gly Arg 
205 

Gly Val Gly 
220 

Cys Ser Pro 
235 

Val Asp Gly 
250 

Ala Ala Asp 

265 

Cys Glu Gin 
280 

His Cys Arg 
295 

Cys Val Asp 
310 

Met Cys Val 
325 

Gly His Glu 
340 

Ala Met Gly 
355 

Asp Asp Gly 
370 

Phe Asn Gly 
385 

Pro Thr Gin 



Phe Thr Trp 
105 

Ala Gin Pro 
120 

Ala Leu Glu 
135 

Thr Leu Ala 
150 

Ala Cys Pro 
165 

Val Tyr Thr 
180 

Leu Pro Phe 
195 

Gly Ala Ser 
210 

Trp Ser Arg 
225 

Asp Asn Gly 
240 

His Val Ser 
255 

Gly Arg Ser 
270 

Gin Cys Glu 
285 

Leu Gly Phe 
300 

Thr Asp Glu 
315 

Asn Tyr Val 
330 

Leu Glu Ala 
345 

Ala Gin Ala 
360 

Glu Asp Glu 
375 

Gly Trp Thr 
390 

Pro Pro Asp 
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395 400 405 

Phe Ala Leu Ala Tyr Arg Pro Ser Phe Pro Glu Asp Arg Glu Pro 
410 415 420 

Gin lie Pro Tyr Pro Glu Pro Thr Trp Pro Pro Pro Leu Ser Ala 
425 430 435 

Pro Arg Val Pro Tyr His Ser Ser Val Leu Ser Val Thr Arg Pro 
440 445 450 

Val Val Val Ser Ala Thr His Pro Thr Leu Pro Ser Ala His Gin 

455 460 465 

Pro Pro Val lie Pro Ala Thr His Pro Ala Leu Ser Arg Asp His 
470 475 480 

Gin lie Pro Val lie Ala Ala Asn Tyr Pro Asp Leu Pro Ser Ala 
485 490 495 

Tyr Gin Pro Gly lie Leu Ser Val Ser His Ser Ala Gin Pro Pro 
500 505 510 

Ala His Gin Pro Pro Met lie Ser Thr Lys Tyr Pro Glu Leu Phe 
515 520 525 

Pro Ala His Gin Ser Pro Met Phe Pro Asp Thr Arg Val Ala Gly 
530 535 540 

Thr Gin Thr Thr Thr His Leu Pro Gly lie Pro Pro Asn His Ala 
545 550 555 

Pro Leu Val Thr Thr Leu Gly Ala Gin Leu Pro Pro Gin Ala Pro 
560 565 570 

Asp Ala Leu Val Leu Arg Thr Gin Ala Thr Gin Leu Pro lie lie 
575 580 585 

Pro *Thr Ala Gin Pro Ser Leu Thr Thr Thr Ser Arg Ser Pro Val 
590 595 600 

Ser Pro Ala His Gin lie Ser Val Pro Ala Ala Thr Gin Pro Ala 
605 610 615 

Ala Leu Pro Thr Leu Leu Pro Ser Gin Ser Pro Thr Asn Gin Thr 
620 625 630 

Ser Pro lie Ser Pro Thr His Pro His Ser Lys Ala Pro Gin lie 
635 640 645 

Pro Arg Glu Asp Gly Pro Ser Pro Lys Leu Ala Leu Trp Leu Pro 
650 655 660 

Ser Pro Ala Pro Thr Ala Ala Pro Thr Ala Leu Gly Glu Ala Gly 
665 670 675 

Leu Ala Glu His Ser Gin Arg Asp Asp Arg Trp Leu Leu Val Ala 
680 685 690 

Leu Leu Val Pro Thr Cys Val Phe Leu Val Val Leu Leu Ala Leu 
695 700 705 
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Gly lie Val Tyr Cys Thr Arg Cys Gly Pro His Ala Pro Asn Lys 
710 715 720 

Arg lie Thr Asp Cys Tyr Arg Trp Val lie His Ala Gly Ser Lys 
725 730 735 

Ser Pro Thr Glu Pro Met Pro Pro Arg Gly Ser Leu Thr Gly Val 
740 745 750 

Gin Thr Cys Arg Thr Ser Val 
755 

<210> 103 

<211> 2269 

<212> DNA 

<213> Homo sapien 

<400> 103 



tgggttggtg 


4-4-4- _ 4- ^4- — , 4- 


cccagcct t g 


agggagggaa 


caacactgta 


c r\ 
OU 


ggatctgggg 


agagaggaac 


aaaggaccgt 


gaaagctgct 


ctgtaaaagc 


1 UU 


t gacacagcc 


ct cccaagt g 


agcaggact g 


tt cttcccac 


tgcaatctga 




cagtttactg 


cat gcct gga 


gagaacacag 


cagt aaaaac 


caggttt get 


o A r» 

U .U 


actggaaaaa 


gaggaaagag 


aagactttca 


tt gacggacc 


cagccatggc 


o c n 
z D U 


agcguagcag 


-4— /--f 4— 4— -4— 

cccugcgLLc 


cagacggcag 


cagctcggga 


ct ct ggacgt 


o U U 


guguLugccc 


tcaaguLtgc 


taagctgcLg 


gL.i-.i,ai,LacL 


gaagaaagaa 


T c: n 

o o u 


L.gL.gyCaga.l_. 


L.gi_L.L.L.Ct.L.L. 


^ "t" 4" ^ 

aCL.CU.ga.gCI_ 


guga uc u ugt 


cttggccgca 


ft u u 


gcctataaca 


actttcggaa 


gagcatggac 


agcataggaa 


agaagcaata 


450 


tcaggtccag 


catgggtcct 


gcagctacac 


tttcctcctg 


ccagagatgg 


500 


acaactgccg 


ctcttcctcc 


agcccctacg 


tgtccaatgc 


tgtgcagagg 


550 


gacgcgccgc 


tcgaatacga 


tgactcggtg 


cagaggctgc 


aagtgctgga 


600 


gaacatcatg 


gaaaacaaca 


ctcagtggct 


aatgaagctt 


gagaattata 


650 


tccaggacaa 


catgaagaaa 


gaaatggtag 


agatacagca 


gaatgcagta 


700 


cagaaccaga 


cggctgtgat 


gatagaaata 


gggacaaacc 


tgttgaacca 


750 


aacagctgag 


caaacgcgga 


agttaactga 


tgtggaagcc 


caagtattaa 


800 


atcagaccac 


gagacttgaa 


cttcagctct 


tggaacactc 


cctctcgaca 


850 


aacaaattgg 


aaaaacagat 


tttggaccag 


accagtgaaa 


taaacaaatt 


900 


gcaagataag 


aacagtttcc 


tagaaaagaa 


ggtgctagct 


atggaagaca 


950 


agcacatcat 


ccaactacag 


tcaataaaag 


aagagaaaga 


tcagctacag 


1000 


gtgttagtat 


ccaagcaaaa 


ttccatcatt 


gaagaactag 


aaaaaaaaat 


1050 
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agtgactgcc 


acggtgaata 


attcagttct 


tcaaaagcag 


caacatgatc 


1100 


tcatggagac 


agttaataac 


ttactgacta 


tgatgtccac 


atcaaactca 


1150 


gctaaggacc 


ccactgttgc 


taaagaagaa 


caaatcagct 


tcagagactg 


1200 


tgctgaagta 


ttcaaatcag 


gacacaccac 


aaatggcatc 


tacacgttaa 


1250 


cattccctaa 


ttctacagaa 


gagatcaagg 


cctactgtga 


catggaagct 


1300 


ggaggaggcg 


ggtggacaat 


tattcagcga 


cgtgaggatg 


gcagcgttga 


1350 


ttttcagagg 


acttggaaag 


aatataaagt 


gggatttggt 


aacccttcag 


1400 


gagaatattg 


gctgggaaat 


gagtttgttt 


cgcaactgac 


taatcagcaa 


1450 


cgctatgtgc 


ttaaaataca 


ccttaaagac 


tgggaaggga 


atgaggctta 


1500 


ctcattgtat 


gaacatttct 


atctctcaag 


tgaagaactc 


aattatagga 


1550 


ttcaccttaa 


aggacttaca 


gggacagccg 


gcaaaataag 


cagcatcagc 


1600 


caaccaggaa 


atgattttag 


cacaaaggat 


ggagacaacg 


acaaatgtat 


1650 


ttgcaaatgt 


tcacaaatgc 


taacaggagg 


ctggtggttt 


gatgcatgtg 


1700 


gtccttccaa 


cttgaacgga 


atgtactatc 


cacagaggca 


gaacacaaat 


1750 


aagttcaacg 


gcattaaatg 


gtactactgg 


aaaggctcag 


gctattcgct 


1800 


caaggccaca 


accatgatga 


tccgaccagc 


agatttctaa 


acatcccagt 


1850 


ccacctgagg 


aactgtctcg 


aactattttc 


aaagacttaa 


gcccagtgca 


1900 


ctgaaagtca 


cggctgcgca 


ctgtgtcctc 


ttccaccaca 


gagggcgtgt 


1950 


gctcggtgct 


gacgggaccc 


acatgctcca 


gattagagcc 


tgtaaacttt 


2000 


atcacttaaa 


cttgcatcac 


ttaacggacc 


aaagcaagac 


cctaaacatc 


2050 


cataattgtg 


attagacaga 


acacctatgc 


aaagatgaac 


ccgaggctga 


2100 


gaatcagact 


gacagtttac 


agacgctgct 


gtcacaacca 


agaatgttat 


2150 


gtgcaagttt 


atcagtaaat 


aactggaaaa 


cagaacactt 


atgttataca 


2200 


atacagatca 


tcttggaact 


gcattcttct 


gagcactgtt 


tatacactgt 


2250 


gtaaataccc 


atatgtcct 2269 









<210> 104 
<211> 496 
<212> PRT 
<213> Homo sapien 

<400> 104 

Met Trp Gin lie Val Phe Phe Thr Leu Ser Cys Asp Leu Val Leu 
15 10 15 

Ala Ala Ala Tyr Asn Asn Phe Arg Lys Ser Met Asp Ser lie Gly 
20 25 30 



212 



Lys Lys Gin Tyr Gin Val Gin His Gly Ser Cys Ser Tyr Thr Phe 
35 40 45 

Leu Leu Pro Glu Met Asp Asn Cys Arg Ser Ser Ser Ser Pro Tyr 
50 55 60 

Val Ser Asn Ala Val Gin Arg Asp Ala Pro Leu Glu Tyr Asp Asp 
65 70 75 

Ser Val Gin Arg Leu Gin Val Leu Glu Asn lie Met Glu Asn Asn 
80 85 90 

Thr Gin Trp Leu Met Lys Leu Glu Asn Tyr lie Gin Asp Asn Met 
95 100 105 

Lys Lys Glu Met Val Glu lie Gin Gin Asn Ala Val Gin Asn Gin 
110 115 120 

Thr Ala Val Met lie Glu lie Gly Thr Asn Leu Leu Asn Gin Thr 
125 130 135 

Ala Glu Gin Thr Arg Lys Leu Thr Asp Val Glu Ala Gin Val Leu 
140 145 150 

Asn Gin Thr Thr Arg Leu Glu Leu Gin Leu Leu Glu His Ser Leu 
155 160 165 

Ser Thr Asn Lys Leu Glu Lys Gin lie Leu Asp Gin Thr Ser Glu 
170 175 180 

lie Asn Lys Leu Gin Asp Lys Asn Ser Phe Leu Glu Lys Lys Val 
185 190 195 

Leu Ala Met Glu Asp Lys His lie lie Gin Leu Gin Ser lie Lys 
200 205 210 

Glu Glu Lys Asp Gin Leu Gin Val Leu Val Ser Lys Gin Asn Ser 
215 220 225 

lie lie Glu Glu Leu Glu Lys Lys lie Val Thr Ala Thr Val Asn 
230 235 240 

Asn Ser Val Leu Gin Lys Gin Gin His Asp Leu Met Glu Thr Val 

245 250 255 

Asn Asn Leu Leu Thr Met Met Ser Thr Ser Asn Ser Ala Lys Asp 
260 265 270 

Pro Thr Val Ala Lys Glu Glu Gin lie Ser Phe Arg Asp Cys Ala 
275 280 285 

Glu Val Phe Lys Ser Gly His Thr Thr Asn Gly lie Tyr Thr Leu 
290 295 300 

Thr Phe Pro Asn Ser Thr Glu Glu lie Lys Ala Tyr Cys Asp Met 
305 310 315 

Glu Ala Gly Gly Gly Gly Trp Thr lie lie Gin Arg Arg Glu Asp 
320 325 330 
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Gly Ser Val Asp Phe Gin Arg Thr Trp Lys Glu Tyr Lys Val Gly 
335 340 345 



Phe Gly Asn Pro Ser Gly 
350 

Ser Gin Leu Thr Asn Gin 

365 

Lys Asp Trp Glu Gly Asn 
380 

Tyr Leu Ser Ser Glu Glu 
395 

Leu Thr Gly Thr Ala Gly 
410 

Asn Asp Phe Ser Thr Lys 
425 

Lys Cys Ser Gin Met Leu 
440 

Gly Pro Ser Asn Leu Asn 
455 

Thr Asn Lys Phe Asn Gly 
470 

Gly Tyr Ser Leu Lys Ala 
485 

Phe 



<210> 105 
<211> 2076 

<212> DNA 
<213> Homo sapien 

<400> 105 

cggggaaggg gagggaggag ggggacgagg gctctggcgg gtttggaggg 50 

gctgaacatc gcggggtgtt ctggtgtccc ccgccccgcc tctccaaaaa 100 

gctacaccga cgcggaccgc ggcggcgtcc tccctcgccc tcgcttcacc 150 

tcgcgggctc cgaatgcggg gagctcggat gtccggtttc ctgtgaggct 200 

tttacctgac acccgccgcc tttccccggc actggctggg agggcgccct 250 

gcaaagttgg gaacgcggag ccccggaccc gctcccgccg cctccggctc 300 

gcccaggggg ggtcgccggg aggagcccgg gggagaggga ccaggagggg 350 

cccgcggcct cgcaggggcg cccgcgcccc cacccctgcc cccgccagcg 4 00 

gaccggtccc ccacccccgg tccttccacc atgcacttgc tgggcttctt 450 

ctctgtggcg tgttctctgc tcgccgctgc gctgctcccg ggtcctcgcg 500 



Glu Tyr 
Gin Arg 
Glu Ala 
Leu Asn 
Lys lie 
Asp Gly 
Thr Gly 
Gly Met 
lie Lys 
Thr Thr 



Trp Leu 
355 

Tyr Val 
370 

Tyr Ser 
385 

Tyr Arg 
400 

Ser Ser 
415 

Asp Asn 
430 

Gly Trp 
445 

Tyr Tyr 
460 

Trp Tyr 
475 

Met Met 
490 



Gly Asn 
Leu Lys 
Leu Tyr 
lie His 
lie Ser 
Asp Lys 
Trp Phe 
Pro Gin 
Tyr Trp 
lie Arg 



Glu Phe Val 
360 

lie His Leu 
375 

Glu His Phe 
390 

Leu Lys Gly 
405 

Gin Pro Gly 
420 

Cys lie Cys 
435 

Asp Ala Cys 
450 

Arg Gin Asn 
465 

Lys Gly Ser 
480 

Pro Ala Asp 
495 
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X o w w 


aagtctgtct 


ttcctgaacc 


atgtggataa 


ctttacagaa 


atggactgga 


1850 


gctcatctgc 


aaaaggcctc 


ttgtaaagac 


tggttttctg 


ccaatgacca 


1900 


aacagccaag 


attttcctct 


tgtgatttct 


ttaaaagaat 


gactatataa 


1950 


tttatttcca 


ctaaaaatat 


tgtttctgca 


ttcattttta 


tagcaacaac 


2000 
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aattggtaaa actcactgtg atcaatattt ttatatcatg caaaatatgt 2050 

ttaaaataaa atgaaaattg tattat 2076 

<210> 106 
<211> 419 
<212> PRT 
<213> Homo sapien 

<400> 106 

Met His Leu Leu Gly Phe Phe Ser Val Ala Cys Ser Leu Leu Ala 

15 10 15 

Ala Ala Leu Leu Pro Gly Pro Arg Glu Ala Pro Ala Ala Ala Ala 

20 25 30 

Ala Phe Glu Ser Gly Leu Asp Leu Ser Asp Ala Glu Pro Asp Ala 

35 40 45 

Gly Glu Ala Thr Ala Tyr Ala Ser Lys Asp Leu Glu Glu Gin Leu 

50 55 60 

Arg Ser Val Ser Ser Val Asp Glu Leu Met Thr Val Leu Tyr Pro 

65 70 75 

Glu Tyr Trp Lys Met Tyr Lys Cys Gin Leu Arg Lys Gly Gly Trp 

80 85 90 

Gin His Asn Arg Glu Gin Ala Asn Leu Asn Ser Arg Thr Glu Glu 

95 100 105 

Thr lie Lys Phe Ala Ala Ala His Tyr Asn Thr Glu lie Leu Lys 

110 115 120 

Ser lie Asp Asn Glu Trp Arg Lys Thr Gin Cys Met Pro Arg Glu 

125 130 135 

Val Cys lie Asp Val Gly Lys Glu Phe Gly Val Ala Thr Asn Thr 

140 145 150 

Phe Phe Lys Pro Pro Cys Val Ser Val Tyr Arg Cys Gly Gly Cys 

155 160 165 

Cys Asn Ser Glu Gly Leu Gin Cys Met Asn Thr Ser Thr Ser Tyr 

170 175 180 

Leu Ser Lys Thr Leu Phe Glu lie Thr Val Pro Leu Ser Gin Gly 

185 190 195 

Pro Lys Pro Val Thr lie Ser Phe Ala Asn His Thr Ser Cys Arg 

200 205 210 

Cys Met Ser Lys Leu Asp Val Tyr Arg Gin Val His Ser lie lie 

215 220 225 

Arg Arg Ser Leu Pro Ala Thr Leu Pro Gin Cys Gin Ala Ala Asn 

230 235 240 

Lys Thr Cys Pro Thr Asn Tyr Met Trp Asn Asn His lie Cys Arg 

245 250 255 
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Cys Leu Ala Gin Glu Asp Phe Met Phe Ser Ser Asp Ala Gly Asp 

260 265 270 

Asp Ser Thr Asp Gly Phe His Asp lie Cys Gly Pro Asn Lys Glu 

275 280 285 

Leu Asp Glu Glu Thr Cys Gin Cys Val Cys Arg Ala Gly Leu Arg 

290 295 300 

Pro Ala Ser Cys Gly Pro His Lys Glu Leu Asp Arg Asn Ser Cys 

305 310 315 

Gin Cys Val Cys Lys Asn Lys Leu Phe Pro Ser Gin Cys Gly Ala 

320 325 330 

Asn Arg Glu Phe Asp Glu Asn Thr Cys Gin Cys Val Cys Lys Arg 

335 340 345 

Thr Cys Pro Arg Asn Gin Pro Leu Asn Pro Gly Lys Cys Ala Cys 

350 355 360 

Glu Cys Thr Glu Ser Pro Gin Lys Cys Leu Leu Lys Gly Lys Lys 

365 370 375 

Phe His His Gin Thr Cys Ser Cys Tyr Arg Arg Pro Cys Thr Asn 

380 385 390 

Arg Gin Lys Ala Cys Glu Pro Gly Phe Ser Tyr Ser Glu Glu Val 

395 400 405 

Cys Arg Cys Val Pro Ser Tyr Trp Lys Arg Pro Gin Met Ser 

410 415 

<210> 107 

<211.> 2653 

<212> DNA 

<213> Homo sapien 

<400> 107 



atggccctgt 


ccactgagca 


tcctcccgcc 


acacagaaac 


ccgcccagcc 


50 


ggggccaccg 


accccacccc 


ctgcctggaa 


acttaaggag 


gccggagctg 


100 


tggggagctc 


agagctgaga 


tcctacagga 


gtccagggct 


ggagagaaaa 


150 


cctctgcgag 


gaaagggaag 


gagcaagccg 


tgaatttaag 


ggacgctgtg 


200 


aagcaatcat 


ggatgcaatg 


aagagagggc 


tctgctgtgt 


gctgctgctg 


250 


tgtggagcag 


tcttcgtttc 


gcccagccag 


gaaatccatg 


cccgattcag 


300 


aagaggagcc 


agatcttacc 


aagtgatctg 


cagagatgaa 


aaaacgcaga 


350 


tgatatacca 


gcaacatcag 


tcatggctgc 


gccctgtgct 


cagaagcaac 


400 


cgggtggaat 


attgctggtg 


caacagtggc 


agggcacagt 


gccactcagt 


450 


gcctgtcaaa 


agttgcagcg 


agccaaggtg 


tttcaacggg 


ggcacctgcc 


500 


agcaggccct 


gtacttctca 


gatttcgtgt 


gccagtgccc 


cgaaggattt 


550 
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gctgggaagt 


gctgtgaaat 


agataccagg 


gccacgtgct 


acgaggacca 


600 


gggcatcagc 


tacaggggca 


cgtggagcac 


agcggagagt 


ggcgccgagt 


650 


gcaccaactg 


gaacagcagc 


gcgttggccc 


agaagcccta 


cagcgggcgg 


700 


aggccagacg 


ccatcaggct 


gggcctgggg 


aaccacaact 


actgcagaaa 


750 


cccagatcga 


gactcaaagc 


cctggtgcta 


cgtctttaag 


gcggggaagt 


800 


acagctcaga 


gttctgcagc 


acccctgcct 


gctctgaggg 


aaacagtgac 


850 


tgctactttg 


ggaatgggtc 


agcctaccgt 


ggcacgcaca 


gcctcaccga 


900 


gtcgggtgcc 


tcctgcctcc 


cgtggaattc 


catgatcctg 


ataggcaagg 


950 


tttacacagc 


acagaacccc 


agtgcccagg 


cactgggcct 


gggcaaacat 


1000 


aattactgcc 


ggaatcctga 


tggggatgcc 


aagccctggt 


gccacgtgct 


1050 


gaagaaccgc 


aggctgacgt 


gggagtactg 


tgatgtgccc 


tcctgctcca 


1100 


cctgcggcct 


gagacagtac 


agccagcctc 


agtttcgcat 


caaaggaggg 


1150 


ctcttcgccg 


acatcgcctc 


ccacccctgg 


caggctgcca 


tctttgccaa 


1200 


gcacaggagg 


tcgcccggag 


agcggttcct 


gtgcgggggc 


atactcatca 


1250 


gctcctgctg 


gattctctct 


gccgcccact 


gcttccagga 


gaggtttccg 


1300 


ccccaccacc 


tgacggtgat 


cttgggcaga 


acataccggg 


tggtccctgg 


1350 


cgaggaggag 


cagaaatttg 


aagtcgaaaa 


atacattgtc 


cataaggaat 


1400 


tcgatgatga 


cacttacgac 


aat gacattg 


cgctgctgca 


gctgaaatcg 


1450 


gattcgtccc 


gctgtgccca 


ggagagcagc 


gtggtccgca 


ctgtgtgcct 


1500 


tcccccggcg 


gacctgcagc 


tgccggactg 


gacggagtgt 


gagctctccg 


1550 


gctacggcaa 


gcatgaggcc 


ttgtctcctt 


tctattcgga 


gcggctgaag 


1600 


gaggctcatg 


tcagactgta 


cccatccagc 


cgctgcacat 


cacaacattt 


1650 


acttaacaga 


acagtcaccg 


acaacatgct 


gtgtgctgga 


gacactcgga 


1700 


gcggcgggcc 


ccaggcaaac 


ttgcacgacg 


cctgccaggg 


cgattcggga 


1750 


ggccccctgg 


tgtgtctgaa 


cgatggccgc 


atgactttgg 


tgggcatcat 


1800 


cagctggggc 


ctgggctgtg 


gacagaagga 


tgtcccgggt 


gtgtacacca 


1850 


aggttaccaa 


ctacctagac 


tggattcgtg 


acaacatgcg 


accgtgacca 


1900 


ggaacacccg 


actcctcaaa 


agcaaatgag 


atcccgcctc 


ttcttcttca 


1950 


gaagacactg 


caaaggcgca 


gtgcttctct 


acagacttct 


ccagacccac 


2000 


cacaccgcag 


aagcgggacg 


agaccctaca 


ggagagggaa 


gagtgcattt 


2050 


tcccagatac 


ttcccatttt 


ggaagttttc 


aggacttggt 


ctgatttcag 


2100 
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gat a.ct ct gt 


cagatgggaa 


gacatgaatg 


cacact agcc 


t ct ccaggaa 


2150 


tgcctcctcc 


ctagqcaqaa 


agtqqccatq 


ccaccctgtt 


ttcagctaaa 


2200 


gcccaacctc 


ctgacctgtc 


accgtgagca 


gctttggaaa 


caggaccaca 


2250 


aaaat gaaag 


catgtctcaa 


tagtaaaaga 


taacaagatc 


tttcaggaaa 


2300 


aacacrattcfc 


attagaaata 


gacagtatat 


ttatagtcac 


aagagcccag 


2350 


cagggcct ca 


aagtt ggggc 


aggct ggctg 


gcccgt cat g 


tt cot caaaa 


2400 


gcacccttga 


cgt caagtct 


ccttcccctt 


tccccactcc 


ctggct ct ca 


2450 


gaaggtatt c 


cttttgtgta 


cagtgtgtaa 


agtgt aaat c 


ctttttcttt 


2500 


ataaacttta 


gagtagcatg 


agagaattgt 


atcatttgaa 


caactaggct 


2550 


tcagcatatt 


tatagcaatc 


catgttagtt 


tttactttct 


gttgccacaa 


2600 


ccctgtttta 


tactgtactt 


aataaattca 


gatatatttt 


tcacagtttt 


2650 


tec 2653 













<210> 108 
<211> 562 
<212> PRT 
<213> Homo sapien 

<400> 108 
Met Asp Ala Met Lys 
1 5 

Gly Ala Val Phe Val 
20 

Arg Arg Gly Ala Arg 
35 

Thr Gin Met lie Tyr 
50 

Leu Arg Ser Asn Arg 
65 

Ala Gin Cys His Ser 
80 

Cys Phe Asn Gly Gly 
95 

Phe Val Cys Gin Cys 
110 

lie Asp Thr Arg Ala 

125 

Arg Gly Thr Trp Ser 
140 



Arg Gly 
Ser Pro 
Ser Tyr 
Gin Gin 
Val Glu 
Val Pro 
Thr Cys 
Pro Glu 
Thr Cys 
Thr Ala 



Leu Cys 
Ser Gin 
Gin Val 
His Gin 
Tyr Cys 
Val Lys 
Gin Gin 
Gly Phe 
Tyr Glu 
Glu Ser 



Cys Val 
10 

Glu lie 
25 

lie Cys 
40 

Ser Trp 
55 

Trp Cys 
70 

Ser Cys 
85 

Ala Leu 
100 

Ala Gly 
115 

Asp Gin 

130 

Gly Ala 
145 



Leu Leu 
His Ala 
Arg Asp 
Leu Arg 
Asn Ser 
Ser Glu 
Tyr Phe 
Lys Cys 
Gly He 
Glu Cys 



Leu Cys 
15 

Arg Phe 
30 

Glu Lys 
45 

Pro Val 
60 

Gly Arg 
75 

Pro Arg 
90 

Ser Asp 
105 

Cys Glu 
120 

Ser Tyr 
135 

Thr Asn 
150 
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Trp Asn Ser 
Pro Asp Ala 
Asn Pro Asp 
Gly Lys Tyr 
Gly Asn Ser 
Thr His Ser 
Ser Met lie 
Ala Gin Ala 
Asp Gly Asp 
Leu Thr Trp 
Leu Arg Gin 
Phe Ala Asp 
Lys His Arg 
Leu lie Ser 
Glu Arg Phe 
Tyr Arg Val 
Lys Tyr lie 
Asp lie Ala 
Gin Glu Ser 
Leu Gin Leu 
Lys His Glu 



Ser Ala Leu 
155 

He Arg Leu 
170 

Arg Asp Ser 

185 

Ser Ser Glu 
200 

Asp Cys Tyr 
215 

Leu Thr Glu 
230 

Leu He Gly 
245 

Leu Gly Leu 
260 

Ala Lys Pro 
275 

Glu Tyr Cys 
290 

Tyr Ser Gin 
305 

He Ala Ser 
320 

Arg Ser Pro 
335 

Ser Cys Trp 
350 

Pro Pro His 
365 

Val Pro Gly 
380 

Val His Lys 
395 

Leu Leu Gin 
410 

Ser Val Val 
425 

Pro Asp Trp 
440 

Ala Leu Ser 



Ala Gin Lys 
Gly Leu Gly 
Lys Pro Trp 
Phe Cys Ser 
Phe Gly Asn 
Ser Gly Ala 
Lys Val Tyr 
Gly Lys His 
Trp Cys His 
Asp Val Pro 
Pro Gin Phe 
His Pro Trp 
Gly Glu Arg 
He Leu Ser 
His Leu Thr 
Glu Glu Glu 
Glu Phe Asp 
Leu Lys Ser 
Arg Thr Val 
Thr Glu Cys 
Pro Phe Tyr 



Pro Tyr Ser 
160 

Asn His Asn 
175 

Cys Tyr Val 
190 

Thr Pro Ala 
205 

Gly Ser Ala 
220 

Ser Cys Leu 
235 

Thr Ala Gin 
250 

Asn Tyr Cys 
265 

Val Leu Lys 
280 

Ser Cys Ser 
295 

Arg He Lys 
310 

Gin Ala Ala 

325 

Phe Leu Cys 
340 

Ala Ala His 
355 

Val He Leu 
370 

Gin Lys Phe 
385 

Asp Asp Thr 
400 

Asp Ser Ser 
415 

Cys Leu Pro 
430 

Glu Leu Ser 
445 

Ser Glu Arg 



Gly Arg Arg 
165 

Tyr Cys Arg 
180 

Phe Lys Ala 
195 

Cys Ser Glu 
210 

Tyr Arg Gly 
225 

Pro Trp Asn 
240 

Asn Pro Ser 
255 

Arg Asn Pro 
270 

Asn Arg Arg 
285 

Thr Cys Gly 
300 

Gly Gly Leu 
315 

He Phe Ala 

330 

Gly Gly He 
345 

Cys Phe Gin 
360 

Gly Arg Thr 
375 

Glu Val Glu 
390 

Tyr Asp Asn 
405 

Arg Cys Ala 
420 

Pro Ala Asp 
435 

Gly Tyr Gly 
450 

Leu Lys Glu 
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455 460 465 

Ala His Val Arg Leu Tyr Pro Ser Ser Arg Cys Thr Ser Gin His 
470 475 480 

Leu Leu Asn Arg Thr Val Thr Asp Asn Met Leu Cys Ala Gly Asp 
485 . 490 495 

Thr Arg Ser Gly Gly Pro Gin Ala Asn Leu His Asp Ala Cys Gin 
500 505 510 

Gly Asp Ser Gly Gly Pro Leu Val Cys Leu Asn Asp Gly Arg Met 

515 520 525 

Thr Leu Val Gly lie lie Ser Trp Gly Leu Gly Cys Gly Gin Lys 
530 535 540 

Asp Val Pro Gly Val Tyr Thr Lys Val Thr Asn Tyr Leu Asp Trp 
545 550 555 

lie Arg Asp Asn Met Arg Pro 
560 

<210> 109 

<211> 4050 

<212> DNA 

<213> Homo sapien 

<400> 109 



cttgcaatcc 


aggctttcct 


tggaagtggc 


tgtaacatgt 


atgaaaagaa 


50 


agaaaggagg 


accaagagat 


gaaagagggc 


tgcacgcgtg 


ggggcccgag 


100 


tggtgggcgg 


ggacagtcgt 


cttgttacag 


gggtgctggc 


cttccctggc 


150 


gcctgcccct 


gtcggccccg 


cccgagaacc 


tccctgcgcc 


agggcagggt 


200 


ttactcatcc 


cggcgaggtg 


atcccatgcg 


cgagggcggg 


cgcaagggcg 


250 


gccagagaac 


ccagcaatcc 


gagtatgcgg 


catcagccct 


t cccaccagg 


300 


cacttccttc 


cttttcccga 


acgtccaggg 


agggagggcc 


gggcacttat 


350 


aaactcgagc 


cctggccgat 


ccgcatgtca 


gaggctgcct 


cgcaggggct 


400 


gcgcgcacgg 


caagaagtgt 


ctgggctggg 


acggacagga 


gaggctgtcg 


450 


ccatcggcgt 


cctgtgcccc 


tctgctccgg 


cacggccctg 


tcgcagtgcc 


500 


cgcgctttcc 


ccggcgcctg 


cacgcggcgc 


gcctgggtaa 


catgcttggg 


550 


gtcctggtcc 


ttggcgcgct 


ggccctggcc 


ggcctggggt 


tccccgcacc 


600 


cgcagagccg 


cagccgggtg 


gcagccagtg 


cgtcgagcac 


gactgcttcg 


650 


cgctctaccc 


gggccccgcg 


accttcctca 


atgccagtca 


gatctgcgac 


700 


ggactgcggg 


gccacctaat 


gacagtgcgc 


tcctcggtgg 


ctgccgatgt 


750 


catttccttg 


ctactgaacg 


gcgacggcgg 


cgttggccgc 


cggcgcctct 


800 
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ggatcggcct 


gcagctgcca 


cccggctgcg 


gcgaccccaa 


gcgcctcggg 


850 


cccctgcgcg 


gcttccagtg 


ggttacggga 


gacaacaaca 


ccagctatag 


900 


caggtgggca 


cggctcgacc 


tcaatggggc 


tcccctctgc 


ggcccgttgt 


950 


gcgtcgctgt 


ctccgctgct 


gaggccactg 


tgcccagcga 


gccgatctgg 


1000 


gaggagcagc 


agtgcgaagt 


gaaggccgat 


ggcttcctct 


gcgagttcca 


1050 


cttcccagcc 


acctgcaggc 


cactggctgt 


ggagcccggc 


gccgcggctg 


1100 


ccgccgtctc 


gatcacctac 


ggcaccccgt 


tcgcggcccg 


cggagcggac 


1150 


ttccaggcgc 


tgccggtggg 


cagctccgcc 


gcggtggctc 


ccctcggctt 


1200 


acagctaatg 


tgcaccgcgc 


cgcccggagc 


ggtccagggg 


cactgggcca 


1250 


gggaggcgcc 


gggcgcttgg 


gactgcagcg 


tggagaacgg 


cggctgcgag 


1300 


cacgcgtgca 


atgcgatccc 


tggggctccc 


cgctgccagt 


gcccagccgg 


1350 


cgccgccctg 


caggcagacg 


ggcgctcctg 


caccgcatcc 


gcgacgcagt 


1400 


cctgcaacga 


cctctgcgag 


cacttctgcg 


ttcccaaccc 


cgaccagccg 


1450 


ggctcctact 


cgtgcatgtg 


cgagaccggc 


taccggctgg 


cggccgacca 


1500 


acaccggtgc 


gaggacgtgg 


atgactgcat 


actggagccc 


agtccgtgtc 


1550 


cgcagcgctg 


tgtcaacaca 


cagggtggct 


tcgagtgcca 


ctgctaccct 


1600 


aactacgacc 


tggtggacgg 


cgagtgtgtg 


gagcccgtgg 


acccgtgctt 


1650 


cagagccaac 


tgcgagtacc 


agtgccagcc 


cctgaaccaa 


actagctacc 


1700 


tctgcgtctg 


cgccgagggc 


ttcgcgccca 


ttccccacga 


gccgcacagg 


1750 


rgccagatgt 


tttgcaacca 


gactgcctgt 


ccagccgact 


gcgaccccaa 


1800 


cacccaggct 


agctgtgagt 


gccctgaagg 


ctacatcctg 


gacgacggtt 


1850 


tcatctgcac 


ggacatcgac 


gagtgcgaaa 


acggcggctt 


ctgctccggg 


1900 


gtgtgccaca 


acctccccgg 


taccttcgag 


tgcatctgcg 


ggcccgactc 


1950 


ggcccttgcc 


cgccacattg 


gcaccgactg 


tgactccggc 


aaggtggacg 


2000 


gtggcgacag 


cggctctggc 


gagcccccgc 


ccagcccgac 


gcccggctcc 


2050 


accttgactc 


ctccggccgt 


ggggctcgtg 


cattcgggct 


tgctcatagg 


2100 


catctccatc 


gcgagcctgt 


gcctggtggt 


ggcgcttttg 


gcgctcctct 


2150 


gccacctgcg 


caagaagcag 


ggcgccgcca 


gggccaagat 


ggagtacaag 


2200 


tgcgcggccc 


cttccaagga 


ggtagtgctg 


cagcacgtgc 


ggaccgagcg 


2250 


gacgccgcag 


agactctgag 


cggcctccgt 


ccaggagcct 


ggctccgtcc 


2300 


aggagctgtg 


cctcctcacc 


cccagctttg 


ctaccaaagc 


accttagctg 


2350 



222 



gcattacagc 


tggagaagac 


cctccccgca 


ccccccaagc 


tgttttcttc 


2400 


tattccatgg 


ctaactggcg 


agggggtgat 


taqaqqqaqq 
^^^^^^ 


agaatgagcc 


2450 


tcggcctctt 


ccgtgacgtc 


actggaccac 


tgggcaatga 


tggcaatttt 


2500 


gtaacgaaga 


cacagactgc 


gatttgtccc 


aggtcctcac 


taccqqqcQC 


2550 


aqqagqqtqa 


qcqttattqq 


tcggcagcct 


tctgggcaga 


ccttgacctc 


2600 


ataqactaaa 


gat gactaaa 


atatttattt 


tttttaagta 


tttaggtttt 


2650 


tgtttgtttc 


ctttgttctt 


acctgtat gt 


ct ccagt at c 


cact t t gcac 


2700 


agctctccgg 


tctctctct c 


tctacaaact 


cccacttgtc 


atgtgacagg 


2750 


taaactatct 


t ggt gaatt t 


ttttttccta 


gccct ct cac 


a t t t at gaag 


2800 


caagccccac 


ttatt cccca 


tt cttcctag 


ttttctcctc 


ccaggaactg 


2850 


ggccaact ca 


cct gagtcac 


cctacctgtg 


cct gaccct a 


cttcttttgc 


2900 


tea tctagct 


gt ctgctcag 


acagaacccc 


t acat gaaac 


agaaacaaaa 


2950 


acactaaaaa 


taaaaatggc 


catttgcttt 


tt caeca gat 


ttgctaattt 


3000 


at cctgaaat 


tt cagatt cc 


cagagcaaaa 


t aattt t aaa 


caaagggt t g 


3050 


agatgt aaaa 


ggtattaaat 


tgatgttgct 


ggactgtcat 


agaa a 1 1 a ca 


3100 


cccaaagagg 


tatttatctt 


t act tttaaa 


cagt gagcct 


gaattttgtt 


3150 


gctgttttga 


tt t gtactga 


aaaat ggt aa 


t t gtt get aa 


tcttcttatg 


3200 


caatttcctt 


ttttgttatt 


attacttatt 


tt t gacagtg 


1 1 aaaaat crt 


3250 


tcagaaggtt 


gctctagatt 


aaaaqaaaaq 


acaaacacct 


cccaggagac 


3300 


agttcaagaa 


agct t caaac 


t gcatgatt c 


at gccaat t a 


gcaatt gact 


3350 


gtcactgttc 


cttgtcactg 


gtagaccaaa 


ataaaaccag 


ct ct actggt 


3400 


cttgtggaat 


tgggagcttg 


qqaatqqatc 


ctqaaaqatQ 


cccaattagg 


3450 


gcctagcctt 


aatcaggtcc 


tcagagaatt 


tctaccattt 


cagagaggcc 


3500 


ttttggaatg 


tggcccctga 


acaagaattg 


gaagctgccc 


tgcccatggg 


3550 


agctggttag 


aaatgcagaa 


tcctaggctc 


caccccatcc 


agttcatgag 


3600 


aatctatatt 


taacaagatc 


tqcaqqqqqt 


gtgtctgctc 


agtaat ttga 


3650 


ggacaaccat 


tccagactgc 


ttccaatttt 


ctggaataca 


tgaaatatag 


3700 


atcagttata 


agtagcaggc 


caagtcaggc 


ccttattttc 


aagaaactga 


3750 


ggaattttct 


ttgtgtagct 


ttgctctttg 


gtagaaaagg 


ctaggtacac 


3800 


agctctagac 


actgccacac 


agggtctgca 


aggtctttgg 


ttcagctaag 


3850 
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ctaggaatga aatcctgctt cagtgtatgg aaataaatgt atcatagaaa 3900 

tgtaactttt gtaagacaaa ggttttcctc ttctattttg taaactcaaa 3950 

atatttgtac atagttattt atttattgga gataatctag aacacaggca 4000 

aaatccttgc ttatgacatc acttgtacaa aataaacaaa taacaatgtg 4 050 

<210> 110 
<211> 575 
<212> PRT 
<213> Homo sapien 

<400> 110 

Met Leu Gly Val Leu Val Leu Gly Ala Leu Ala Leu Ala Gly Leu 
15 10 15 

Gly Phe Pro Ala Pro Ala Glu Pro Gin Pro Gly Gly Ser Gin Cys 
20 25 30 

Val Glu His Asp Cys Phe Ala Leu Tyr Pro Gly Pro Ala Thr Phe 
35 40 45 

Leu Asn Ala Ser Gin lie Cys Asp Gly Leu Arg Gly His Leu Met 
50 55 60 

Thr Val Arg Ser Ser Val Ala Ala. Asp Val lie Ser Leu Leu Leu 
65 70 75 

Asn Gly Asp Gly Gly Val Gly Arg Arg Arg Leu Trp lie Gly Leu 
80 85 90 

Gin Leu Pro Pro Gly Cys Gly Asp Pro Lys Arg Leu Gly Pro Leu 
95 100 105 

Arg Gly Phe Gin Trp Val Thr Gly Asp Asn Asn Thr Ser Tyr Ser 
110 115 120 

Arg Trp Ala Arg Leu Asp Leu Asn Gly Ala Pro Leu Cys Gly Pro 

125 130 135 

Leu Cys Val Ala Val Ser Ala Ala Glu Ala Thr Val Pro Ser Glu 
140 145 150 

Pro lie Trp Glu Glu Gin Gin Cys Glu Val Lys Ala Asp Gly Phe 
155 160 165 

Leu Cys Glu Phe His Phe Pro Ala Thr Cys Arg Pro Leu Ala Val 
170 175 180 

Glu Pro Gly. Ala Ala Ala Ala Ala Val Ser lie Thr Tyr Gly Thr 
185 190 195 

Pro Phe Ala Ala Arg Gly Ala Asp Phe Gin Ala Leu Pro Val Gly 
200 205 210 

Ser Ser Ala Ala Val Ala Pro Leu Gly Leu Gin Leu Met Cys Thr 
215 220 225 

Ala Pro Pro Gly Ala Val Gin Gly His Trp Ala Arg Glu Ala Pro 
230 235 240 



224 



Gly Ala Trp Asp 
Cys Asn Ala lie 
Ala Ala Leu Gin 
Gin Ser Cys Asn 
Asp Gin Pro Gly 
Leu Ala Ala Asp 
Leu Glu Pro Ser 
Gly Phe Glu Cys 
Glu Cys Val Glu 
Tyr Gin Cys Gin 
Ala Glu Gly Phe 
Met Phe Cys Asn 
Thr Gin Ala Ser 



Cys Ser Val Glu Asn Gly Gly Cys 
245 250 

Pro Gly Ala Pro Arg Cys Gin Cys 
260 265 

Ala Asp Gly Arg Ser Cys Thr Ala 
275 280 

Asp Leu Cys Glu His Phe Cys Val 
290 295 

Ser Tyr Ser Cys Met Cys Glu Thr 
305 310 

Gin His Arg Cys Glu Asp Val Asp 
320 325 



Glu His Ala 
255 

Pro Ala Gly 
270 

Ser Ala Thr 
285 

Pro Asn Pro 
300 

Gly Tyr Arg 
315 

Asp Cys lie 
330 



Pro Cys Pro Gin Arg Cys Val Asn 

335 340 

His Cys Tyr Pro Asn Tyr Asp Leu 

350 355 

Pro Val Asp Pro Cys Phe Arg Ala 

365 370 

Pro Leu Asn Gin Thr Ser Tyr Leu 

380 385 

Ala Pro lie Pro His Glu Pro His 

395 400 

Gin Thr Ala Cys Pro Ala Asp Cys 

410 415 

Cys Glu Cys Pro Glu Gly Tyr lie 

425 430 



Gly Phe lie Cys Thr Asp lie Asp Glu Cys Glu Asn 
440 445 

Cys Ser Gly Val Cys His Asn Leu Pro Gly Thr Phe 
455 460 

Cys Gly Pro Asp Ser Ala Leu Ala Arg His lie Gly 
470 475 

Asp Ser Gly Lys Val Asp Gly Gly Asp Ser Gly Ser 
485 490 



Thr Gin Gly 
345 

Val Asp Gly 
360 

Asn Cys Glu 
375 

Cys Val Cys 
390 

Arg Cys Gin 
405 

Asp Pro Asn 
420 

Leu Asp Asp 
435 

Gly Gly Phe 
450 

Glu Cys lie 
465 

Thr Asp Cys 
480 

Gly Glu Pro 
495 



Pro Pro Ser Pro 
Gly Leu Val His 
Leu Cys Leu Val 



Thr Pro Gly Ser Thr Leu Thr Pro Pro Ala Val 
500 505 510 

Ser Gly Leu Leu lie Gly lie Ser lie Ala Ser 
515 520 525 

Val Ala Leu Leu Ala Leu Leu Cys His Leu Arg 
530 535 540 
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Lys Lys Gin Gly Ala Ala Arg Ala Lys Met Glu Tyr Lys Cys Ala 
545 550 555 

Ala Pro Ser Lys Glu Val Val Leu Gin His Val Arg Thr Glu Arg 
560 565 570 

Thr Pro Gin Arg Leu 
575 

<210> ill 
<211> 2153 

<212> DNA 

<213> Homo sapien 

<400> 111 



^ ^ ^3 4~ o 

aayacL-ycga 


gcuccccgca 


ccccc ucgca 


ct ccct ctgg 


ccggcccagg 


OU 


/-^ 4— 

ycyccLtcag 


cccaaccLCC 


ccagccccac 


gggcgccacg 


gaacccgct c 


1 U U 


gaucticgccg 


ccaactggt a 


gacat ggaga 


cccctgcct g 


gccccgggt c 




ccgcgccccg 


agaccgccgt 


cgctcggacg 


ctcctgct eg 


gctgggt ctt 


0 r\ A 


cycccaggcg 


gccggcgctt 


caggcact ac 


aaat actgtg 


gcagcat ata 


OCA 


<it.l_La.a.CL.L.y 


^ ^ 2 4~ "zi ^ y—i 
gcLaal-CaLaCX, 


daL-ui-caaga 


caattttgga 


gt gggaaccc 




d d o ^ y L. d 


-3 +- ^"'iaa/T'f" a 
ctUOddy U^Ld 


-J • 4- -f— 4— ^ —5 
Odv_^uy L L.(_dd 


dUddyCdCUd 


agLCdggsga 


n 

0 o u 


L LyydciaayC 


dddUgCULLL 


acacaacaga 


cacagagtgt 


gacctcaccg 


/inn 
4 u U 


^ 3 "t" "t" \' 

ctL^yciyau Ly 


gddggdT.gL.g 


aagCagdCgL 


act Lggcacg 


ggt ct t ct cc 




"t" ^ or^r^rTrrr^a rr 


yydd ^y ^yyd 


ydyL^d^v^yy l. 


L,o L.yv_uyyyy 


dyL'k^L^uy ud 


^ \J u 


u u \^ aci w L. o 


^i^ciydy L. i^^d 


v^dv^v^L. L. d 0 V_. L, 


yydydOdddv.^ 


L'L.oyyd^dyo 




caacaat 1" r'a 

' C— 1 CJL CA. ^ 




v^dyy i^yyydd 


v^ddddy uydd 


oy Lydt—t^y Ud 


0 \J u 


gaagatgaac 


ggactttagt 


cagaaggaac 


aacactttcc 


taagcctccg 


650 


ggatgttttt 


ggcaaggact 


taatttatac 


actttattat 


tggaaatctt 


700 


caagttcagg 


aaagaaaaca 


gccaaaacaa 


acactaatga 


gtttttgatt 


750 


gatgtggata 


aaggagaaaa 


ctactgtttc 


agtgttcaag 


cagtgattcc 


800 


ctcccgaaca 


gttaaccgga 


agagtacaga 


cagcccggta 


gagtgtatgg 


850 


gccaggagaa 


aggggaattc 


agagaaatat 


tctacatcat 


tggagctgtg 


900 


gtatttgtgg 


tcatcatcct 


tgtcatcatc 


ctggctatat 


ctctacacaa 


950 


gtgtagaaag 


gcaggagtgg 


ggcagagctg 


gaaggagaac 


tccccactga 


1000 


atgtttcata 


aaggaagcac 


tgttggagct 


actgcaaatg 


ctatattgca 


1050 


ctgtgaccga 


gaacttttaa 


gaggatagaa 


tacatggaaa 


cgcaaatgag 


1100 


tatttcggag 


catgaagacc 


ctggagttca 


aaaaactctt 


gatatgacct 


1150 
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gttattacca 


ttagcattct 


ggttttgaca 


tcagcattag 


tcactttgaa 


1200 


atgtaacgaa 


tggtactaca 


accaattcca 


agttttaatt 


tttaacacca 


1250 


tggcaccttt 


tgcacataac 


atgctttaga 


ttatatattc 


cgcacttaag 


1300 


gattaaccag 


gtcgtccaag 


caaaaacaaa 


tgggaaaatg 


tcttaaaaaa 


1350 


tcctgggtgg 


acttttgaaa 


agcttttttt 


tttttttttt 


tttgagacgg 


1400 


agtcttgctc 


tgttgcccag 


gctggagtgc 


agtagcacga 


tctcggctca 


1450 


cttgcaccct 


ccgtctctcg 


ggttcaagca 


attgtctgcc 


tcagcctccc 


1500 


gagtagctgg 


gattacaggt 


gcgcactacc 


acgccaagct 


aatttttgta 


1550 


ttttttagta 


gagatggggt 


ttcaccatct 


tggccaggct 


ggtcttgaat 


1600 


tcctgacctc 


agtgatccac 


ccaccttggc 


ctcccaaaga 


tgctagtatt 


1650 


atgggcgtga 


accaccatgc 


ccagccgaaa 


agcttttgag 


gggctgactt 


1700 


caatccatgt 


aggaaagtaa 


aatggaagga 


aattgggtgc 


atttctagga 


1750 


cttttctaac 


atatgtctat 


aatatagtgt 


ttaggttctt 


ttttttttca 


1800 


ggaatacatt 


tggaaattca 


aaacaattgg 


gcaaactttg 


tattaatgtg 


1850 


ttaagtgcag 


gagacattgg 


tattctgggc 


agcttcctaa 


tatgctttac 


1900 


aatctgcact 


ttaactgact 


taagtggcat 


taaacatttg 


agagctaact 


1950 


atatttttat 


aagactacta 


tacaaactac 


agagtttatg 


atttaaggta 


2000 


cttaaagctt 


ctatggttga 


cattgtatat 


ataatttttt 


aaaaaggttt 


2050 


ttctatatgg 


ggattttcta 


tttatgtagg 


taatattgtt 


ctatttgtat 


2100 


atattgagat 


aatttattta 


atatacttta 


aataaaggtg 


actgggaatt 


2150 



gtt 2153 

<210> 112 
<211> 295 
<212> PRT 
<213> Homo sapien 

<400> 112 

Met Glu Thr Pro Ala Trp Pro Arg Val Pro Arg Pro Glu Thr Ala 
15 10 15 

Val Ala Arg Thr Leu Leu Leu Gly Trp Val Phe Ala Gin Val Ala 
20 25 30 

Gly Ala Ser Gly Thr Thr Asn Thr Val Ala Ala Tyr Asn Leu Thr 
35 -40 45 

Trp Lys Ser Thr Asn Phe Lys Thr lie Leu Glu Trp Glu Pro Lys 
50 55 60 

Pro Val Asn Gin Val Tyr Thr Val Gin lie Ser Thr Lys Ser Gly 
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65 70 75 

Asp Trp Lys Ser Lys Cys Phe Tyr Thr Thr Asp Thr Glu Cys Asp 
80 85 90 

Leu Thr Asp Glu He Val Lys Asp Val Lys Gin Thr Tyr Leu Ala 
95 100 105 

Arg Val Phe Ser Tyr Pro Ala Gly Asn Val Glu Ser Thr Gly Ser 
110 115 120 

Ala Gly Glu Pro Leu Tyr Glu Asn Ser Pro Glu Phe Thr Pro Tyr 

125 130 ^ 135 

Leu Glu Thr Asn Leu Gly Gin Pro Thr He Gin Ser Phe Glu Gin 
140 145 150 

Val Gly Thr Lys Val Asn Val Thr Val Glu Asp Glu Arg Thr Leu 
155 160 165 

Val Arg Arg Asn Asn Thr Phe Leu Ser Leu Arg Asp Val Phe Gly 
170 175 180 

Lys Asp Leu He Tyr Thr Leu Tyr Tyr Trp Lys Ser Ser Ser Ser 
185 190 195 

Gly Lys Lys Thr Ala Lys Thr Asn Thr Asn Glu Phe Leu He Asp 
200 205 210 

Val Asp Lys Gly Glu Asn Tyr Cys Phe Ser Val Gin Ala Val He 
215 220 225 

Pro Ser Arg Thr Val Asn Arg Lys Ser Thr Asp Ser Pro Val Glu 
230 235 240 

Cys Met Gly Gin Glu Lys Gly Glu Phe Arg Glu He Phe Tyr He 
245 250 255 

He Gly Ala Val Val Phe Val Val He He Leu Val He He Leu 

260 265 270 

Ala He Ser Leu His Lys Cys Arg Lys Ala Gly Val Gly Gin Ser 
275 280 285 

Trp Lys Glu Asn Ser Pro Leu Asn Val Ser 
290 295 

<210> 113 

<211> 2696 

<212> DNA 

<213> Homo sapien 

<400> 113 

ctggtgacct tacttatctc tgttgctttc tggggtccta ggaaatgcca 50 

gcactcccac ccacattgcc tgaactttcc aacactccct agctgcgctg 100 

tgtcctatct caacacttcc tcatgtattt cttgtgtctt ctagaacatt 150 

cccccgccat tattacttca atatggctac acatacttcc taattgccct 200 
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gcaaaccatc 


tccttctcac 


cattgcccag 


cgatgctttc 


gtctcctcca 


250 


taaacactcc 


cggagaccaa 


tttttgtgtc 


acccccatac 


tccctcgttg 


300 


acacactgac 


tccatacata 


acctccttga 


aaaacctctt 


tattaatctc 


350 


accatcctcc 


agacttccct 


cctgtcataa 


ttccatccct 


cctccaactt 


400 


ttccctctca 


agctctgccc 


ttcccagccc 


agcccagcct 


acccaacctc 


450 


atctcttccc 


tgtagaccac 


atcccaccat 


gttcccctga 


gcctccaagg 


500 


aaggggctca 


gggggcccca 


tggcctcccg 


ctccctgtgg 


ccccacagcc 


550 


cccgtgggcc 


aggggaagcg 


ccccagaagc 


cgaagtgccc 


accatgggca 


600 


accacacgtg 


ggagggctgc 


cacgtggact 


cgcgcgtgga 


ccacctcttt 


650 


ccgccatccc 


tctacatctt 


tgtcatcggc 


gtggggctgc 


ccaccaactg 


700 


cctggctctg 


tgggcggcct 


accgccaggt 


gcaacagcgc 


aacgagctgg 


750 


gcgtctacct 


gatgaacctc 


agcatcgccg 


acctgctgta 


catctgcacg 


800 


ctgccgctgt 


gggtggacta 


cttcctgcac 


cacgacaact 


ggatccacgg 


850 


ccccgggtcc 


tgcaagctct 


ttgggttcat 


cttctacacc 


aatatctaca 


900 


tcagcatcgc 


cttcctgtgc 


tgcatctcgg 


tggaccgcta 


cctggctgtg 


950 


gcccacccac 


tccgcttcgc 


ccgcctgcgc 


cgcgtcaaga 


ccgccgtggc 


1000 


cgtgagctcc 


gtggtctggg 


ccacggagct 


gggcgccaac 


tcggcgcccc 


1050 


tgttccatga 


cgagctcttc 


cgagaccgct 


acaaccacac 


cttctgcttt 


1100 


gagaagttcc 


ccatggaagg 


ctgggtggcc 


tggatgaacc 


tctatcgggt 


1150 


gttcgtgggc 


ttcctcttcc 


cgtgggcgct 


catgctgctg 


tcgtaccggg 


1200 


gcatcctgcg 


ggccgtgcgg 


ggcagcgtgt 


ccaccgagcg 


ccaggagaag 


.1250 


gccaagatca 


agcggctggc 


cctcagcctc 


atcgccatcg 


tgctggtctg 


1300 


ctttgcgccc 


tatcacgtgc 


tcttgctgtc 


ccgcagcgcc 


atct acctgg 


1350 


gccgcccctg 


ggactgcggc 


ttcgaggagc 


gcgtcttttc 


tgcataccac 


1400 


agctcactgg 


ctttcaccag 


cctcaactgt 


gtggcggacc 


ccatcctcta 


1450 


ctgcctggtc 


aacgagggcg 


cccgcagcga 


tgtggccaag 


gccctgcaca 


1500 


acctgctccg 


ctttctggcc 


agcgacaagc 


cccaggagat 


ggccaatgcc 


1550 


tcgctcaccc 


tggagacccc 


actcacctcc 


aagaggaaca 


gcacagccaa 


1600 


agccatgact 


ggcagctggg 


cggccactcc 


gccctcccag 


ggggaccagg 


1650 


tgcagctgaa 


gatgctgccg 


ccagcacaat 


gaaccccgag 


tggcacagaa 


1700 


tccccagttt 


tcccctctca 


tcccacagtc 


ccttctctcc 


tggtctggtg 


1750 
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^ ud u^^dddd 


dyyy^i^y uy u 


"h a a 1- ^ -h 1" r* 1- 
uddUdUu^du 


ddydd i.d^dd 


1800 




d^dy uydyy i- 


L-yy ^y ^y L^d 


^uyy uoddv^^ 


t" "t" 1" rff" rr(^"t* 

L. L-i^y i.yi^U'^v^ 


1850 




^d^dy \^ i> 


v_>ya i_ y L.yyd 


yyy^i_ l-l^l^ 


ctdyydyydyd 
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1,^0^ i-cicici Ud 


■f- p 1" 1" 1" 1" i" "t* a 


ydydL'dyyy u 


ou^d^uy Ly I" 


i^yv^^k^dyyv^ l 


1 950 




dy L.yi^dy L.^y 


L.yyv^i.L«d^L.y 


v^dyL^L^ c^^d\^ 


i^L.^v^(„yyy^i. 






V^L. L.I^L'^d^d L. 


^-'Cty L.ov_-v_«y 


dy udy^L.yyy 


do^d\^ddd u y 






v^d L.yv^^L.yy^ 


UddL,L,L.UL.yLr 


d^i,L.ui-L.yi,d 


L-ddd i_yydy L. 


9^ no 




■f- -f- c p\ n n 


cyduoL. uydd 


L^uv^\>^i_yyyv^i- 


oddydyd L. <^ 


91 sn 

^ J. ^ V/ 






yuy^uodycti- 


L-ctyctyduy cy 


-a o' f~' rf '\~ <~t 
dy^^yoiw'd L,y 


9900 


■H /^■f- rr n f ^ n Pi 
u^^^^d^d 


\-dddU Uddy L. 


^dddi^du L. uy 


y L. U v.^L'dy dd 


dd L.dddyd(.^d 


9 9 SO 

-JyJ 


3 S 3 a a a /T 

dd L-d^d^dd^ 


yUUdydLttu 


UUUtt.t.UCCd 


dCddg ugg di. 


3 ^ ^ 3 /"T -4" -f~ 4~ 

ddddyuCuyL. 




rr Si "H r^f-tnfmf^ 
^dv_L.oy^^^^ 


dddy uyyddy 


ydyddd l.y(^d 


a "t- a 4~ :a 

yCCydudLdy 


dyuCdUUdug 


^ 0 o u 


L. Li L.^v_<ddd<^o 


^t^^v^uyy L.od L. 


dOdyyov^dyy 


ydd^duddyd 


COyCddL-L-CL. 


<i fl u u 


ddyi_l_H-.L.ciy 


^ ^ ^ ^ /~T 

d L.clciclv_ciyv_y 


:3 +- /— > "H ^ :n a +" 
cl(_v_l„L^(_ciclyL 


/— 1 —J :3 /~T :a -f- /~t o /~t 

Caa.yaCl_yay 


gaLyaaydgy 


Z fi o u 




ydctv^uv_ddy (- 


y ddy y y Cdd L. 


CdyyyCdydC 


L.gcci_ggdgg 


9 Ron 

Z D U U 


agtgatgcca 


gaaggtttgg 


gaagaaggtg 


tgggacaaga 


agaaagggta 


2550 


tttattcatt 


cattcaacag 


aggtttatgt 


agggcactgt 


gctgggtggg 


2600 


gctggggaca 


caacaatgac 


tgaggcagcc 


tggccttgcc 


ttcacagggc 


2650 


tcaccataca 


caagtaaata 


aaaaatatgt 


aatgtttgga 


attgct 2696 



<210> 114 
<211> 362 
<212> PRT 
<213> Homo sapien 

<400> 114 

Met Gly Asn His Thr Trp Glu Gly Cys His Val Asp Ser Arg Val 
15 10 15 

Asp His Leu Phe Pro Pro Ser Leu Tyr lie Phe Val lie Gly Val 

20 25 30 

Gly Leu Pro Thr Asn Cys Leu Ala Leu Trp Ala Ala Tyr Arg Gin 
35 40 45 

Val Gin Gin Arg Asn Glu Leu Gly Val Tyr Leu Met Asn Leu Ser 
50 55 60 

lie Ala Asp Leu Leu Tyr lie Cys Thr Leu Pro Leu Trp Val Asp 
65 70 75 

Tyr Phe Leu His His Asp Asn Trp lie His Gly Pro Gly Ser Cys 
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80 



85 



90 



Lys Leu Phe 



Ala Phe Leu 



His Pro Leu 



Ala Val Ser 



Ala Pro Leu 



Thr Phe Cys 



Met Asn Leu 



Leu Met Leu 



Ser Val Ser 



Ala Leu Ser 



His Val Leu 



Trp Asp Cys 



Ser Leu Ala 



Tyr Cys Leu 



Leu His Asn 



Met Ala Asn 



Arg Asn Ser 



Pro Pro Ser 



Ala Gin 



Gly Phe 
95 

Cys Cys 
110 

Arg Phe 
125 

Ser Val 
140 

Phe His 
155 

Phe Glu 
170 

Tyr Arg 
185 

Leu Ser 
200 

Thr Glu 

215 

Leu lie 
230 

Leu Leu 
245 

Gly Phe 
260 

Phe Thr 

275 

Val Asn 
290 

Leu Leu 
305 

Ala Ser 
320 

Thr Ala 
335 

Gin Gly 
350 



lie Phe Tyr Thr 
Val Asp 
Leu Arg 



lie Ser 



Ala Arg 
Val Trp Ala Thr 
Asp Glu Leu Phe 
Lys Phe Pro Met 
Val Phe Val Gly 
Gly He 
Glu Lys 



Tyr Arg 
Arg Gin 



Ala He Val Leu 
Ser Arg Ser Ala 
Glu Glu Arg Val 
Ser Leu Asn Cys 
Glu Gly Ala Arg 
Arg Phe Leu Ala 
Leu Thr Leu Glu 
Lys Ala Met Thr 
Asp Gin Val Gin 



Asn He 
100 

Arg Tyr 
115 

Arg Val 
130 

Glu Leu 
145 

Arg Asp 
160 

Glu Gly 
175 

Phe Leu 
190 

Leu Arg 
205 

Ala Lys 
220 

Val Cys 
235 



Tyr He 
Leu Ala 
Lys Thr 
Gly Ala 
Arg Tyr 
Trp Val 
Phe Pro 
Ala Val 
He Lys 
Phe Ala 



Ser He 
105 

Val Ala 
120 

Ala Val 
135 

Asn Ser 
150 

Asn His 
165 

Ala Trp 
180 

Trp Ala 
195 

Arg Gly 
210 

Arg Leu 
225 

Pro Tyr 
240 



He Tyr 
250 

Phe Ser 
265 

Val Ala 
280 

Ser Asp 
295 

Ser Asp 
310 

Thr Pro 
325 

Gly Ser 
340 

Leu Lys 
355 



Leu Gly 
Ala Tyr 
Asp Pro 
Val Ala 
Lys Pro 
Leu Thr 
Trp Ala 
Met Leu 



Arg Pro 
255 

His Ser 
270 

He Leu 
285 

Lys Ala 
300 

Gin Glu 
315 

Ser Lys 
330 

Ala Thr 
345 

Pro Pro 
360 



<210> 115 
<211> 3354 
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<212> DNA 

<213> Homo sapien 

<400> 115 



agcggggggt 


tcccggccgg 


acaggcgggg 


cgtcggggcg 


cgggctgggg 


50 


ccgctgtcag 


tcagtccact 


ggctcccgcg 


ccgcgtctgt 


gtccgtcgct 


100 


cggagggtgg 


aagccggggt 


ctcgcgggcc 


gcgggccgca 


tgactcctct 


150 


ctgcctcaat 


tgctctgtcc 


tccctggaga 


cctgtaccca 


gggggtgcaa 


200 


ggaaccccat 


ggcttgcaat 


ggcagtgcgg 


ccagggggca 


ctttgaccct 


250 


gaggacttga 


acctgactga 


cgaggcactg 


agactcaagt 


acctggggcc 


300 


ccagcagaca 


gagctgttca 


tgcccatctg 


tgccacatac 


ctgctgatct 


350 


tcgtggtggg 


cgctgtgggc 


aatgggctga 


cctgtctggt 


catcctgcgc 


400 


cacaaggcca 


tgcgcacgcc 


taccaactac 


tacctcttca 


gcctggccgt 


450 


gtcggacctg 


ctggtgctgc 


tggtgggcct 


gcccctggag 


ctctatgaga 


500 


tgtggcacaa 


ctaccccttc 


ctgctgggcg 


ttggtggctg 


ctatttccgc 


550 


acgctactgt 


ttgagatggt 


ctgcctggcc 


tcagtgctca 


acgtcactgc 


600 


cctgagcgtg 


gaacgctatg 


tggccgtggt 


gcacccactc 


caggccaggt 


650 


ccatggtgac 


gcgggcccat 


gtgcgccgag 


tgcttggggc 


cgtctggggt 


700 


cttgccatgc 


tctgctccct 


gcccaacacc 


agcctgcacg 


gcatccagca 


750 


gctgcacgtg 


ccctgccggg 


gcccagtgcc 


agactcagct 


gtttgcatgc 


800 


tggtccgccc 


acgggccctc 


tacaacatgg 


tagtgcagac 


caccgcgctg 


850 


ctcttcttct 


gcctgcccat 


ggccatcatg 


agcgtgctct 


acctgctcat 


900 


tgggctgcga 


ctgcggcggg 


agaggctgct 


gctcatgcag 


gaggccaagg 


950 


gcaggggctc 


tgcagcagcc 


aggtccagat 


acacctgcag 


gctccagcag 


1000 


cacgat cggg 


gccggagaca 


agtgaccaag 


atgctgtttg 


tcctggtcgt 


1050 


ggtgtttggc 


atctgctggg 


ccccgttcca 


cgccgaccgc 


gtcatgtgga 


1100 


gcgtcgtgtc 


acagtggaca 


gatggcctgc 


acctggcctt 


ccagcacgtg 


1150 


cacgtcatct 


ccggcatctt 


cttctacctg 


ggctcggcgg 


ccaaccccgt 


1200 


gctctatagc 


ctcatgtcca 


gccgcttccg 


agagaccttc 


caggaggccc 


1250 


tgtgcctcgg 


ggcctgctgc 


catcgcctca 


gaccccgcca 


cagctcccac 


1300 


agcctcagca 


ggatgaccac 


aggcagcacc 


ctgtgtgatg 


tgggctccct 


1350 


gggcagctgg 


gtccaccccc 


tggctgggaa 


cgatggccca 


gaggcgcagc 


1400 


aagagaccga 


tccatcctga 


gtggagcctt 


aaagtggctt 


cacctggagg 


1450 
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^cyyyyciy d,^ 


acratccttca 


cert act cr tec 


ctaottcarrc 


^ V> V>oCX ^ V> V,- ^ 


ctcanancrcia 


dcii^ayv'dyyd 


\^ ^ a v.^ ^ \^ CI 


ct craccacrac 


^ d d ^ \^ ^ ^ 


u Vw" Vw d ^ Su* Vf" 


caottcaaat 

Cti ^ d d CL 


ccttaccctn 




du Lv^v^i-^^^t— 


v^uyyyydW'L.v^ 


ft'craaar'crcft" 

Vtf ^ y Ci C4 CI wy y Iv 


cccactcfcrcrt 

v.* w d W y y y ^ 


cr'tcactntr* 

V» L. Vi« d \^ y w 


1" i" f^l" croT'a o cr 


y y \_i> ^ od y y y d 


t Cf^a nrtctci^ c 
\^ ^d y y y y ci ^ 


rTf~''t~rTl" f~' ;a f r' ;^ 




^dv_v^d LL^ddy 


U L. I. Li Ui^Uydy 


dL'dydy L.L<uo 


a<^+" /^"H n't" c*r\f^ 
cxK^ LL'Uy v.L.y(_ 


y^yciu.L.i.i.yy 


v_« u. o d ^ y ^ d a 






^ ^ cf '^<^ 
i_L^\^^ydy L. L.y 


L'L.yyydi.'Udo 




■h 1 1 1 a 1 1 1 +- 


i-dy udydydo 




(^dddL<t-^u (-y 


dv— Lv_-dyy L.y 


O ci ci ci y L. O 1_ O 


yydu Ldv^dyy 


Od L.ydyv^v-.dO 


d^OL. L. u^i^dy 


y^L^L. L.yy c 


v^L. uyv^^ L_ydd 


■f— 4- a 3 "4" i->r 

U Li^^dody uy 


4" o "t" 4" *^ 

i_Ccix.yct.L.L.y 


gCdCut-udgc 


cy ^y i-ddy^<^ 


dv^ uyou LdUd 


d L,dddd0^dd 


yyi-'^yddy L. ^ 


d i_ ud L.^L.y^d 


t ct t tatr-aa 


V_> l_ y CI ^ ^ L_ 


L^d Lyv_<i_>^ i_ V o 




v.* w d v»d ^ ^ ci 


acfcaaaccrT* 


accaccacaa 


\^\^ L y WCl U U ^ La 


yyv^ L-^yyydy 


L.^^dy L,ydy^ 


ccacfacrcrcT'ht^ 

y ^ y y y 


u.ydyyy\^d 


dydydi^d ^yy 


acccta1"acra 

C4. \^ \^ ^ ^ ^ ^ d 


crcfnttctrrrT' 
yyy ^ i-'^-u^y'^^ 


y ci d w L_ d d I., y 


acaagtagtc 


cttaaaactcr 


aaccccattc 


cattoctcao 

\^ C4 ^ V-J ^ CL ^ 


Of~'anrrar'tr^a 

w d <^ «^ d <w L- d 


nttcatrrrrnrr 
y ^ ^ >^ d ^ y y y y 


ccctgagtct 


tgtcctcctg 


agaggaagcc 


ctggaggatg 


accttcggtc 


ggtctgtctg 


tcctagctca 


tgcccatagc 


tcatgctccc 


tggtacaggg 


ttgcagatgt 


ttagttttaa 



acatctgcct tcctctgcag 1500 
ctagaaattc tgaccagcac 1550 
ggagggatcc ctgactgctg 1600 
gtgcttctta tctgtccact 1650 
cagaaatatc acagttagct 1700 
cctgccacca ctgccagttt 1750 
cttcccagtt cctgttcagg 1800 
ctggttccaa tctcagccct 1850 
catatcagtc tacctttctt 1900 
ccaggctaga gtgcagtggc 1950 
cggggttcaa gcgattctcc 2000 
aggtgagccc cagcatgccc 2050 
ggggtttcac catgttggcc 2100 
atccgccgac ctcggcctcc 2150 
cacacccggc caatcagtcc 2200 
aaatgaaaga ggcgctggct 2250 
tatggttttc tttctgtgtg 2300 
caataccctc agactgaaag 2350 
ccccaagccc cacttcctcc 2400 
ccagcacaag tggggcaaag 2450 
cccacctccg tcctcacata 2500 
agagcattgg acttggctgg 2550 
ccaaccaagg gcaaggagtg 2600 
cagtgagaag agggacaggg 2650 
tgaatccctg caggccaagt 2700 
gaaacttgac ctgctgcagt 2750 
ctggcttcca aggctgggag 2800 
ggttctccct gcagacagct 2850 
tgccgagaaa gtggaggacg 2900 
aaattcaatt ataaaaataa 2950 
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taaatgctca tgatagaaaa tttggaaagt gcaaataagc aaaaatgaaa 3000 

acaattttaa aaatgtaaaa cctctcttgc cagggaatgg gggaagggca 3050 

agtgaggagt tctttaatgg gtgaagagtt tcagttttgc aaaatgaaaa 3100 

agttctggag atcagttgtg caacaatatg aatatacata acaatactga 3150 

actatacact gaaatggtta agatggtaca ttttatgtta tgtgtatttt 3200 

accacaattt ttataaaaag aggattaaat ctaaaggaaa gaaaaaatta 3250 

aaaccaccca taactttact ctgaagcagt aacagtggca tgtttcctcc 3300 

taaaaaaaaa aaaaaaaaaa gaagaaaaaa aaataaagaa aaaaaaaaaa 3350 

aaaa 3354 

<210> 116 
<211> 426 
<212> PRT 
<213> Homo sapien 

<400> 116 

Met Thr Pro Leu Cys Leu Asn Cys Ser Val Leu Pro Gly Asp Leu 
15 10 15 

Tyr Pro Gly Gly Ala Arg Asn Pro Met Ala Cys Asn Gly Ser Ala 
20 25 30 

Ala Arg Gly His Phe Asp Pro Glu Asp Leu Asn Leu Thr Asp Glu 
35 40 45 

Ala Leu Arg Leu Lys Tyr Leu Gly Pro Gin Gin Thr Glu Leu Phe 

50 55 60 

Met Pro lie Cys Ala Thr Tyr Leu Leu lie Phe Val Val Gly Ala 
65 ' 70 75 

Val Gly Asn Gly Leu Thr Cys Leu Val lie Leu Arg His Lys Ala 
80 85 90 

Met Arg Thr Pro Thr Asn Tyr Tyr Leu Phe Ser Leu Ala Val Ser 
95 100 105 

Asp Leu Leu Val Leu Leu Val Gly Leu Pro Leu Glu Leu Tyr Glu 
110 115 120 

Met Trp His Asn Tyr Pro Phe Leu Leu Gly Val Gly Gly Cys Tyr 

125 130 135 

Phe Arg Thr Leu Leu Phe Glu Met Val Cys Leu Ala Ser Val Leu 
140 145 150 

Asn Val Thr Ala Leu Ser Val Glu Arg Tyr Val Ala Val Val His 
155 160 165 

Pro Leu Gin Ala Arg Ser Met Val Thr Arg Ala His Val Arg Arg 
170 175 180 

Val Leu Gly Ala Val Trp Gly Leu Ala Met Leu Cys Ser Leu Pro 
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185 190 195 

Asn Thr Ser Leu His Gly lie Gin Gin Leu His Val Pro Cys Arg 
200 205 210 

Gly Pro Val Pro Asp Ser Ala Val Cys Met Leu Val Arg Pro Arg 
215 220 225 

Ala Leu Tyr Asn Met Val Val Gin Thr Thr Ala Leu Leu Phe Phe 
230 235 240 

Cys Leu Pro Met Ala lie Met Ser Val Leu Tyr Leu Leu lie Gly 
245 250 255 

Leu Arg Leu Arg Arg Glu Arg Leu Leu Leu Met Gin Glu Ala Lys 
260 265 270 

Gly Arg Gly Ser Ala Ala Ala Arg Ser Arg Tyr Thr Cys Arg Leu 
275 280 285 

Gin Gin His Asp Arg Gly Arg Arg Gin Val Thr Lys Met Leu Phe 
290 295 300 

Val Leu Val Val Val Phe Gly lie Cys Trp Ala Pro Phe His Ala 
305 310 315 

Asp Arg Val Met Trp Ser Val Val Ser Gin Trp Thr Asp Gly Leu 

320 325 330 

His Leu Ala Phe Gin His Val His Val lie Ser Gly lie Phe Phe 
335 340 345 

Tyr Leu Gly Ser Ala Ala Asn Pro Val Leu Tyr Ser Leu Met Ser 
350 355 360 

Ser Arg Phe Arg Glu Thr Phe Gin Glu Ala Leu Cys Leu Gly Ala 
365 370 375 

Cys Cys His Arg Leu Arg Pro Arg His Ser Ser His Ser Leu Ser 

380 385 390 

Arg Met Thr Thr Gly Ser Thr Leu Cys Asp Val Gly Ser Leu Gly 
395 400 405 

Ser Trp Val His Pro Leu Ala Gly Asn Asp Gly Pro Glu Ala Gin 
410 415 420 

Gin Glu Thr Asp Pro Ser 
425 

<210> 117 

<211> 2512 

<212> DNA 

<213> Homo sapien 

<400> 117 

ctttgaagtc agctggacca aggaaaggcc ctgccctgaa ggctggtcac 50 

ttgcagaggt aaactcccct ctttgacttc tggccagggt ttgtgctgag 100 

ctggctgcag ccgctctcag cctcgctccg ggcacgtcgg gcagcctcgg 150 
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tctacaatgg 


ctaaaaatta 


ttatctcatg 


cttgggaaga 


atggggatca 
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caatggccta 


tgagatagtc 


tgcctggtca 


atgctgagct 


gtaccccaca 


1550 


ttcattagga 


atcttggcgt 


ccacatctgt 


tcctcaatgt 


gtgacattgg 


1600 


tggcatcatc 


acgccattcc 


tggtctaccg 


gctcactaac 


atctggcttg 


1650 
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gatggttttc 


ggcgtgcttg 


gcttggttgc 


tggaggtctg 


1700 


ttccagaaac 


taaagggaaa 


gctttgcctg 


agaccatcga 


1750 


aatatgcaaa 


gaccaagaaa 


aaataaagaa 


aagatgattt 


1800 


tcagaaacta 


gacattccat 


tgaactaaga 


agagagaccg 


1850 


catgacctag 


ctttgatggc 


agcaagacca 


aaagtagaaa 


1900 


catcacaaag 


cccatacaac 


tcaaccaaac 


ttacccctga 


1950 


cctaggtcta 


cagccagtgg 


agtctattgt 


acactgtgga 


2000 


tgggaccaga 


tcctgccaaa 


ttcttccagc 


tcactttatt 


2050 


ctaggacatt 


ggacattggt 


tttctggagg 


gttttttttc 


2100 


tttttttaaa 


tttgattctt 


ttctttgcaa 


tgctatctaa 


2150 


taggggaact 


gtgggctagg 


caaacaaaat 


agaaaaaagt 


2200 


gtaaagttgg 


gagaggagca 


tctattttct 


taaagaaata 


2250 


aacaatataa 


agttgtccag 


aatgtatgtc 


aagaatttta 


2300 


tcagtaacac 


aggtgaagaa 


atttttaaaa 


atacattgat 


2350 


gttagactta 


aagtgaatct 


caaataaaag 


aatcaggaat 


2400 


tgatcatgag 


gtccttccat 


atttagattg 


ggtaagcatg 


2450 


ttctacaaaa 


gaccttgaga 


agagttcaat 


aaaaaatgtt 


2500 



Asp Asp Val Leu Glu His Gly Gly Glu Phe 
10 15 

Gin Met Phe Phe Leu Leu Ala Leu Leu Ser 
25 30 

lie Tyr Val Gly lie Val Phe Leu Gly Phe 
40 45 

Cys Arg Ser Pro Gly Val Ala Glu Leu Ser 
55 60 

Ser Pro Ala Glu Glu Leu Asn Tyr Thr Val 
70 75 



agctcccgct 

gtgctgttgc 

ggaagccgaa 

acctccaagt 

ttgctgctgt 

tccctgcact 

gccctatcaa 

aaaataccca 

ctcagcattc 

catctttgta 

ccagaataca 

gtgaaaaaca 

aaacacccaa 

gataggcctt 

tattatctag 

acaacttaag 

aatgtgtatt 

agcattataa aa 2512 

<210> 118 
<211> 555 

<212> PRT 

<213> Homo sapien 

<400> 118 
Met Pro Thr Thr Val 
1 5 

His Phe Phe Gin Lys 
20 

Ala Thr Phe Ala Pro 

35 

Thr Pro Asp His Arg 
50 

Leu Arg Cys Gly Trp 
65 

Pro Gly Pro Gly Pro 
80 

Arg Tyr Glu Val Asp 



Ala Gly Glu Ala Ser 
85 

Trp Asn Gin Ser Thr 



Pro Arg Gin Cys Arg 
90 

Phe Asp Cys Val Asp 
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95 100 105 

Pro Leu Ala Ser Leu Asp Thr Asn Arg Ser Arg Leu Pro Leu Gly 
110 115 120 

Pro Cys Arg Asp Gly Trp Val Tyr Glu Thr Pro Gly Ser Ser lie 
125 130 135 

Val Thr Glu Phe Asn Leu Val Cys Ala Asn Ser Trp Met Leu Asp 
140 145 150 

Leu Phe Gin Ser Ser Val Asn Val Gly Phe Phe lie Gly Ser Met 
155 160 165 

Ser lie Gly Tyr lie Ala Asp Arg Phe Gly Arg Lys Leu Cys Leu 
170 175 180 

Leu Thr Thr Val Leu lie Asn Ala Ala Ala Gly Val Leu Met Ala 
185 190 195 

lie Ser Pro Thr Tyr Thr Trp Met Leu lie Phe Arg Leu lie Gin 
200 205 210 

Gly Leu Val Ser Lys Ala Gly Trp Leu lie Gly Tyr lie Leu lie 
215 220 225 

Thr Glu Phe Val Gly Arg Arg Tyr Arg Arg Thr Val Gly lie Phe 

230 235 240 

Tyr Gin Val Ala Tyr Thr Val Gly Leu Leu Val Leu Ala Gly Val 
245 250 255 

Ala Tyr Ala Leu Pro His Trp Arg Trp Leu Gin Phe Thr Val Ala 
260 265 270 

Leu Pro Asn Phe Phe Phe Leu Leu Tyr Tyr Trp Cys lie Pro Glu 
275 280 285 

Ser Pro Arg 'Trp Leu lie Ser Gin Asn Lys Asn Ala Glu Ala Met 
290 295 300 

Arg lie lie Lys His lie Ala Lys Lys Asn Gly Lys Ser Leu Pro 
305 310 315 

Ala Ser Leu Gin Arg Leu Arg Leu Glu Glu Glu Thr Gly Lys Lys 
320 325 330 

Leu Asn Pro Ser Phe Leu Asp Leu Val Arg Thr Pro Gin lie Arg 
335 340 345 

Lys His Thr Met lie Leu Met Tyr Asn Trp Phe Thr Ser Ser Val 
350 355 360 

Leu Tyr Gin Gly Leu lie Met His Met Gly Leu Ala Gly Asp Asn 

365 370 375 

lie Tyr Leu Asp Phe Phe Tyr Ser Ala Leu Val Glu Phe Pro Ala 
380 385 390 

Ala Phe Met lie lie Leu Thr lie Asp Arg lie Gly Arg Arg Tyr 
395 400 405 
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Pro Trp Ala Ala Ser Asn Met Val Ala Gly Ala Ala Cys Leu Ala 

410 415 420 

Ser Val Phe lie Pro Gly Asp Leu Gin Trp Leu Lys lie lie lie 

425 430 435 

Ser Cys Leu Gly Arg Met Gly lie Thr Met Ala Tyr Glu lie Val 

440 445 450 

Cys Leu Val Asn Ala Glu Leu Tyr Pro Thr Phe lie Arg Asn Leu 

455 460 465 

Gly Val His lie Cys Ser Ser Met Cys Asp lie Gly Gly lie lie 

470 475 480 

Thr Pro Phe Leu Val Tyr Arg Leu Thr Asn lie Trp Leu Glu Leu 

485 490 495 

Pro Leu Met Val Phe Gly Val Leu Gly Leu Val Ala Gly Gly Leu 

500 505 510 

Val Leu Leu Leu Pro Glu Thr Lys Gly Lys Ala Leu Pro Glu Thr 

515 520 525 

lie Glu Glu Ala Glu Asn Met Gin Arg Pro Arg Lys Asn Lys Glu 

530 535 540 

Lys Met lie Tyr Leu Gin Val Gin Lys Leu Asp lie Pro Leu Asn 

545 550 555 

<210> 119 
<211> 5431 

<212> DNA 

<213> Homo sapien 

<400> 119 



gccctggcca 


aggaggaggc 


tgaaagagcc 


tgagctgtgc 


cctctccatt 


50 


ccactgctgt 


ggcagggtca 


gaaatcttgg 


atagagaaaa 


ccttttgcaa 


100 


acgggaatgt 


atctttgtaa 


ttcctagcac 


gaaagactct 


aacaggtgtt 


150 


gctgtggcca 


gttcaccaac 


cagcatatcc 


cccctctgcc 


aagtgcaaca 


200 


cccagcaaaa 


atgaagagga 


aaacaaacag 


gtggagactc 


agcctgagaa 


250 


atggtctgtt 


gccaagcaca 


cccagagcta 


cccaacagat 


tcctatggag 


300 


ttcttgaatt 


ccagggt ggc 


ggatattcca 


ataaagccat 


gtatatccgt 


350 


gtatcctatg 


acaccaagcc 


agactcactg 


ctccatctca 


tggtgaaaga 


400 


ttggcagctg 


gaactcccca 


agctcttaat 


atctgtgcat 


ggaggcctcc 


450 


agaactttga 


gatgcagccc 


aagctgaaac 


aagtctttgg 


gaaaggcctg 


500 


atcaaggctg 


ctatgaccac 


cggggcctgg 


atcttcaccg 


ggggtgtcag 


550 


cacaggtgtt 


atcagccacg 


taggggatgc 


cttgaaagac 


cactcctcca 


600 
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agtccagagg 


ccgggtttgt 


gctataggaa 


gagaataagg 


aagacctggt 


tggaaaggat 


catgtccaac 


cctctaagta 


agctctctgt 


acttcatcct 


ggctgacaat 


ggcaccctgg 


aagctgcgaa 


ggctgctgga 


aaagcacatc 


aagactgggg 


cagggcgtgc 


ccctcgtggg 


ctaacgtggt 


gtccatcgtc 


ttggaatacc 


cctgtggtga 


tttgtgatgg 


cagcggacgt 


tgcgcacaag 


tactgtgaag 


aaggcggaat 


agcagcttct 


agttaccatt 


cagaaaacat 


tcacatcagc 


tgtttgcaat 


tataatggag 


cgtcactgtg 


ttcagaatgg 


gttctgaggg 


caattttaac 


tgccctgctg 


aaaggaacaa 


ctgagcttgg 


cactggcttg 


gaaccgcgtg 


ctttgtcttt 


gggccccact 


ggccgcccct 


cggacagcaa 


agccacggag 


aaggagaaga 


aagggaggaa 


gaggaaaagg 


gaaaggcaag 


ggaagtggag 


gaagaaactg 


acccccggaa 


tgaatgcttt 


ggagcaagcg 


atgctagatg 


gactttgtga 


agctcctgat 


tgaaaacgga 


gaccattccg 


aggctggagg 


agctttataa 


acacacttca 


tctgctggtg 


agggatgtga 


gattaccaca 


tcagcctcat 


agacatcggg 


gggaggagcc 


taccgctgca 


actacactcg 


acaacaactt 


gtttggacca 


aagaggccta 


atggaagatg 


atgagcctcc 


agctaaaggg 


aaaggaggaa 


gagatcgaca 


ttgatgtgga 


tccagtatcc 


cttccacgag 


ctgatggtgt 


cagaaaatgg 


cagtgttcct 


ctggcagcga 


ggccctggtg 


gcctgcaagc 


tctacaaggc 


agagtgatct 


ggtggatgac 


atctcccagg 



ttgctccatg gggcatcgtg 650 
gtaacaagag tgtaccagac 700 
gctcaacaac tcccacaccc 750 
gcaagtatgg cgccgaggtg 800 
tccctccaga agatcaacac 850 
tctcgtggtg gaggggggcc 900 
tgcaagaaga gcctcccatc 950 
gcctcggaca tcctgtcctt 1000 
aataaatgag tccctcaggg 1050 
ttaattataa taaggcacaa 1100 
tgcatgaaga agaaagaact 1150 
ccagcaggac atcgagatgg 1200 
acgtatctgc tccagatcag 1250 
gacatagcac gaagccagat 1300 
gggaagcctg gcacccccga 1350 
agccacccat ggccaccacc 1400 
aagaaaggga aagtgaaaga 1450 
gatagagctg ctgaactggg 1500 
ctttagtctt agatcgtgtc 1550 
gtgaacatgc aacactttct 1600 
cacaagactg ggtccaccaa 1650 
aaaagagcaa ccttccgcct 1700 
ctcgtgctgg agtacctcat 1750 
gaaaaacttt cggacccttt 1800 
aagctcttaa acttctggga 1850 
aagaaaaaaa aaaaaaagaa 1900 
cgaccctgcc gtgagtcggt 1950 
gggcagtgct gatgaaacgc 2000 
ggggaagaga gcatggccaa 2050 
catggcccac gagtcctccg 2100 
acttggataa caattccaaa 2150 
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ccccaccgat 
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3500 


agcggccgct 


gcaggaaaaa 


gagagaaggg 


gaccaagagg 


aacgggatcg 


3550 


tggattgaag 


ctcttcctta 


gcgacgagga 


gctaaagagg 


ctgcatgagt 


3600 


tcgaggagca 


gtgcgtgcag 


gagcacttcc 


gggagaagga 


ggatgagcag 


3650 
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cagtcgtcca 


gcgacgagcg 


catccgggtc 


acttctgaaa 


gagttgaaaa 


3700 


tatgtcaatg 


aggttggaag 


aaatcaatga 


aagagaaact 


tttatgaaaa 


3750 


cttccctgca 


gactgttgac 


cttcgacttg 


ctcagctaga 


agaattatct 


3800 


aacagaatgg 


tgaatgctct 


tgaaaatctt 


gcgggaatcg 


acaggtctga 


3850 


cctgatccag 


gcacggtccc 


gggcttcttc 


tgaatgtgag 


gcaacgtatc 


3900 


ttctccggca 


aagcagcatc 


aatagcgctg 


atggctacag 


cttgtatcga 


3950 


tatcatttta 


acggagaaga 


gttattattt 


gaggatacat 


ctctctccac 


4000 


gtcaccaggg 


acaggagtca 


ggaaaaaaac 


ctgttccttc 


cgtataaagg 


4050 


aagagaagga 


cgtgaaaacg 


cacctagtcc 


cagaatgtca 


gaacagtctt 


4100 


cacctttcac 


tgggcacaag 


cacatcagca 


accccagatg 


gcagtcacct 


4150 


tgcagtagat 


gacttaaaga 


acgctgaaga 


gtcaaaatta 


ggtccagata 


4200 


ttgggatttc 


aaaggaagat 


gatgaaagac 


agacagactc 


taaaaaagaa 


4250 


gaaactattt 


ccccaagttt 


aaataaaaca 


gatgtgatac 


atggacagga 


4300 


caaatcagat 


gttcaaaaca 


ctcagctaac 


agtggaaacg 


acaaatatag 


4350 


aaggcactat 


ttcctatccc 


ctggaagaaa 


ccaaaattac 


acgctatttc 


4400 


cccgatgaaa 


cgatcaatgc 


ttgtaaaaca 


atgaagtcca 


gaagcttcgt 


4450 


ctattcccgg 


ggaagaaagc 


tggtcggtgg 


ggttaaccag 


gatgtagagt 


4500 


acagttcaat 


cacggaccag 


caattgacga 


cggaatggca 


atgccaagtt 


4550 


caaaagatca 


cgcgctctca 


tagcacagat 


attccttaca 


ttgtgtcgga 


4600 


agctgcagtg 


caagctgagc 


ataaagagca 


gtttgcagat 


atgcaagatg 


4650 


aacaccatgt 


cgctgaagca 


attcctcgaa 


tccctcgctt 


gtccctaacc 


4700 


attactgaca 


gaaatgggat 


ggaaaactta 


ctgtctgtga 


agccagatca 


4750 


aactttggga 


ttcccatctc 


tcaggtcaaa 


aagtttacat 


ggacatccta 


4800 


ggaatgtgaa 


atccattcag 


ggaaagttag 


acagatctgg 


acatgccagt 


4850 


agtgtaagca 


gcttagtaat 


tgtgtctgga 


atgacagcag 


aagaaaaaaa 


4900 


ggttaagaaa 


gagaaagctt 


ccacagaaac 


tgaatgctag 


tctgttttgt 


4950 


ttctttaatt 


ttttttttta 


acagtcagaa 


ccactaatgg 


gtgtcatctt 


5000 


ggccatctaa 


acatcatcaa 


tttctaaaaa 


cattttccct 


taaaaaattt 


5050 


tggaaattca 


gacttgattt 


acaatttaat 


gcactaaaag 


tagtattttg 


5100 


ttagcatatg 


ttagtaggct 


tagttttttc 


agttgcagta 


gtatcaaatg 


5150 


aaagtgatga 


tactgtaacg 


aagataaatt 


ggctaatcag 


tatacaagat 


5200 
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tatacaatct ctttattact gagggccacc aaatagccta ggaagtgccc 5250 

tcgagcactg aagtcaccat taggtcactt aagaagtaag caactagctg 5300 

ggcacagtgg ctcatgcctg taatcctagc actttgggag gccaaggcag 5350 

aaagatagct tgagtccagg agtttgagac cagcctgggc aacatagtga 5400 

taccccatct cttaaaaaaa aaaaaaaaaa a 5431 

<210> 120 

<211> 1533 

<212> PRT 

<213> Homo sapien 

<400> 120 

Met Tyr lie Arg Val Ser Tyr Asp Thr Lys Pro Asp Ser Leu Leu 

15 10 15 

His Leu Met Val Lys Asp Trp Gin Leu Glu Leu Pro Lys Leu Leu 

20 25 30 

lie Ser Val His Gly Gly Leu Gin Asn Phe Glu Met Gin Pro Lys 

35 40 45 

Leu Lys Gin Val Phe Gly Lys Gly Leu lie Lys Ala Ala Met Thr 

50 55 60 

Thr Gly Ala Trp He Phe Thr Gly Gly Val Ser Thr Gly Val He 

65 70 75 

Ser His Val Gly Asp Ala Leu Lys Asp His Ser Ser Lys Ser Arg 

80 85 90 

Gly Arg Val Cys Ala He Gly lie Ala Pro Trp Gly He Val Glu 

95 100 105 

Asn Lys Glu Asp Leu Val Gly Lys Asp Val Thr Arg Val Tyr Gin 

110 115 120 

Thr Met Ser Asn Pro Leu Ser Lys Leu Ser Val Leu Asn Asn Ser 

125 130 135 

His Thr His Phe He Leu Ala Asp Asn Gly Thr Leu Gly Lys Tyr 

140 145 150 

Gly Ala Glu Val Lys Leu Arg Arg Leu Leu Glu Lys His He Ser 

155 160 165 

Leu Gin Lys He Asn Thr Arg Leu Gly Gin Gly Val Pro Leu Val 

170 175 180 

Gly Leu Val Val Glu Gly Gly Pro Asn Val Val Ser He Val Leu 

185 190 • 195 

Glu Tyr Leu Gin Glu Glu Pro Pro He Pro Val Val He Cys Asp 

200 205 210 

Gly Ser Gly Arg Ala Ser Asp He Leu Ser Phe Ala His Lys Tyr 

215 220 225 
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Cys Glu Glu Gly Gly lie lie Asn Glu Ser Leu Arg Glu Gin Leu 
230 235 240 

Leu Val Thr lie Gin Lys Thr Phe Asn Tyr Asn Lys Ala Gin Ser 
245 250 255 

His Gin Leu Phe Ala lie lie Met Glu Cys Met Lys Lys Lys Glu 
260 265 270 

Leu Val Thr Val Phe Arg Met Gly Ser Glu Gly Gin Gin Asp lie 
275 280 285 

Glu Met Ala lie Leu Thr Ala Leu Leu Lys Gly Thr Asn Val Ser 
290 295 300 

Ala Pro Asp Gin Leu Ser Leu Ala Leu Ala Trp Asn Arg Val Asp 

305 310 315 

lie Ala Arg Ser Gin lie Phe Val Phe Gly Pro His Trp Pro Pro 
320 325 330 

Leu Gly Ser Leu Ala Pro Pro Thr Asp Ser Lys Ala Thr Glu Lys 
335 340 345 

Glu Lys Lys Pro Pro Met Ala Thr Thr Lys Gly Gly Arg Gly Lys 
350 355 360 

Gly Lys Gly Lys Lys Lys Gly Lys Val Lys Glu Glu Val Glu Glu 
365 370 375 

Glu Thr Asp Pro Arg Lys lie Glu Leu Leu Asn Trp Val Asn Ala 
380 385 390 

Leu Glu Gin Ala Met Leu Asp Ala Leu Val Leu Asp Arg Val Asp 
395 400 405 

Phe Val Lys Leu Leu lie Glu Asn Gly Val Asn Met Gin His Phe 
410 415 420 

Leu Thr lie Pro Arg Leu Glu Glu Leu Tyr Asn Thr Arg Leu Gly 
425 430 435 

Pro Pro Asn Thr Leu His Leu Leu Val Arg Asp Val Lys Lys Ser 

440 445 450 

Asn Leu Pro Pro Asp Tyr His lie Ser Leu lie Asp lie Gly Leu 
455 460 465 

Val Leu Glu Tyr Leu Met Gly Gly Ala Tyr Arg Cys Asn Tyr Thr 
470 475 480 

Arg Lys Asn Phe Arg Thr Leu Tyr Asn Asn Leu Phe Gly Pro Lys 
485 490 495 

Arg Pro Lys Ala Leu Lys Leu Leu Gly Met Glu Asp Asp Glu Pro 
500 505 510 

Pro Ala Lys Gly Lys Lys Lys Lys Lys Lys Lys Lys Glu Glu Glu 
515 520 525 
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lie Asp lie 
Pro Phe His 
Lys Met Ala 
Lys Ala Leu 
Ser Ser Glu 
Asn Asn Ser 
Gin Ser Tyr 
Tyr Glu Leu 
Val Ala Ala 
Met Leu Leu 
Asn Pro Gly 
lie Leu Phe 
Thr Ser Lys 
Thr Asp Ala 
Asn Glu His 
Cys Glu Phe 
lie Ser Tyr 
Val Arg Met 
Ser Tyr lie 
Met Ser Glu 
Gin Glu Tyr 



Asp Val Asp 
530 

Glu Leu Met 
545 

Val Phe Leu 
560 

Val Ala Cys 
575 

Ser Asp Leu 
590 

Lys Asp Phe 
605 

Lys His Asp 
620 

Lys Asn Trp 

635 

Lys His Arg 
650 

Thr Asp Met 
665 

Leu Lys Val 
680 

Leu Glu Phe 

695 

Glu Asn Glu 
710 

Asn Ala Asp 
725 

Lys Lys Gin 
740 

Tyr Asn Ala 
755 

Leu Gly Tyr 
770 

Asp Gly Trp 
785 

Val Ser Leu 
800 

Pro Gly Lys 
815 

Trp Asn lie 



Asp Pro Ala 
Val Trp Ala 
Trp Gin Arg 
Lys Leu Tyr 
Val Asp Asp 
Gly Gin Leu 
Glu Gin lie 
Ser Asn Ser 
Asp Phe lie 
Trp Met Gly 
lie Met Gly 
Arg Thr Tyr 
Asp Gly Lys 
Ala Gly Ser 
Arg Ser lie 
Pro lie Val 
Leu Leu Leu 
Pro Ser Leu 
Ala Leu Glu 
Leu Ser Gin 
Thr Asp Leu 



Val Ser Arg 
535 

Val Leu Met 
550 

Gly Glu Glu 
565 

Lys Ala Met 
580 

lie Ser Gin 
595 

Ala Leu Glu 
610 

Ala Met Lys 
625 

Thr Cys Leu 

640 

Ala His Thr 
655 

Arg Leu Arg 
670 

lie Leu Leu 
685 

Asp Asp Phe 
700 

Glu Lys Glu 
715 

Arg Lys Gly 
730 

Pro lie Gly 
745 

Lys Phe Trp 
760 

Phe Asn Tyr 
775 

Gin Glu Trp 
790 

Lys lie Arg 
805 

Lys lie Lys 
820 

Val Ala lie 



Phe Gin Tyr 
540 

Lys Arg Gin 
555 

Ser Met Ala 
570 

Ala His Glu 
585 

Asp Leu Asp 
600 

Leu Leu Asp 
615 

Leu Leu Thr 
630 

Lys Leu Ala 
645 

Cys Ser Gin 
660 

Met Arg Lys 
675 

Pro Pro Thr 
690 

Ser Tyr Gin 
705 

Glu Glu Asn 
720 

Asp Glu Glu 
735 

Thr Lys lie 
750 

Phe Tyr Thr 
765 

Val He Leu 

780 

He Val He 
795 

Glu He Leu 
810 

Val Trp Leu 
825 

Ser Thr Phe 
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830 835 840 

Met He Gly Ala He Leu Arg Leu Gin Asn Gin Pro Tyr Met Gly 

845 850 855 

Tyr Gly Arg Val He Tyr Cys Val Asp He He Phe Trp Tyr He 

860 865 870 

Arg Val Leu Asp He Phe Gly Val Asn Lys Tyr Leu Gly Pro Tyr 

875 880 885 

Val Met Met He Gly Lys Met Met He Asp Met Leu Tyr Phe Val 

890 895 900 

Val He Met Leu Val Val Leu Met Ser Phe Gly Val Ala Arg Gin 

905 910 915 

Ala He Leu His Pro Glu Glu Lys Pro Ser Trp Lys Leu Ala Arg 

920 925 930 

Asn He Phe Tyr Met Pro Tyr Trp Met He Tyr Gly Glu Val Phe 

935 940 945 

Ala Asp Gin He Asp Leu Tyr Ala Met Glu He Asn Pro Pro Cys 

950 955 960 

Gly Glu Asn Leu Tyr Asp Glu Glu Gly Lys Arg Leu Pro Pro Cys 

965 970 975 

He Pro Gly Ala Trp Leu Thr Pro Ala Leu Met Ala Cys Tyr Leu 

980 985 990 

Leu Val Ala Asn He Leu Leu Val Asn Leu Leu He Ala Val Phe 

995 1000 1005 

Asn Asn Thr Phe Phe Glu Val Lys Ser He Ser Asn Gin Val Trp 

1010 1015 1020 

Lys Phe Gin Arg Tyr Gin Leu He Met Thr Phe His Asp Arg Pro 

1025 1030 1035 

Val Leu Pro Pro Pro Met He He Leu Ser His He Tyr He He 

1040 1045 1050 

He Met Arg Leu Ser Gly Arg Cys Arg Lys Lys Arg Glu Gly Asp 

1055 1060 1065 

Gin Glu Glu Arg Asp Arg Gly Leu Lys Leu Phe Leu Ser Asp Glu 

1070 1075 1080 

Glu Leu Lys Arg Leu His Glu Phe Glu Glu Gin Cys Val Gin Glu 

1085 1090 1095 

His Phe Arg Glu Lys Glu Asp Glu Gin Gin Ser Ser Ser Asp Glu 

1100 1105 1110 

Arg He Arg Val Thr Ser Glu Arg Val Glu Asn Met Ser Met Arg 

1115 1120 1125 

Leu Glu Glu He Asn Glu Arg Glu Thr Phe Met Lys Thr Ser Leu 

1130 1135 1140 



246 



Gin Thr Val Asp Leu Arg Leu Ala Gin Leu Glu Glu Leu Ser Asn 

1145 1150 1155 

Arg Met Val Asn Ala Leu Glu Asn Leu Ala Gly lie Asp Arg Ser 

1160 1165 1170 

Asp Leu lie Gin Ala Arg Ser Arg Ala Ser Ser Glu Cys Glu Ala 

1175 1180 1185 

Thr Tyr Leu Leu Arg Gin Ser Ser lie Asn Ser Ala Asp Gly Tyr 

1190 1195 1200 

Ser Leu Tyr Arg Tyr His Phe Asn Gly Glu Glu Leu Leu Phe Glu 

1205 1210 1215 

Asp Thr Ser Leu Ser Thr Ser Pro Gly Thr Gly Val Arg Lys Lys 

1220 1225 1230 

Thr Cys Ser Phe Arg lie Lys Glu Glu Lys Asp Val Lys Thr His 

1235 1240 1245 

Leu Val Pro Glu Cys Gin Asn Ser Leu His Leu Ser Leu Gly Thr 

1250 1255 1260 

Ser Thr Ser Ala Thr Pro Asp Gly Ser His Leu Ala Val Asp Asp 

1265 1270 1275 

Leu Lys Asn Ala Glu Glu Ser Lys Leu Gly Pro Asp lie Gly lie 

1280 1285 1290 

Ser Lys Glu Asp Asp Glu Arg Gin Thr Asp Ser Lys Lys Glu Glu 

1295 1300 1305 

Thr lie Ser Pro Ser Leu Asn Lys Thr Asp Val lie His Gly Gin 

1310 1315 1320 

Asp Lys Ser Asp Val Gin Asn Thr Gin Leu Thr Val Glu Thr Thr 

1325 1330 1335 

Asn lie Glu Gly Thr lie Ser Tyr Pro Leu Glu Glu Thr Lys lie 

1340 1345 1350 

Thr Arg Tyr Phe Pro Asp Glu Thr lie Asn Ala Cys Lys Thr Met 

1355 1360 1365 

Lys Ser Arg Ser Phe Val Tyr Ser Arg Gly Arg Lys Leu Val Gly 

1370 1375 1380 

Gly Val Asn Gin Asp Val Glu Tyr Ser Ser lie Thr Asp Gin Gin 

1385 1390 1395 

Leu Thr Thr Glu Trp Gin Cys Gin Val Gin Lys lie Thr Arg Ser 

1400 1405 1410 

His Ser Thr Asp He Pro Tyr He Val Ser Glu Ala Ala Val Gin 

1415 1420 1425 

Ala Glu His Lys Glu Gin Phe Ala Asp Met Gin Asp Glu His His 

1430 1435 1440 
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Val Ala Glu Ala lie Pro Arg lie Pro Arg Leu Ser Leu Thr lie 

1445 1450 1455 

Thr Asp Arg Asn Gly Met Glu Asn Leu Leu Ser Val Lys Pro Asp 

1460 1465 1470 

Gin Thr Leu Gly Phe Pro Ser Leu Arg Ser Lys Ser Leu His Gly 

1475 1480 1485 

His Pro Arg Asn Val Lys Ser lie Gin Gly Lys Leu Asp Arg Ser 

1490 1495 1500 

Gly His Ala Ser Ser Val Ser Ser Leu Val lie Val Ser Gly Met 

1505 1510 1515 

Thr Ala Glu Glu Lys Lys Val Lys Lys Glu Lys Ala Ser Thr Glu 

1520 1525 1530 

Thr Glu Cys 

<210> 121 

<211> 5511 

<212> DNA 

<213> Homo sapien 

<400> 121 



tctctgtctg 


ccagggtctc 


cgactgtccc 


agacgggctg 


gtgtgggctt 


50 


gggatcctcc 


tggtgacctc 


tcccgctaag 


gtccctcagc 


cactctgccc 


100 


caagatgggc 


cgtggggctg 


gccgtgagta 


ctcacctgcc 


gccaccacgg 


150 


cagagaatgg 


gggcggcaag 


aagaaacaga 


aggagaagga 


actggatgag 


200 


ctgaagaagg 


aggtggcaat 


ggatgaccac 


aagctgtcct 


tggatgagct 


250 


gggccgcaaa 


taccaagtgg 


acctgtccaa 


gggcctcacc 


aaccagcggg 


300 


ctcaggacgt 


tctggctcga 


gatgggccca 


acgccctcac 


accacct ccc 


350 


acaacccctg 


agtgggtcaa 


gttctgccgt 


cagcttttcg 


gggggttctc 


400 


catcctgctg 


tggattgggg 


ctatcctctg 


cttcctggcc 


tacggcatcc 


450 


aggctgccat 


ggaggatgaa 


ccatccaacg 


acaatctata 


tctgggtgtg 


500 


gtgctggcag 


ctgtggtcat 


tgtcactggc 


tgcttctcct 


actaccagga 


550 


ggccaagagc 


tccaagatca 


tggattcctt* 


caagaacatg 


gtacctcagc 


600 


aagcccttgt 


gatccgggag 


ggagagaaga 


tgcagatcaa 


cgcagaggaa 


650 


gtggtggtgg 


gagacctggt 


ggaggtgaag 


ggtggagacc 


gcgtccctgc 


700 


tgacctccgg 


atcatctctt 


ctcatggctg 


taaggtggat 


aactcatcct 


750 


taacaggaga 


gtcggagccc 


cagacccgct 


cccccgagtt 


cacccatgag 


800 


aaccccctgg 


agacccgcaa 


tatctgtttc 


ttctccacca 


actgtgttga 


850 
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aggcactgcc 


aggggcattg 


tgattgccac 


aggagaccgg 


acggtgatgg 


900 


gccgcatagc 


tactctcgcc 


tcaggcctgg 


aggttgggcg 


gacacccata 


950 


gcaatggaga 


ttgaacactt 


catccagctg 


atcacagggg 


tcgctgtatt 


1000 


cctgggggtc 


tccttcttcg 


tgctctccct 


catcctgggc 


tacagctggc 


1050 


tggaggcagt 


catcttcctc 


atcggcatca 


tagtggccaa 


cgtgcctgag 


1100 


gggcttctgg 


ccactgtcac 


tgtgtgcctg 


accctgacag 


ccaagcgcat 


1150 


ggcacggaag 


aactgcctgg 


tgaagaacct 


ggaggcggtg 


gagacgctgg 


1200 


gctccacgtc 


caccatctgc 


tcggacaaga 


cgggcaccct 


cacccagaac 


1250 


cgcatgaccg 


tcgcccacat 


gtggttcgac 


aaccaaatcc 


atgaggctga 


1300 


caccaccgaa 


gatcagtctg 


gggccacttt 


tgacaaacga 


tcccctacgt 


1350 


ggacggccct 


gtctcgaatt 


gctggtctct 


gcaaccgcgc 


cgtcttcaag 


1400 


gcaggacagg 


agaacat ct c 


cgtgtctaag 


cgggacacag 


ctggtgatgc 


1450 


ctctgagtca 


gctctgctca 


agtgcattga 


gctctcctgt 


ggctcagtga 


1500 


ggaaaatgag 


agacagaaac 


cccaaggtgg 


cagagattcc 


tttcaactct 


1550 


accaacaagt 


accagctgtc 


tatccacgag 


cgagaagaca 


gcccccagag 


1600 


ccacgtgctg 


gtgatgaagg 


gggccccaga 


gcgcattctg 


gaccggtgct 


1650 


ccaccatcct 


ggtgcagggc 


aaggagatcc 


cgctcgacaa 


ggagatgcaa 


1700 


gatgcctttc 


aaaatgccta 


catggagctg 


gggggacttg 


gggagcgtgt 


1750 


gctgggattc 


tgtcaactga 


atctgccatc 


tggaaagttt 


cctcggggct 


1800 


tcaaattcga 


cacggatgag 


ctgaactttc 


ccacggagaa 


gctttgcttt 


1850 


gtggggctca 


tgtctatgat 


tgaccctccc 


cgggctgctg 


tgccagatgc 


1900 


tgtgggcaag 


tgccgaagcg 


caggcatcaa 


ggtgatcatg 


gtaaccgggg 


1950 


atcaccctat 


cacagccaag 


gccattgcca 


aaggcgtggg 


catcatatca 


2000 


gagggtaacg 


agactgtgga 


ggacattgca 


gcccggctca 


acattcccat 


2050 


gagtcaagtc 


aaccccagag 


aagccaaggc 


atgcgtggtg 


cacggctctg 


2100 


acctgaagga 


catgacatcg 


gagcagctcg 


atgagatcct 


caagaaccac 


2150 


acagagatcg 


tctttgctcg 


aacgtctccc 


cagcagaagc 


tcatcattgt 


2200 


ggagggatgt 


cagaggcagg 


gagccattgt 


ggccgtgacg 


ggtgacgggg 


2250 


tgaacgactc 


ccctgcattg 


aagaaggctg 


acattggcat 


tgccatgggc 


2300 


atctctggct 


ctgacgtctc 


taagcaggca 


gccgacatga 


tcctgctgga 


2350 


tgacaacttt 


gcctccatcg 


tcacgggggt 


ggaggagggc 


cgcctgatct 


2400 
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ttgacaactt 


gaagaaa t cc 


aucgccuaca 


gag a ucaccc 


cc u ucctgcx. 


gx-tcat Co-t u 


gggcaCLgtg 


accauccuui- 


gcauugacct 


CCaLCL.CCL.U 


ggcctaugag 


gcagccgaga 


^ O O 4» 

ccacgaaac c 


cccagacgga 


caagc uggng 


ggcctacgga 


cagatcggga 


tgatccaggc 


^ 4" ^ ^ 4- ^ 

aCT-LugT-gaU 


ccuggcagag 


aacgguTiccc 


atccgcctcg 


act gggat ga 


ccggaccatg 


t ggacaggag 


tggacct at g 


agcagcggaa 


acacggcat t 


ct ttgccagc 


at cgtggtgg 


at ctgcaaga 


cccgccgcaa 


ctcagtcttc 


gat cctgatt 


tt tgggct cc 


tggaggagac 


ct t act gccc 


aggcatgggt 


gtagccct cc 


acct ggtggt 


t ct gcgcct t 


cccctacagc 


tgaggt ccga 


aagctcatcc 


t gcggcggt a 


aggagacata 


ct actgaccc 


cattggaaga 


ggggagctct 


ggaggtgttg 


tggggatggt 


acgggtggca 


ttgggtggca 


acatttgggg 


gcaggctaag 


ttgcggggta 


tataaattgg 


aact gt gaac 


aat cagat t a 


gacactatgt 


atcctttt cc 


atcccactcc 


actatgttgt 


agggtt accc 


caccctgccc 


act cccat cc 


gt aatagatc 


agcat ccaaa 


agcaggaacc 


ccuctcagau 


caccccagcc 


tcacuccanL. 






/-*-■ 4— /— Y y-Y 4~ 4~ 

k^v_-i_yyv^u Loo 


aaaaggLuct 


L-Cuggugagu 


gcaagagcct 


tgtctcccag 


tcgaggctgg 


taagggacct 


aggtgggaga 


tggaggtagg 


gctggctgga 


gtgaggtagt 


gccaatgaca 


ggacatttga 


tcgtggactc 


cagctctacg 


tcccacattt 



ccctgaccag caacatcccc 2450 
gccaacatcc ccctacctct 2500 
gggcacagat atggtccctg 2550 
gtgatatcat gaagcggcag 2600 
aatgagaggc tcatcagcat 2650 
actgggtggc ttcttcacct 2700 
tgccatcacg gctactggga 2750 
aatgatctgg aggacagcta 2800 
ggtggtggag ttcacgtgcc 2850 
tgcagtgggc tgacctcatc 2900 
cagcagggca tgaagaacaa 2950 
ggcgttggct gcctttctct 3000 
gcatgtaccc gctcaaagtc 3050 
ctcctcatct tcatctatga 3100 
tcctggtggc tgggtggaga 3150 
agaaccaggc atggaaagat 3200 
gatggagagg gatggaaata 3250 
agagataatg aggcaactca 3300 
ggtgatgacc ccatagacct 3350 
gttagagtcc ccccgaccag 3400 
ctattttttc tgaggaatta 3450 
cttcaacccc acttcctact 3500 
catctaaacc agaaggaagc 3550 
tcccacttcc acccccgtta 3600 
ccttcagacc ttgcaatcac 3650 
gagactggaa aaggtggact 3700 
tcagggagag ctgggcagac 3750 
ggaaggaaac aacaaaggaa 3800 
catgagtctc cagatagatg 3850 
tagaataccc caccagcaga 3900 
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acaaactcag 


atctcatcag 


ggtagcagca 


tcaagagctt 


ccagaaatgc 


cacacttgtg 


acccttggtt 


aggggtcctc 


ttagtccaca 


tacttaataa 


cacttcacct 


tctgtaatac 


ctgttctgaa 


agggatggcc 


acaagttctt 


tttcttttca 


tgcccatccc 


gatgaacctg 


aagccaaccc 


tggaaaagga 


gttcgctggc 


gagaagttcc 


ctgaaccttc 


ctgtctccca 


gacaagctta 


ggtcatgaac 


atggtcagaa 


tactaagaga 


tttgcttttt 


ctgggtgcgg 


agcactttgg 


gaggccgagg 


caggtggatc 


cgagcctggc 


caacatggtg 


aaaccctgtc 


ttagccagtc 


atggtggcac 


acgcctgtaa 


gaggcaggag 


aattgcttga 


acctgtgagg 


gatcgtgcca 


ttacactcca 


gcctgggcga 


aaaaaaaaaa 


aaatgatttg 


cttttgacgt 


cctccaggca 


aatgcccttc 


aaaccgacga 


gggctggaga 


gttggtttca 


ggttcctaca 


tactccctat 


ctaacacttt 


tgctctgcag 


agcctggctt 


agaaggcact 


gggaatgtcc 


ggtcatgcaa 


gtgagaaaga 


catctgagga 


acaggaagga 


agcacaaaag 


acaagcattg 


tcccaaaggc 


tgtcatttca 


ttgcactgga 


aggaagtaag 


ggagtcattg 


ccttgggcct 


atattaattt 


ggatccgatt 


aattggagat 


ttatctttgc 


acaatcaata 


aaaatggcat 


ataaacaata 


ttgctagagg 


tggcatgttt 


tttcaggcac 


tttagaaata 


tcctttt aga 


attatcatca 


atctttatgt 


atttgttaaa 


attggtgacc 


ttttgtaaga 


cattagtttg 


aaaataataa 


agtggcattt 


ctttatgaaa 



gaggcaggac cagaaggcaa 3950 
tgccacagag ttccccgctg 4000 
aggtccggat gtcactcatg 4050 
taagtcctca gagctccatg 4100 
tcccagcctc ttccattccc 4150 
catcattccc cgacactgcc 4200 
cattggctag aatcagggtg 4250 
gggacatgta tgcttccagg 4300 
cctttggaca agaggaaaaa 4 350 
tggctcatgc ctgtaatccc 4400 
atgaggtcag gagttcgagg 4450 
tctactaaaa gtacaaaaaa 4500 
tctcagctac tcaggaggct 4550 
aagaggttgc agtgagctga 4600 
aagggtgaga ctccatctca 4 650 
cttaggtggc agggctgttc 4700 
tcattgtgcc cacttaccct 4750 
ggagatagct ttctttccct 4800 
gcagccttgc ccattctcta 4850 
tgtagagaga gacctagata 4 900 
aaatggaaga cctaaggcag 4 950 
ggtcagaccc ataaaccacc 5000 
attttgcttt atcagaagca 5050 
gggaatctaa gtgggagaca 5100 
tactaactgt ggacaaaagt 5150 
ttttttagta aattaagagc 5200 
agtctaccaa aaacaatact 5250 
agcagcgagt gcatgggcta 5300 
gaaacatcta caggatcttt 5350 
aggtactacc tatctacttg 5400 
aaaaaagaaa tctcttccat 5450 
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aattcagatt tctacacttt atacttgcct ccctcctaaa tcgtgatatt 5500 



gaaatatggt g 5511 

<210> 122 

<211> 1020 

<212> PRT 

<213> Homo sapien 

<400> 122 

Met Gly Arg Gly Ala Gly Arg Glu Tyr Ser Pro Ala Ala Thr Thr 

15 10 15 

Ala Glu Asn Gly Gly Gly Lys Lys Lys Gin Lys Glu Lys Glu Leu 

20 25 30 

Asp Glu Leu Lys Lys Glu Val Ala Met Asp Asp His Lys Leu Ser 

35 40 45 

Leu Asp Glu Leu Gly Arg Lys Tyr Gin Val Asp Leu Ser Lys Gly 

50 55 60 

Leu Thr Asn Gin Arg Ala Gin Asp Val Leu Ala Arg Asp Gly Pro 

65 70 75 

Asn Ala Leu Thr Pro Pro Pro Thr Thr Pro Glu Trp Val Lys Phe 

80 85 90 

Cys Arg Gin Leu Phe Gly Gly Phe Ser lie Leu Leu Trp lie Gly 

95 100 105 

Ala lie Leu Cys Phe Leu Ala Tyr Gly lie Gin Ala Ala Met Glu 

110 115 120 

Asp Glu Pro Ser Asn Asp Asn Leu Tyr Leu Gly Val Val Leu Ala 

125 130 135 

Ala Val Val lie Val Thr Gly Cys Phe Ser Tyr Tyr Gin Glu Ala 

140 145 150 

Lys Ser Ser Lys lie Met Asp Ser Phe Lys Asn Met Val Pro Gin 

155 160 165 

Gin Ala Leu Val lie Arg Glu Gly Glu Lys Met Gin lie Asn Ala 

170 175 180 

Glu Glu Val Val Val Gly Asp Leu Val Glu Val Lys Gly Gly Asp 

185 190 195 

Arg Val Pro Ala Asp Leu Arg lie lie Ser Ser His Gly Cys Lys 

200 205 210 

Val Asp Asn Ser Ser Leu Thr Gly Glu Ser Glu Pro Gin Thr Arg 

215 220 225 

Ser Pro Glu Phe Thr His Glu Asn Pro Leu Glu Thr Arg Asn lie 

230 235 240 

Cys Phe Phe Ser Thr Asn Cys Val Glu Gly Thr Ala Arg Gly lie 

245 250 255 
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Val lie Ala Thr Gly Asp Arg Thr Val Met Gly Arg lie Ala Thr 
260 265 270 

Leu Ala Ser Gly Leu Glu Val Gly Arg Thr Pro lie Ala Met Glu 
275 280 285 

lie Glu His Phe lie Gin Leu lie Thr Gly Val Ala Val Phe Leu 
290 295 300 

Gly Val Ser Phe Phe Val Leu Ser Leu lie Leu Gly Tyr Ser Trp 
305 310 315 

Leu Glu Ala Val He Phe Leu He Gly He He Val Ala Asn Val 
320 325 330 

Pro Glu Gly Leu Leu Ala Thr Val Thr Val Cys Leu Thr Leu Thr 

335 340 345 

Ala Lys Arg Met Ala Arg Lys Asn Cys Leu Val Lys Asn Leu Glu 
350 355 360 

Ala Val Glu Thr Leu Gly Ser Thr Ser Thr He Cys Ser Asp Lys 
365 370 375 

Thr Gly Thr Leu Thr Gin Asn Arg Met Thr Val Ala His Met Trp 
380 385 390 

Phe Asp Asn Gin He His Glu Ala Asp Thr Thr Glu Asp Gin Ser 
395 400 405 

Gly Ala Thr Phe Asp Lys Arg Ser Pro Thr Trp Thr Ala Leu Ser 
410 415 420 

Arg He Ala Gly Leu Cys Asn Arg Ala Val Phe Lys Ala Gly Gin 
425 430 435 

Glu Asn He Ser Val Ser Lys Arg Asp Thr Ala Gly Asp Ala Ser 
440 445 450 

Glu Ser Ala Leu Leu Lys Cys He Glu Leu Ser Cys Gly Ser Val 
455 460 465 

Arg Lys Met Arg Asp Arg Asn Pro Lys Val Ala Glu He Pro Phe 

470 475 480 

Asn Ser Thr Asn Lys Tyr Gin Leu Ser He His Glu Arg Glu Asp 
485 490 495 

Ser Pro Gin Ser His Val Leu Val Met Lys Gly Ala Pro Glu Arg 
500 505 510 

He Leu Asp Arg Cys Ser Thr He Leu Val Gin Gly Lys Glu He 
515 520 525 

Pro Leu Asp Lys Glu Met Gin Asp Ala Phe Gin Asn Ala Tyr Met 
530 535 540 

Glu Leu Gly Gly Leu Gly Glu Arg Val Leu Gly Phe Cys Gin Leu 
545 550 555 
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Asn Leu Pro Ser Gly Lys Phe Pro Arg Gly Phe Lys Phe Asp Thr 
560 565 570 

Asp Glu Leu Asn Phe Pro Thr Glu Lys Leu Cys Phe Val Gly Leu 
575 580 585 

Met Ser Met lie Asp Pro Pro Arg Ala Ala Val Pro Asp Ala Val 
590 595 600 

Gly Lys Cys Arg Ser Ala Gly lie Lys Val lie Met Val Thr Gly 
605 610 615 

Asp His Pro lie Thr Ala Lys Ala lie Ala Lys Gly Val Gly lie 
620 625 630 

lie Ser Glu Gly Asn Glu Thr Val Glu Asp lie Ala Ala Arg Leu 
635 640 645 

Asn lie Pro Met Ser Gin Val Asn Pro Arg Glu Ala Lys Ala Cys 
650 655 660 

Val Val His Gly Ser Asp Leu Lys Asp Met Thr Ser Glu Gin Leu 

665 670 675 

Asp Glu lie Leu Lys Asn His Thr Glu lie Val Phe Ala Arg Thr 
680 685 690 

Ser Pro Gin Gin Lys Leu lie lie Val Glu Gly Cys Gin Arg Gin 
695 700 705 

Gly Ala He Val Ala Val Thr Gly Asp Gly Val Asn Asp Ser Pro 
710 715 720 

Ala Leu Lys Lys Ala Asp He Gly He Ala Met Gly He Ser Gly 
725 730 735 

Ser Asp Val Ser Lys Gin Ala Ala Asp Met He Leu Leu Asp Asp 
740 745 750 

Asn Phe Ala Ser He Val Thr Gly Val Glu Glu Gly Arg Leu He 
755 760 765 

Phe Asp Asn Leu Lys Lys Ser He Ala Tyr Thr Leu Thr Ser Asn 
770 775 780 

He Pro Glu He Thr Pro Phe Leu Leu Phe He He Ala Asn He 
785 790 795 

Pro Leu Pro Leu Gly Thr Val Thr He Leu Cys He Asp Leu Gly 
800 805 810 

Thr Asp Met Val Pro Ala He Ser Leu Ala Tyr Glu Ala Ala Glu 
815 820 825 

Ser Asp He Met Lys Arg Gin Pro Arg Asn Ser Gin Thr Asp Lys 
830 835 840 

Leu Val Asn Glu Arg Leu He Ser Met Ala Tyr Gly Gin He Gly 
845 850 855 

Met He Gin Ala Leu Gly Gly Phe Phe Thr Tyr Phe Val He Leu 
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860 865 870 

Ala Glu Asn Gly Phe Leu Pro Ser Arg Leu Leu Gly lie Arg Leu 

875 880 885 

Asp Trp Asp Asp Arg Thr Met Asn Asp Leu Glu Asp Ser Tyr Gly 

890 895 900 

Gin Glu Trp Thr Tyr Glu Gin Arg Lys Val Val Glu Phe Thr Cys 

905 910 915 

. His Thr Ala Phe Phe Ala Ser lie Val Val Val Gin Trp Ala Asp 

920 925 930 

Leu lie lie Cys Lys Thr Arg Arg Asn Ser Val Phe Gin Gin Gly 

935 940 945 

Met Lys Asn Lys lie Leu lie Phe Gly Leu Leu Glu Glu Thr Ala 

950 955 960 

Leu Ala Ala Phe Leu Ser Tyr Cys Pro Gly Met Gly Val Ala Leu 

965 970 975 

Arg Met Tyr Pro Leu Lys Val Thr Trp Trp Phe Cys Ala Phe Pro 

980 985 990 

Tyr Ser Leu Leu lie Phe lie Tyr Asp Glu Val Arg Lys Leu lie 

995 1000 1005 

Leu Arg Arg Tyr Pro Gly Gly Trp Val Glu Lys Glu Thr Tyr Tyr 

1010 1015 1020 

<210> 123 

<211> 2249 

<212> DNA 

<213> Homo sapien 

<400> 123 



ctcctctaca 


aagaggtgga 


cagagaagac 


agcagagacc 


atgggacccc 


50 


cctcagcccc 


tccctgcaga 


ttgcatgtcc 


cctggaagga 


ggtcctgctc 


100 


acagcctcac 


ttctaacctt 


ctggaaccca 


cccaccactg 


ccaagctcac 


150 


tattgaatcc 


acgccat tea 


atgtcgcaga 


ggggaaggag 


gtt ctt ct ac 


200 


tcgcccacaa 


cctgccccag 


aatcgtattg 


gttacagctg 


gtacaaaggc 


250 


gaaagagtgg 


atggcaacag 


tctaattgta 


ggatatgtaa 


taggaactca 


300 


acaagctacc 


ccagggcccg 


catacagtgg 


tcgagagaca 


atatacccca 


350 


atgcatccct 


gctgatccag 


aacgtcaccc 


agaatgacac 


aggattctat 


400 


accctacaag 


tcataaagtc 


agatcttgtg 


aatgaagaag 


caaccggaca 


450 


gttccatgta 


tacccggagc 


tgcccaagcc 


ctccatctcc 


agcaacaact 


500 


ccaaccccgt 


ggaggacaag 


gatgctgtgg 


ccttcacctg 


tgaacctgag 


550 


gttcagaaca 


caacctacct 


gtggtgggta 


aatggtcaga 


gcctcccggt 


600 
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caaatggtgg taactgataa tagcactaat gctttaagat ttggtcacac 2150 
tctcacctag gtgagcgcat tgagccagtg gtgctaaatg ctacatactc 2200 
caactgaaat gttaaggaag aagatagatc caaaaaaaaa aaaaaaaaa 224 9 
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